
ABI85300.1
DQ923126.1:73-15052                                              
Moraxella catarrhalis 7169                                       

ESPR TPS CBM_35_2 DUF637N DUF637 PT-VENN HINT Ntox18* ShlB POTRA_2 HNHGH-E DUF637 DUF637N CBM_35_2 TPS ESPR

AMG44163.2
CP014065.2:1293745-1304264                                       
Achromobacter xylosoxidans                                       

Transposase_mut FilH FilH FilH Fil_haemagg_2 Fil_haemagg_2 DUF637 Ntox18* Imm42   ?    ?  

ANH68026.1
CP011514.1:2568743-2583936                                       
Mitsuaria sp. 7                                                  

  ?    ?  IG Big_7 Big_7 SPVB BetaPropeller RHS_repeat RHS_repeat RHS RHS* Amidohydro_1 TetR-HTH

ASF46986.1
CP022129.1:2956801-2965271                                       
Methylovulum psychrotolerans                                     

DDE_Tnp_1 DDE_Tnp_1_assoc   ?  RHS Ntox18* Beta-Roll HCBP_related Beta-Roll Beta-Roll Beta-Roll 2-Hacid_dh_C 2-Hacid_dh

BCS88789.1
AP024485.1:2124824-2132396                                       
Pseudodesulfovibrio sediminis                                    

DUF637N DUF637 DUF6883 DUF4926 Fil_haemagg_2 Ntox18* Imm42 Imm42 DUF637N DUF637

CEJ17554.1
LN651281.1:1507615-1518200                                       
Ralstonia solanacearum IPO1609                                   

  ?  Imm42 DUF637 PT-VENN Ntox18* TPS FilH FilH FilH FilH Fil_haemagg_2 Fil_haemagg_2 Fil_haemagg_2 ESPR TPS

CNB53739.1
CPVD01000005.1:36-3280                                           
Yersinia intermedia                                              

PT-VENN PyocinS Ntox18* Imm42 DDE_Tnp_IS240

CWR14680.1
FEXF01000060.1:91-2183                                           
Neisseria meningitidis                                           

Ntox18* Imm42 DUF6572

ECG6088597.1
AAIOXL010000009.1:157856-161490                                  
Salmonella enterica subsp. enterica serovar Blukwa               

Imm9   ?  RHS Ntox18*   ?    ?  

ECL4492689.1
AAJHET010000051.1:205-1613                                       
Salmonella enterica subsp. enterica                              

RHS Ntox18* Imm42 SymE_toxin

EFH21680.1
ADBE01000133.1:13101-14858                                       
Neisseria polysaccharea ATCC 43768                               

  ?    ?  Ntox18* Imm42   ?  

ERH27746.1
KE952591.1:7682-10626                                            
Aggregatibacter sp. oral taxon 458 str. W10330                   

  ?    ?    ?    ?  Ntox18*

ETC66681.1
AYVI01000161.1:1-1601                                            
Salmonella enterica subsp. enterica serovar Enteritidis str. 3402

RHS Ntox18*   ?  RHS

GEN67720.1
BJYH01000015.1:109172-113299                                     
Chryseobacterium rhizosphaerae                                   

RHS   ?  RHS Ntox18*   ?    ?  

GFN06613.1
BLWD01000001.1:5033662-5038198                                   
Streptomyces microflavus                                         

HTH iHKD-2 NUDIX Ntox18*   ?  Peptidase_M20

GGB14231.1
BMHH01000083.1:117-518                                           
Brucella endophytica                                             

Ntox18*

HCG0952758.1
DAHQBC010000005.1:199986-213771                                  
Pseudomonas aeruginosa                                           

DUF1161 POTRA_2 ShlB TPS FilH FilH FilH FilH FilH FilH DUF637N DUF637 Ntox18* Imm42 Y1_Tnp

HFC8541731.1
DAXJJN010000038.1:13168-15900                                    
Neisseria lactamica                                              

DUF6572 Imm42 Ntox18*   ?  

HIT89582.1
DVLR01000129.1:1-2756                                            
Candidatus Merdenecus merdavium                                  

PT-VENN Ntox20   ?  Ntox18* Imm42

KAA6457181.1
VANK01000012.1:24692-30718                                       
Acidobacteria bacterium AB60                                     

ABC2_membrane_2 Imm42 RHS Ntox18* DnaA_N Bac_DnaA DNAA-HTH IU_nuc_hydro

KFB89944.1
JGVP01000002.1:103671-110154                                     
Serratia grimesii                                                

PmbA_TldD_1st PmbA_TldD_2nd PmbA_TldD_3rd POTRA_3 PT-VENN Ntox18* Imm1 POTRA   ?  

MBC8756057.1
JACGWS010000009.1:173514-188534                                  
Kordia aestuariivivens                                           

Concanavalin-like   ?  DUF6443 TSP_3 TSP_3 RHS RHS RHS GOLD RHS Ntox18* Imm42 RHS ParBC

MBD1211876.1
JACVZX010000061.1:301-3684                                       
Dolichospermum circinale Clear-D4                                

  ?  HAD Ntox18* Imm-SUKH-SUKH4   ?  

MBF1350038.1
JABZQN010000006.1:1-6362                                         
Neisseria lactamica                                              

  ?  TonB_dep_Rec PLUG Ntox18* Tox-ABHYDROLASE3   ?  

MBI3543347.1
JACQAX010000214.1:1-5884                                         
Deltaproteobacteria bacterium                                    

T2SSE MshEN   ?  Ntox18*   ?  DUF333

MBI8143687.1
JAEHZS010000002.1:146220-160128                                  
Pseudomonas aeruginosa                                           

Y1_Tnp Imm42 TPS FilH FilH FilH FilH FilH FilH DUF637N DUF637 Ntox18* POTRA_2 ShlB DUF1161

MBK6692633.1
JADJCA010000002.1:960807-967502                                  
Myxococcales bacterium                                           

  ?  Beta_helix YfiO Ntox18*   ?    ?  

MBL8817440.1
JAEUIH010000027.1:1155-5124                                      
Planctomyces sp.                                                 

Ntox45 Metallophos_2 RHS Ntox18* Imm42 DUF433

MBM1186897.1
JAAEBS010000005.1:1-1521                                         
Pseudomonas lundensis                                            

RHS Ntox18*   ?    ?  

MBN6710617.1
JAEOAI010000013.1:17796-31557                                    
Canicola haemoglobinophilus                                      

MscL POTRA_2 ShlB ESPR TPS FilH FilH FilH Fil_haemagg_2 Fil_haemagg_2 Fil_haemagg_2 PT-VENN Ntox18*   ?  Fil_haemagg_2

MBO4214654.1
JAGAFE010000190.1:1267-6047                                      
Lachnospiraceae bacterium                                        

  ?  Imm42 RHS_repeat RHS_repeat RHS_repeat RHS RHS DUF637 HINT Ntox18*

MBP0035957.1
JAGHZL010000239.1:1-3066                                         
Roseofilum sp. Belize BBD 4                                      

RHS Ntox18* Imm42 RHS Tox-ART-HY1

MBP3194442.1
JAGBJT010000018.1:6472-12329                                     
Cardiobacteriaceae bacterium                                     

DDE_Tnp_1 DUF772 Imm42 TetR_C_24 Ntox18* Helicase_RecD GNAT_acetyltr_2 LNT_N CN_hydrolase

MBQ1782334.1
JAFOOX010000015.1:1712-16550                                     
Gammaproteobacteria bacterium                                    

  ?    ?  IG Lectin_legB CARDB He_PIG VWA HfIG HfIG IG Cadherin Cadherin HfIG He_PIG DUF6531 RHS_repeat RHS_repeat RHS_repeat RHS_repeat RHS RHS RHS RHS HINT Ntox18* SSB MFS_1

MBQ4142673.1
JAFQOH010000065.1:18678-24751                                    
Thermoguttaceae bacterium                                        

  ?    ?  -* Imm42 Sel1 Sel1 Sel1 Sel1

MBQ5446404.1
JAFNQA010000086.1:1-1526                                         
Lachnospiraceae bacterium                                        

Ntox18* Imm42 DDE_Tnp_IS66_C

MBQ9258937.1
JAFUFA010000020.1:1-6548                                         
Neisseriaceae bacterium                                          

FilH FilH Fil_haemagg_2 PT-VENN Ntox18* Imm42   ?  

MBR1375303.1
JAFUTP010000038.1:2664-4351                                      
Cardiobacteriaceae bacterium                                     

  ?  Imm42 PT-TG Ntox18*

MBS1963995.1
JAFEAP010000029.1:776635-785736                                  
Bdellovibrionales bacterium                                      

LprI   ?  PARP*   ?  TrkA_N Na

MBS6586571.1
JAGZYS010000031.1:23149-38771                                    
Eubacterium sp.                                                  

RHS Imm42 CLECTIN VWA IG Big_7 Big_7 IG IG RHS_repeat RHS_repeat RHS_repeat RHS_repeat RHS RHS RHS_repeat RHS HINT Ntox18*   ?  DUF3987

MBS7188967.1
JAGZPE010000013.1:1-2814                                         
Ruminococcus bicirculans (ex Wegman et al. 2014)                 

HINT Imm-SUKH-SMI1 HINT Ntox18* Imm42 HINT ENDOU

MBS9427419.1
RCWE01000003.1:4238-7121                                         
Photorhabdus akhurstii                                           

  ?    ?  Ntox18* Imm42 Ntox25

MBS9428752.1
RCWE01000008.1:167774-170984                                     
Photorhabdus akhurstii                                           

TetR-HTH Imm42 Ntox18* Imm42 Ntox18

MBT0731273.1
JABBFS010000012.1:41166-43958                                    
Rosenbergiella nectarea subsp. apis                              

CdiAC   ?  Ntox18*   ?    ?  

MBT2333170.1
JAGGNW010000006.1:2234-11977                                     
Variovorax paradoxus                                             

Phage_GPD VgrG DUF2345   ?  DUF6531 RHS RHS RHS RHS_repeat RHS Ntox18*   ?  MarR-HTH

MBW6845793.1
JAHYVI010000011.1:179385-181304                                  
Salmonella enterica subsp. enterica serovar Weltevreden          

Imm9   ?  RHS Ntox18*

MBX3017316.1
JAHBUW010000003.1:142329-150021                                  
Bdellovibrionaceae bacterium                                     

AhpC-TSA SHS2 Ntox18* VSGA Ntox18* Aconitase_C Aconitase   ?  

MBX3503293.1
JAHBYP010000011.1:79695-86345                                    
Alphaproteobacteria bacterium                                    

ApbA ApbA_C Imm42 DUF4288 Ntox18* CTP_transf_1 Acyltransferase

MCA6221850.1
JAHZMK010000038.1:1-4377                                         
Photorhabdus antumapuensis                                       

DUF637 PT-VENN Tox-ColE3 Imm45 Ntox18* Imm42 TetR-HTH

MCA9290145.1
JAGQOI010000141.1:1363-5092                                      
Phycisphaerales bacterium                                        

DUF4139 DUF4139 Imm42 Ntox18*   ?  DUF4123

MCB0127827.1
JAGRCR010003239.1:1-1214                                         
Caldilineaceae bacterium                                         

RHS Ntox18* Imm42

MCB2154262.1
JAHLLQ010000002.1:147097-156236                                  
bacterium Bacteria.                                              

ABC_tran ACR_tran   ?  Imm42*   ?  DXP_reductoisom DXP_redisom_C DXPR_C

MCB9651424.1
JACKEN010000022.1:56493-63080                                    
Deltaproteobacteria bacterium                                    

ABC_tran ABC_tran_Xtn ABC_tran Annexin Annexin Annexin Annexin Annexin Ntox18*   ?  FringeGT

MCC7442938.1
JADZFF010000183.1:1-7041                                         
Bdellovibrionales bacterium                                      

HSP70 DnaJ_C DnaJ_CXXCXGXG DnaJ -*   ?  Peripla_BP_6

MCC8459180.1
JAGJDU010000124.1:1-3264                                         
Photorhabdus aegyptia                                            

DUF637 PT-VENN Ntox18* Imm42   ?  

MCC8466784.1
JAGJJQ010000225.1:3591-5239                                      
Photorhabdus bodei                                               

Ntox48 Imm42 Ntox18*

MCI5674051.1
JALEOM010000181.1:9058-12064                                     
[Clostridium] symbiosum                                          

  ?  Imm42 Ntox18*

MCI5920148.1
JALEJJ010000051.1:34350-37661                                    
Roseburia sp.                                                    

RHS RHS_repeat RHS Imm42 Ntox18*

MCK6591798.1
JAKLJZ010001328.1:1-2344                                         
Polyangiaceae bacterium                                          

Ntox18* Imm42 Pro_isomerase

MCM1424460.1
JAMPCE010000061.1:4420-7792                                      
bacterium Bacteria.                                              

URI   ?  Ntox18* Imm42 N-OB

MCO9688384.1
JAHSEN010000061.1:1-2684                                         
Salmonella enterica subsp. enterica serovar Give                 

RHS Ntox18*   ?  Imm9

MCO9987131.1
JAHSGZ010000005.1:1-2689                                         
Salmonella enterica subsp. enterica serovar Give                 

RHS Ntox18*   ?  Imm9

MCP2233914.1
JAMKCQ010000001.1:4631588-4637163                                
Erwinia aphidicola                                               

Imm36   ?  Fil_haemagg_2 PT-VENN DUF6862 Ntox18* Imm42 PT-VENN Ntox29

MCQ4172012.1
JANFOP010000040.1:1-1409                                         
Hafnia paralvei                                                  

RHS Ntox18* Imm42

MCQ9327734.1
JANIKQ010000043.1:151-4417                                       
Neisseria dentiae                                                

Imm42 GvpG PT-VENN CdiAC Ntox18*   ?  Imm-SUKH-SMI1

MDG6399431.1
JARUWM010000058.1:8446-13681                                     
Pseudomonas quasicaspiana                                        

  ?  DUF637N DUF637 PT-HINT Ntox18* Imm42   ?  

NJL77648.1
JAAUUF010000001.1:14746-34029                                    
Richelia sp. SM2_1_7                                             

Ntox47 Imm42 IG RHS_repeat RHS RHS RHS RHS RHS_repeat RHS_repeat RHS HINT Ntox18* IG Cadherin GOLD Cadherin VWA SdrD_B Cadherin Cadherin Cadherin   ?  

NQW44650.1
JABMMY010000159.1:1-4007                                         
Deltaproteobacteria bacterium                                    

  ?  GreAB-C Ntox18*   ?  Synaptojanin

NTJ65340.1
JAAMFA010000030.1:162229-167201                                  
Rhizobium rhizogenes                                             

  ?    ?  Ntox18* Imm42   ?  

NUQ79773.1
JABWBE010000781.1:1-1776                                         
Polyangiaceae bacterium                                          

Ntox18* Imm42 Rotamase

NVJ50159.1
JABXHQ010000069.1:695-3397                                       
Gammaproteobacteria bacterium                                    

  ?    ?  RHS Ntox18* Imm42

OCQ54319.1
LOMY01000017.1:174-2561                                          
Photorhabdus australis subsp. thailandensis                      

Ntox18* Imm42 DDE_Tnp_IS66 zf-IS66 LZ_Tnp_IS66

OGB25876.1
MESE01000037.1:1-4195                                            
Burkholderiales bacterium RIFCSPLOWO2_02_FULL_57_36              

Big_7 IG RHS Ntox18* Imm42 HTH

OLA70349.1
MNTP01000019.1:9849-14062                                        
Ruminococcus sp. 37_24                                           

Imm42 HINT ABC_tran ENDOU Ntox18*

PQQ33781.1
PUWU01000015.1:30216-40094                                       
Photorhabdus luminescens                                         

Imm42 Imm42 DUF637N DUF637 PT-VENN Ntox18* POTRA_2 ShlB PMT_2

PQQ35858.1
PUWX01000063.1:6429-21562                                        
Photorhabdus luminescens                                         

POTRA_2 ShlB   ?  DUF4681 Ntox18 Imm42*   ?    ?  

QBQ17747.1
CP038009.1:2337199-2351080                                       
Acinetobacter haemolyticus                                       

PEPCK_GTP PEPCK_N Imm42 POTRA_2 ShlB TonB_dep_Rec PLUG PT-HINT Ntox18*

QEH10909.1
CP042986.1:1396018-1406659                                       
Histophilus somni                                                

TPS FilH FilH Fil_haemagg_2 Fil_haemagg_2 Fil_haemagg_2 DUF637 DUF637 PT-VENN CdiAC   ?  PT-VENN Ntox18* Imm42 Ntox18

QYS87097.1
CP067377.1:764753-769075                                         
Flavobacterium oreochromis                                       

HTH   ?  RHS Ntox18* Phage_integrase Phage_integrase

RAX06694.1
NSCM01000096.1:1-2599                                            
Photorhabdus bodei                                               

  ?    ?  Imm42 SymE_toxin Ntox18*

RGG70162.1
QTWW01000019.1:37798-40520                                       
Ruminococcus sp. AF17-6                                          

HINT Tox-EndoU Imm42 HINT Ntox18* Imm-SUKH-SMI1 HINT

RGH92916.1
QTYO01000006.1:15101-18300                                       
Ruminococcus sp. AM28-13                                         

HINT Imm-SUKH-SMI1 HINT Ntox18 Imm42* HINT Tox-EndoU   ?  

RKZ54694.1
QNEL01000001.1:26021-36119                                       
Candidatus Parabeggiatoa sp. nov. 3                              

IG DUF6531 RHS RHS_repeat RHS_repeat RHS RHS RHS HINT   ?  HINT Ntox18* Imm42   ?  

RZK35021.1
SECD01000770.1:132-1525                                          
Hymenobacter sp.                                                 

Imm42 RHS Ntox18*

SAY50796.1
LT571436.1:766265-769699                                         
Neisseria weaveri                                                

STox-37 DUF3969 PT-VENN Skillet-4 Ntox18* Imm42 DDE_Tnp_IS1595

SDE77296.1
FMZC01000037.1:1-2731                                            
Paracidovorax valerianellae                                      

VirB5 Ntox18*   ?  FilH

SFF05905.1
FONH01000006.1:180475-188372                                     
Dyella marensis                                                  

DUF6531 RHS RHS RHS_repeat RHS_repeat RHS_repeat RHS_repeat RHS_repeat RHS_repeat RHS RHS Ntox18*   ?    ?  

TDF36124.1
SMNW01000087.1:1535-3277                                         
Histophilus somni                                                

Imm42   ?  PT-VENN Ntox18*

TEN13276.1
RWSG01000009.1:1-4151                                            
Pseudomonas aeruginosa                                           

DUF637N DUF637 Ntox18* Imm42 Y1_Tnp

TNH06461.1
VDHC01000193.1:1-1623                                            
Testudinibacter sp. TR-2022                                      

  ?  PT-VENN Ntox18*

TNH10878.1
VDHG01000122.1:2553-5946                                         
Testudinibacter sp. TR-2022                                      

CdiAC   ?  PT-VENN Ntox18* Imm42 Imm42

VFS54048.1
CAADJB010000006.1:715645-718065                                  
Moellerella wisconsensis                                         

Tox-SHH Imm42 Ntox18*   ?  PT-VENN

VXA54040.1
LR732744.1:1703488-1716511                                       
Acinetobacter proteolyticus                                      

ESPR TPS FilH FilH FilH FilH FilH Fil_haemagg_2 Fil_haemagg_2 CdiA   ?  DUF637 PT-VENN Ntox18* Imm42 DUF2247

WP_227552511.1
NZ_ASET01000074.1:39586-42094                                    
Acinetobacter baumannii TG02017                                  

  ?    ?  Imm28 Colicin-DNase Ntox18*

WP_024436710.1
NZ_JBOBRD010000077.1:1-1715                                      
Acinetobacter baumannii                                          

  ?    ?  Ntox18*

WP_171478091.1
NZ_VHFR01000012.1:22281-30829                                    
Acinetobacter baumannii                                          

  ?    ?  FilH FilH FilH DUF637N DUF4398 Fil_haemagg_2 Ntox18*

WP_123213259.1
NZ_NWWP01000047.1:5179-13586                                     
Neisseria meningitidis                                           

DUF6572 Imm42 FilH FilH FilH Fil_haemagg_2 Fil_haemagg_2 Ntox18*

WP_064605032.1
NZ_UGPU01000008.1:73667-76067                                    
Moraxella catarrhalis                                            

  ?  Ntox18*   ?    ?    ?  

WP_152708284.1
NZ_QZHL01000010.1:888-3540                                       
Moraxella catarrhalis                                            

Imm42   ?  Endonuclea_NS_2 HINT Ntox18* Ntox18

WP_152720944.1
NZ_RCJK01000034.1:1784-3285                                      
Moraxella catarrhalis                                            

  ?  Ntox18* HINT Tox-HNH-DHNNK

WP_242756602.1
NZ_CP062185.1:1376881-1380059                                    
Acinetobacter towneri                                            

Transposase_mut   ?  DUF4298 Ntox18* DDE_3

WP_232899103.1
NZ_CP066223.1:881503-884776                                      
Pasteurella multocida                                            

Imm42 ENDOU ENDOU Imm2 DUF637 PT-VENN Ntox18*

WP_254212464.1
NZ_CAJHDY010000020.1:1-5442                                      
Burkholderia multivorans                                         

LysR_substrate   ?    ?  Ntox18 Imm42* ColE3-nuclease

WP_258157040.1
NZ_CP099402.1:758860-763168                                      
Rhizobium sp. Pop5                                               

Imm42 rve_2 rve HTH_21 HTH_Tnp_1 Ntox18* Fil_haemagg_2   ?  

WP_156786965.1
NZ_JH164926.1:394306-400969                                      
Neisseria shayeganii 871                                         

Imm42   ?  Ntox18*   ?  SMPB

WP_075319550.1
NZ_LQGF01000023.1:735-3540                                       
Histophilus somni                                                

CapCone-1 Imm42 PT-VENN Ntox18*

WP_243834179.1
NZ_SNRV01000060.1:1-2719                                         
Histophilus somni                                                

CapCone-1 Imm42 PT-VENN Ntox18*

WP_012347332.1
NC_010524.1:2503350-2510528                                      
Leptothrix cholodnii SP-6                                        

TctB DUF637N DUF637 PT-VENN Ntox18* T2SSE MshEN Imm42 rve HTH_32 HTH_Tnp_1 HTH_Tnp_1

WP_192881853.1
NZ_QQMU01000023.1:259-2463                                       
Neisseria lactamica                                              

Imm42 PT-VENN Ntox18* HNH

WP_197387246.1
NZ_JACWNJ010000009.1:152658-166468                               
Ralstonia pseudosolanacearum                                     

DDE_Tnp_1 DDE_Tnp_1_assoc DDE_Tnp_1_5 Imm42 DUF637 PT-VENN Ntox18*

WP_252468985.1
NZ_CP090556.1:2514828-2525949                                    
Actinobacillus suis                                              

Imm41 FilH Fil_haemagg_2 Fil_haemagg_2 Fil_haemagg_2 PT-VENN Ntox18*   ?  ESPR TPS FilH FilH

WP_252468985.1
NZ_CP090556.1:28006-34748                                        
Actinobacillus suis                                              

Imm41 Fil_haemagg_2 PT-VENN Ntox18   ?  Fil_haemagg_2 Fil_haemagg_2 FilH

WP_081577953.1
NZ_MTBV01000035.1:63-25310                                       
Actinobacillus suis                                              

POTRA_2 ShlB ESPR TPS FilH FilH FilH Fil_haemagg_2 Fil_haemagg_2 Fil_haemagg_2 PT-VENN Ntox18* ESPR YadA_stalk YadA_stalk YadA_stalk YadA_stalk YadA_stalk YadA_stalk Collagen YadA_stalk Collagen YadA_stalk YadA_stalk Collagen YadA_stalk YadA_stalk YadA_stalk YadA_anchor

WP_015209879.1
NC_019757.1:5179155-5185584                                      
Cylindrospermum stagnale PCC 7417                                

  ?  Imm42 MPTase-PVC Ntox18* BT1 ELFV_dehydrog ELFV_dehydrog_N

WP_082920896.1
NZ_CP011567.1:4877719-4894198                                    
Pseudomonas sp. GR 6-02                                          

  ?  Imm42 POTRA_2 ShlB TPS Hyphal_reg_CWP FilH FilH FilH FilH FilH FilH FilH FilH FilH Fil_haemagg_2 Fil_haemagg_2 Fil_haemagg_2 PT-VENN Ntox18* Y1_Tnp

WP_019081684.1
NZ_CACY01000084.1:1357-4345                                      
Yersinia enterocolitica NFO                                      

Imm60 Imm75 Ntox18* Imm42   ?  

WP_019671778.1
NZ_CAJHAE010000001.1:567946-570721                               
Psychrobacter lutiphocae                                         

Ntox18*   ?  DUF3969 DUF637 PT-VENN   ?  

WP_052105815.1
NZ_CAWQBW010000003.1:4538-7121                                   
Photorhabdus akhurstii                                           

Imm42   ?  Ntox18* Ntox25 Ntox49

WP_126428365.1
NZ_CP007224.1:42913-55782                                        
Pseudomonas aeruginosa PA96                                      

Y1_Tnp Imm42 DUF3969 Ntox18* TPS FilH FilH FilH FilH FilH FilH DUF637N DUF637 STox-37

WP_050863115.1
NZ_LFLG01000067.1:32896-36308                                    
Enterobacter kobei                                               

Imm42 PT-VENN Ntox18* PT-VENN Tox-CdiAC

WP_244128560.1
NZ_CADEZY010000003.1:334506-340020                               
Burkholderia gladioli                                            

Usp Sugar_tr Imm42 Ntox18* HAD UbiA

WP_156967157.1
NZ_BAYB01000027.1:130674-135577                                  
Paraburkholderia ferrariae NBRC 106233                           

  ?  DUF2185 Cys_rich_CPCC Imm42 Ntox18*

WP_052061758.1
NZ_JPKQ01000004.1:95943-98375                                    
Pantoea agglomerans                                              

PT-VENN DUF6862 Imm42 ROT Ntox18* CdiA_C_tRNase

WP_191937413.1
NZ_JACYND010000029.1:656-3768                                    
Erwinia persicina                                                

Imm42   ?  PT-VENN Ntox18*

WP_084589940.1
NZ_JSUM01000030.1:1-1816                                         
Chelonobacter oris                                               

  ?  PT-VENN Ntox18*   ?  

WP_152558854.1
NZ_JOKH01000005.1:306422-310577                                  
Endozoicomonas numazuensis                                       

  ?  Imm42   ?  DDE_Tnp_1_6 DUF772 Ntox18*

WP_034843142.1
NZ_JOKH01000012.1:45004-50117                                    
Endozoicomonas numazuensis                                       

Ntox18*   ?    ?    ?    ?  

WP_255212239.1
NZ_BCTT01000011.1:119377-125875                                  
Serratia grimesii NBRC 13537                                     

CNHydrolase PmbA_TldD_1st PmbA_TldD_2nd PmbA_TldD_3rd   ?  Imm42 PT-VENN Ntox18*

WP_051940879.1
NZ_JQKE01000083.1:1-8529                                         
Stenoxybacter acetivorans DSM 19021                              

  ?  Ntox20 TPS FilH DUF637N DUF637 Ntox18* Ntox18* Imm42 Imm42

WP_242843673.1
NZ_HF545616.1:1048604-1052801                                    
Ruminococcus bicirculans (ex Wegman et al. 2014)                 

rve HTH_28 DOC Imm42 HINT ENDOU HINT Ntox18*

WP_053075926.1
NZ_LDZI01000009.1:2192-8750                                      
Pluralibacter gergoviae                                          

GntR-HTH FCD   ?  FilH Fil_haemagg_2 Fil_haemagg_2 PT-VENN Ntox18*   ?  Ntox50

WP_152623794.1
NZ_CP113096.1:1100097-1102992                                    
Pseudomonas citronellolis                                        

  ?    ?  Ntox18*   ?  Ntox7

WP_242858236.1
NZ_CYZY01000017.1:58860-70195                                    
[Clostridium] symbiosum                                          

Imm42   ?  RHS RHS RHS_repeat RHS RHS_repeat RHS RHS_repeat RHS_repeat RHS_repeat RHS_repeat RHS RHS RHS Tox-EndoU RHS LPD4 Ntox18*   ?  

WP_052722465.1
NZ_JXXL01000008.1:64022-68394                                    
Pantoea anthophila                                               

Transgly_assoc YidB TerB Ntox18* SymE_toxin PT-VENN Tox-CdiAC

WP_084260692.1
NZ_CP011158.1:1973493-1977432                                    
Moraxella ovis                                                   

  ?    ?  Thermonuclease DUF637 PT-VENN PT-VENN HINT Ntox18*

WP_046803115.1
NZ_LBHW02000003.1:247871-251763                                  
Achromobacter sp. LC458                                          

DUF637 PT-VENN Ntox18* Imm42   ?    ?    ?  

WP_235430962.1
NZ_JASBWN010000022.1:1-5622                                      
Serratia ureilytica                                              

CdiI_3 Imm42 Ntox18* DUF637 DUF637 PT-VENN Ntox28   ?  

WP_083435105.1
NZ_LECT01000044.1:58554-72040                                    
Rhodopirellula islandica                                         

WG_beta_rep WG_beta_rep WG_beta_rep   ?  RHS Dockerin_1 RHS_repeat RHS_repeat RHS_repeat RHS RHS_repeat RHS Tox-GHH2 RHS_repeat RHS Ntox18*   ?  

WP_174479352.1
NZ_JYLD01000032.1:1-2313                                         
Pseudomonas helleri                                              

RHS   ?  RHS Ntox18*

WP_218026300.1
NZ_BJXQ01000054.1:1-1851                                         
Acetobacter indonesiensis                                        

Imm42 Ntox18* HNHGH-E

WP_050466224.1
NZ_BCTG01000001.1:26870-33533                                    
Herbaspirillum chlorophenolicum NBRC 102525                      

Fil_haemagg_2 Ntox18* Imm42 DNA_gyraseA_C DNA_topoisoIV CdiI   ?  

WP_061303954.1
NZ_BCTK01000005.1:28800-47625                                    
Achromobacter piechaudii NBRC 102461                             

  ?  adh_short_C2 TPS FilH FilH FilH FilH FilH FilH FilH FilH FilH Fil_haemagg_2 Fil_haemagg_2 Ntox18* Imm42 POTRA_2 ShlB

WP_184849589.1
NZ_JABZEH010000001.1:1674451-1677688                             
Ralstonia solanacearum                                           

DUF2968 PT-VENN Ntox18* Imm42 ESPR TPS   ?  

WP_235505963.1
NZ_LMDW01000019.1:1-11664                                        
Variovorax sp. Root411                                           

Phage_GPD VgrG T6SS_Vgr DUF2345 Calcineurin LamininG   ?    ?  RHS Ntox18*

WP_060720886.1
NZ_LNCS01000012.1:608127-623194                                  
Achromobacter xylosoxidans                                       

TPS FilH FilH FilH Trypsin FilH Fil_haemagg_2 Fil_haemagg_2 PT-VENN Ntox18* Ribonuc_L-PSP POTRA_2 ShlB Imm42 Imm42

WP_064605032.1
NZ_QZGX01000013.1:25347-27550                                    
Moraxella catarrhalis                                            

Tox-REase-1 Ntox18   ?    ?  

WP_258866194.1
NZ_UGPU01000008.1:90850-93933                                    
Moraxella catarrhalis                                            

  ?    ?  PT-VENN PT-VENN Ntox18* DUF637N

WP_082302638.1
NZ_CAWMQN010000085.1:68-4033                                     
Photorhabdus namnaonensis                                        

  ?    ?  Imm42 DUF4279 Ntox18* Ntox33 DUF4681 Ntox18*

WP_239367058.1
NZ_CAJZCG010000021.1:6238-9516                                   
Snodgrassella communis                                           

  ?  RHS Ntox30   ?  RHS Ntox18* RHS_repeat RHS

WP_105396170.1
NZ_CAWNTA010000115.1:1-1360                                      
Photorhabdus hindustanensis                                      

Imm42 DUF4681 Ntox18*   ?  

WP_227713274.1
NZ_CP065728.1:426324-431805                                      
Moraxella nonliquefaciens                                        

TRANSGLUTAMINASE-inactive DUF637   ?  Ntox18* PT-VENN DUF6862

WP_070123313.1
NZ_MDHN01000003.1:124145-127682                                  
Alteromonas confluentis                                          

  ?    ?  Ntox18* Peptidase_M78 HTH DUF4411

WP_070460648.1
NZ_KV792670.1:2295-6613                                          
Neisseria sp. HMSC15G01                                          

Imm42   ?  Ntox18* Carb_anhydrase   ?  

WP_076114566.1
NZ_JBBODH010000001.1:475856-481916                               
Paenibacillus sp. FSL H3-0321                                    

Imm42 Phage_GPD Phage_base_V Ntox18* Imm11 DUF4280   ?  

WP_216353144.1
NZ_NAHN01000020.1:1-1413                                         
Snodgrassella alvi                                               

  ?  SymE_toxin RHS Ntox18*

WP_254912148.1
NZ_JAMDNB010000026.1:2505-8027                                   
Paenibacillus apiarius                                           

  ?  Imm42 RHS HINT RHS HINT Ntox7 HINT Ntox18*

WP_087449572.1
NZ_NDIV01000030.1:1-2067                                         
Enterobacter roggenkampii                                        

PT-VENN Ntox18* Imm42

WP_198328227.1
NZ_CP022129.1:2958099-2965271                                    
Methylovulum psychrotolerans                                     

Beta-Roll HCBP_related Beta-Roll Beta-Roll Beta-Roll 2-Hacid_dh_C 2-Hacid_dh   ?  Ntox18*   ?  

WP_141106995.1
NZ_NJGV01000009.1:64645-69289                                    
Herbaspirillum aquaticum                                         

Imm42 LysR_substrate HTH_1 D-ser_dehydrat Ala_racemase_N Imm42 Ntox18*

WP_091122317.1
NZ_FMBA01000015.1:195-5963                                       
Gilliamella intestini                                            

Imm42 PT-VENN Ntox18* Fil_haemagg_2 Fil_haemagg_2 PT-VENN RNAse_A_bac CdiI_2

WP_094707977.1
NZ_MRYI01000006.1:180452-190079                                  
Hahella sp. CCB-MM4                                              

Phage_GPD VgrG DUF2345 TPR DUF6531 RHS RHS Ntox18*   ?  VirB11

WP_099151663.1
NZ_PDUD01000023.1:256466-264466                                  
Flavilitoribacter nigricans DSM 23189 = NBRC 102662              

Y1_Tnp   ?  DUF6531 RHS RHS RHS RHS Ntox18*   ?  MTase

WP_224223462.1
NZ_CP070951.1:3408489-3414966                                    
Escherichia fergusonii                                           

  ?    ?    ?  PAAR DUF6531 RHS RHS RHS RHS Ntox18*

WP_230513964.1
NZ_CP029185.2:2353534-2357167                                    
Limnobaculum parvum                                              

SymE_toxin Phage_int_SAM_4 Phage_integrase Imm42   ?  DUF6862 Ntox18*

WP_240002121.1
NZ_CAWNYH010000096.1:914-2599                                    
Photorhabdus bodei                                               

Imm42 SymE_toxin Ntox18*

WP_113615061.1
NZ_QFFJ01000001.1:1909645-1917227                                
Chitinophaga flava                                               

Imm42 DUF6531 RHS RHS_repeat RHS RHS RHS Ntox18* DSBH HTH_18 CMD SusD_RagB SusD-like_3

WP_215649761.1
NZ_JAQEXH010000035.1:4717-7372                                   
Ruminococcus bicirculans (ex Wegman et al. 2014)                 

  ?  Imm42 HINT ENDOU HINT Ntox18* EndoU_bacteria

WP_120157193.1
NZ_CP032084.1:5805783-5810985                                    
Achromobacter sp. B7                                             

  ?  Imm42 Fil_haemagg_2 Ntox18*   ?  Tox-ParBL1

WP_120715309.1
NZ_QZHH01000108.1:1-2328                                         
Moraxella catarrhalis                                            

DUF637N DUF637 PT-VENN HINT Ntox18* Imm42

WP_127102297.1
NZ_JBBCOR010000009.1:29605-33304                                 
Asaia sp. HN128                                                  

Imm42 Ntox18* CDI_toxin_EC869_like CdiI HigB-like_toxin

WP_206194073.1
NZ_SBEF01000092.1:1-2010                                         
Serratia microhaemolytica                                        

Imm42 PT-VENN Ntox18*

WP_240042433.1
NZ_CAWOJO010000079.1:2857-5950                                   
Photorhabdus khanii subsp. guanajuatensis                        

Y1_Tnp Imm42   ?    ?  Ntox18*

WP_192903278.1
NZ_CAWOJO010000109.1:1-4154                                      
Photorhabdus khanii subsp. guanajuatensis                        

CdiI Imm42 DUF637N DUF637 PT-VENN Ntox18*

WP_228409346.1
NZ_QAIX01000894.1:1-3240                                         
Chryseobacterium sp. HMWF001                                     

  ?  CALCOCO1 Grich-TM CARP-ART Ntox1 Ntox18*

WP_134064066.1
NZ_OPYO01000030.1:10555-14845                                    
Pseudomonas sp. JV241A                                           

  ?    ?  DUF6531 RHS_repeat RHS RHS_repeat RHS Ntox18*

WP_134223918.1
NZ_CP037993.1:5536780-5549441                                    
Herbaspirillum huttiense                                         

Imm42 Imm42 ESPR TPS FilH FilH FilH Fil_haemagg_2 Fil_haemagg_2 DUF637 Ntox18* ShlB POTRA_2   ?  

WP_141615812.1
NZ_CP041253.1:4264327-4267887                                    
Echinicola soli                                                  

RHS   ?  Ntox18* RHS   ?  

WP_149616771.1
NZ_CAWPFF010000056.1:78570-86239                                 
Photorhabdus heterorhabditis                                     

  ?  FilH FilH FilH Fil_haemagg_2 Fil_haemagg_2 PT-VENN Ntox18* Imm42

WP_153717037.1
NZ_VYYM01000033.1:144-14154                                      
Eikenella corrodens                                              

Imm42   ?  ESPR TPS FilH FilH FilH Fil_haemagg_2 Fil_haemagg_2 Fil_haemagg_2 DUF637 PT-VENN Ntox18* POTRA_2 ShlB DDE_Tnp_IS1595

WP_153818127.1
NZ_WJIE01000001.1:1240402-1245894                                
Polyangium spumosum                                              

T6SS_VasE T6SS-SciN -* ABC-ATPase DUF3696 ParB

WP_162658922.1
NZ_LR593887.1:4070311-4085083                                    
Tuwongella immobilis                                             

HINT   ?  HINT Ntox18*   ?  bDLD1 Tox-Deam-CxE

WP_230425705.1
NZ_CP048878.1:1278236-1280956                                    
Spartinivicinus ruber                                            

RHS   ?    ?    ?  RHS Ntox18*

WP_243853394.1
NZ_JAASRF010000013.1:83392-104693                                
Xanthomonas cannabis                                             

TspO_MBR Imm42 POTRA_2 ShlB PgaA_barrel TPR TPS FilH FilH FilH FilH FilH FilH FilH FilH FilH Fil_haemagg_2 Fil_haemagg_2 Fil_haemagg_2 DUF6862 Ntox18*

WP_240152577.1
NZ_JAAEWF010000067.1:1-2902                                      
Erwinia amylovora                                                

Imm42 Fil_haemagg_2 PT-VENN Ntox18* SymE_toxin

WP_169484493.1
NZ_JABBGJ010000005.1:34217-41141                                 
Paraburkholderia polaris                                         

DUF72 Ntox18* Imm42   ?  DAHP_synth_1

WP_176808839.1
NZ_CP055302.1:2048032-2055416                                    
Mannheimia pernigra                                              

FilH Fil_haemagg_2 Fil_haemagg_2 PT-VENN Imm42 PT-VENN Ntox18* ESPR   ?  

WP_183106635.1
NZ_JACJUG010000043.1:1-13793                                     
Mitsuaria sp. WAJ17                                              

Imm42 Big_3_5 Big_3_5 RHS_repeat RHS RHS HINT Ntox18* RHS RHS_repeat RHS Big_7 IG IG CarboxypepD-reg-IG Glutaredoxin

WP_183490953.1
NZ_JACHYT010000001.1:1637076-1645725                             
Mitsuaria sp. BK041                                              

Phage_GPD VgrG   ?  DUF6531 RHS RHS_repeat RHS_repeat RHS_repeat RHS_repeat RHS RHS RHS Ntox18*   ?    ?  

WP_184389435.1
NZ_JACIAZ010000002.1:1205028-1215560                             
Rhizobium sp. BK591                                              

SPVB TcdB_toxin_midN DUF6443 RHS RHS Transglut_core2 RHS Ntox18* Imm42 type_II_gspD_N0 Secretin_N Secretin_N Secretin_N Secretin

WP_184442655.1
NZ_JACHNS010000015.1:1513-4507                                   
Xanthomonas cannabis                                             

  ?  Ntox18* Imm42

WP_185689610.1
NZ_CP048243.1:1321059-1332831                                    
Ewingella americana                                              

Tafi-CsgC ESPR TPS FilH FilH FilH FilH Fil_haemagg_2 Fil_haemagg_2 PT-VENN Ntox18* Imm42 SymE_toxin

WP_187000800.1
NZ_CP060414.2:245511-249172                                      
Neisseria musculi                                                

Imm42 DUF637 PT-VENN Ntox18* SMI1_KNR4   ?  PT-VENN PT-TG Colicin-DNase

WP_187077832.1
NZ_JACORT010000009.1:45340-53329                                 
Ramlibacter cellulosilyticus                                     

  ?  Big_3_5 Big_3_5 BetaPropeller RHS Ntox18* His-Kinase HisKA HAMP OmpR-HTH Receiver LamininG RHS_repeat RHS_repeat

WP_192320047.1
NZ_JACVAM010000004.1:486339-488998                               
Pseudomonas sp. PDM16                                            

TerC   ?  RHS Ntox18*

WP_195733648.1
NZ_JADNRN010000002.1:776861-782071                               
Glaciecola sp. MH2013                                            

RHS GIY-YIG LRR RHS HINT Ntox18* WC-rich RHS

WP_203406862.1
NZ_CP069338.1:12433602-12437152                                  
Archangium violaceum                                             

Imm42 PT-HINT Ntox18*   ?  HTH_29 DDE_3

WP_210311710.1
NZ_BMHH01000083.1:117-652                                        
Brucella endophytica                                             

Ntox18*

WP_250133830.1
NZ_JAFHNX010000023.1:1-3777                                      
Citrobacter freundii                                             

Imm42 RHS Ntox18*   ?  

WP_250150996.1
NZ_CAWQBW010000008.1:173340-179410                               
Photorhabdus akhurstii                                           

  ?  FilH Fil_haemagg_2 Fil_haemagg_2 DUF637 PT-VENN Ntox18* DUF4681 Ntox18

WP_241584928.1
NZ_JAKZKH010000001.1:773808-776917                               
Rosenbergiella epipactidis                                       

Imm42 PT-VENN Ntox21 DUF637 Ntox18*   ?  SymE_toxin

WP_214221223.1
NZ_JABBFS010000011.1:12735-15374                                 
Rosenbergiella nectarea subsp. apis                              

  ?    ?  Imm42 SymE_toxin Ntox18*

WP_214221263.1
NZ_JABBFS010000012.1:41166-44009                                 
Rosenbergiella nectarea subsp. apis                              

CdiAC   ?  Ntox18*   ?    ?  

WP_226728045.1
NZ_JAJAUY010000058.1:9877-15677                                  
Streptomyces antimicrobicus                                      

STAS_2 IG RHS RHS_repeat RicinB-lectin RHS HINT Ntox18*   ?    ?  

WP_232922472.1
NZ_JAJSOS010000032.1:1-1754                                      
Buttiauxella sp. S04-F03                                         

  ?  PT-VENN Ntox18*

WP_236338822.1
NZ_CAKMMF010000002.1:304769-309285                               
Paenibacillus plantiphilus                                       

Imm42 Imm42 Ntox18*   ?    ?  

WP_236855172.1
NZ_CP084580.1:3397951-3400689                                    
Chryseobacterium sp. MEBOG06                                     

  ?    ?  Ntox18*   ?    ?  

WP_239954918.1
NZ_CP092373.1:1837003-1840207                                    
Pantoea sp. Z09                                                  

Imm42   ?  PT-VENN Ntox18* Imm42 SymE_toxin

WP_241613850.1
NZ_JAKZKN010000034.1:2133-6808                                   
Rosenbergiella epipactidis                                       

ParD_antitoxin RelE-ParE Ntox18* Imm42 Imm36

WP_250652001.1
NZ_CP097983.1:1129850-1142239                                    
Pantoea alhagi                                                   

TPS Ntox18* Imm42 SymE_toxin TPS FilH FilH FilH FilH FilH FilH FilH Fil_haemagg_2 Fil_haemagg_2 Fil_haemagg_2

WP_251871742.1
NZ_CP098755.1:4308120-4312184                                    
Brevibacillus ruminantium                                        

RVT GIIM Imm42 RHS Pox_Rif Ntox18* RHS   ?  

WP_253306880.1
NZ_OU907312.1:1364785-1373397                                    
unidentified bacterial endosymbiont Bacteria.                    

Fil_haemagg_2 Ntox17 Imm31 G1_gp67_C Ntox18* Imm42 Ntox18* Imm42   ?  


