
ALN88646.1
CP011130.1:6050957-6061133                              
Lysobacter capsici                                      

  ?    ?  DUF6531 RHS RHS_repeat RHS RHS Ntox19* HTH_Tnp_1 HTH_21 rve rve_2

ASA23039.1
CP021780.1:4500795-4505646                              
Paenibacillus donghaensis                               

DDE_Tnp_1_assoc DUF2247 RHS RHS Ntox19*   ?    ?  

AUG56728.1
CP025197.1:844649-852312                                
Acetivibrio saccincola                                  

Primpol PriCT1 D5N RHS RHS RHS RHS RHS HINT   ?  HINT Ntox19* DUF2247   ?  

AVH92321.1
CP014014.1:3412369-3420322                              
Stenotrophomonas maltophilia                            

  ?    ?  N_BRCA1_IG Big_7 RHS RHS Ntox19* RHS RHS_repeat

CCZ05272.1
HF993778.1:869-4830                                     
Eubacterium sp. CAG:603                                 

RHS HINT Ntox19 Imm40 Ntox19* DUF2247 DUF1629

CDC72533.1
FR891058.1:56-2043                                      
Candidatus Colimorpha enterica                          

  ?  Imm40 HINT Ntox19*

CRD45968.1
CVIW01000001.1:121849-125969                            
Stenotrophomonas thermophila                            

GARS_C GARS_A DUF2247 RHS Ntox19*   ?  Sigma70_r1_2 Sigma-HTH

EFH23488.1
ADBE01000031.1:9737-11398                               
Neisseria polysaccharea ATCC 43768                      

Phage_integrase Fer2_BFD Ntox19* Imm40   ?  

EJM99204.1
AKJA01000124.1:1-8717                                   
Herbaspirillum sp. YR522                                

  ?  FilH FilH FilH FilH Fil_haemagg_2 Fil_haemagg_2 Ntox19*

EMO25809.1
AHOI02000563.1:991-4121                                 
Leptospira interrogans serovar Bataviae str. HAI135     

  ?  PolB-NTase   ?    ?  RHS Ntox19*

ENW08014.1
KB849764.1:223725-232472                                
Acinetobacter beijerinckii CIP 110307                   

YqaJ Gp3-like RHS RHS_repeat RHS Ntox19* Imm40 Transposase_mut

EPN29108.1
AOKF01004020.1:640-2455                                 
Pseudomonas syringae pv. actinidiae ICMP 19096          

  ?  DUF2247 HINT Ntox19*

GFM38026.1
BLVP01000013.1:554-3746                                 
Desulfovibrio psychrotolerans                           

  ?  DUF637 PT-VENN Ntox19*   ?    ?  

GGJ30350.1
BMMB01000015.1:383-2021                                 
Paenibacillus hunanensis                                

Ntox19* Imm38   ?  

GGJ31909.1
BMMB01000019.1:783-13377                                
Paenibacillus hunanensis                                

gpD DUF2247 DUF6531 RHS_repeat RHS_repeat RHS_repeat RHS RHS_repeat RHS_repeat RHS_repeat RHS PT-TG HINT Ntox19* RHS Concanavalin-like GARS_A GARS_C

HBC31434.1
DNNJ01000251.1:2987-4879                                
Clostridiales bacterium                                 

  ?  DUF2247 RHS Ntox19*

HCA67592.1
DOWT01000059.1:1-1330                                   
Candidatus Jacksonbacteria bacterium                    

Ntox19* Imm40   ?  

HCS64003.1
DQHS01000107.1:13163-20480                              
Cellvibrio sp.                                          

Toxin_YhaV   ?  SPVB IG RHS RHS RHS Ntox19*

HIW05934.1
DXHP01000030.1:436-3443                                 
Candidatus Ignatzschineria merdigallinarum              

  ?  Imm40 PT-VENN Ntox19*   ?  

KGD77683.1
JPKP01000002.1:211992-231958                            
Pantoea vagans                                          

FAD-NAD-dep-oxidoreductase POTRA_2 ShlB Fil_haemagg_2 PT-VENN Ntox19* Fil_haemagg_2 SymE_toxin

KJK12357.1
JYOE01000011.1:155488-162344                            
Terrabacter sp. 28                                      

Alpha-amylase DUF3459   ?  DUF6571 Ntox19*   ?  GDPD

KKR02735.1
LBWG01000051.1:1-6729                                   
Candidatus Uhrbacteria bacterium GW2011_GWF2_39_13      

RHS DUF2247 RHS Ntox19* Concanavalin-like RHS

KLN61002.1
LAQL01000006.1:491190-493175                            
Kiloniella spongiae                                     

MshEN   ?  Ntox19*   ?  

KQL39022.1
LJJA01000030.1:1-1670                                   
Bacillus sp. FJAT-21955                                 

Ntox19* DUF2247   ?  

KWW27553.1
LPNH01000061.1:264-3613                                 
bacterium P3 Bacteria.                                  

  ?  Imm40 Ntox19* Y1_Tnp OMP_b-brl_2

KXZ65124.1
JRUK01000049.1:55-8030                                  
Acinetobacter venetianus                                

DDE_Tnp_1_5   ?  RHS_repeat RHS_repeat RHS_repeat RHS Ntox19*   ?  DDE_Tnp_1_5 DDE_Tnp_1

MBA3814387.1
JACDGE010000044.1:150-9785                              
Alphaproteobacteria bacterium                           

GTPase-AIG TPS Fil_haemagg_2 DUF637N DUF637 Ntox19* Imm38 FBOX

MBC1881164.1
JAARWD010000019.1:39369-40958                           
Listeria seeligeri                                      

DUF1304 Imm38 Ntox19*

MBC6949231.1
QUCB01000188.1:7672-11565                               
candidate division KSB1 bacterium                       

RHS Imm38 RHS Ntox19*

MBD0372900.1
JACVRN010000115.1:1-10205                               
Pyrinomonadaceae bacterium                              

  ?  Subtilisin RHS RHS RHS_repeat RHS Ntox19*   ?  7TMR-DISMED1 7TMR-DISM PP2C

MBF0984252.1
JABZIH010000267.1:132-1658                              
Campylobacter sp.                                       

  ?  Imm40 Ntox19*

MBI2570545.1
JACPHN010000186.1:33973-35668                           
Candidatus Schekmanbacteria bacterium                   

DDE_Tnp_IS66   ?  Ntox19*

MBI3448833.1
JACPZX010000033.1:10084-21946                           
Acidobacteria bacterium                                 

  ?  TPR Transglut_core2 SPVB RHS RHS IG RHS Ntox19* Imm38 BetaPropeller Subtilisin

MBI4302735.1
JACQTS010000006.1:1-3462                                
Chloroflexi bacterium                                   

Amidase LamininG RHS RHS Ntox19* Imm40 DUF772

MBL4650639.1
JAESTL010000531.1:2690-5189                             
Aureispira sp.                                          

Cytochrome-c551 Imm38 Ntox19*   ?  

MBL7987024.1
JAEUSP010000028.1:1-4393                                
Chlorobiota bacterium                                   

RHS Ntox24   ?  RHS Ntox19* Imm40   ?  

MBN2194415.1
JAFGBI010000224.1:32407-35779                           
Polyangiaceae bacterium                                 

ABC-ATPase   ?  Ntox19* Imm40 Gp49

MBN2433832.1
JAFGRW010000018.1:435-1647                              
Spirochaetes bacterium                                  

Ntox19* Imm40 HicA_toxin

MBN2891892.1
JAFGUD010000258.1:1-3096                                
Bacteroidales bacterium                                 

RHS Ntox19* DUF2247 Por_Secre_tail

MBN9336226.1
JAFKGU010000001.1:1-1674                                
Chryseobacterium sp.                                    

RHS   ?  Ntox19*

MBO4419399.1
JAGABH010000134.1:517-3194                              
Oscillospiraceae bacterium                              

Imm40 Ntox19* Aldedh

MBO4557587.1
JAFZYD010000050.1:1-5498                                
Bacteroidales bacterium                                 

MM_CoA_mutase B12-binding RHS PT-COG5412 Ntox19* PTSEIIA1 MraZ MraZ

MBO5059787.1
JAGASE010000002.1:80788-84369                           
Clostridia bacterium                                    

  ?  DUF4417 Ntox19 DUF2247* Glyco_hydro_16 HTH

MBO9714818.1
JAGHZV010000022.1:52585-57449                           
Sphingomonas sp.                                        

Bac_export_3   ?  RHS RHS LysM Ntox19*

MBP2153428.1
JAGGMP010000001.1:1261792-1265186                       
Erwinia rhapontici                                      

  ?  DUF2247 PT-VENN DUF6862 Ntox19*   ?    ?  

MBP3219929.1
JAGBKG010000046.1:2917-11859                            
Prevotella sp.                                          

DUF3244   ?  SPVB BetaPropeller RHS RHS RHS DUF637 Ntox19*   ?  Glyco_hydro_130

MBP5643775.1
JAGCSW010000109.1:1-6595                                
Bacteroidales bacterium                                 

BetaPropeller RHS_repeat RHS RHS Ntox19* Imm38   ?  

MBQ0142607.1
JAGHSE010000267.1:399-2461                              
Candidatus Colivivens equi                              

RHS ColD   ?  Ntox19* Imm40

MBQ3229776.1
JAFQGV010000058.1:1935-5097                             
Clostridia bacterium                                    

  ?  Imm40 Ntox19*   ?    ?  

MBQ3416104.1
JAFRDD010000168.1:1-2291                                
Clostridia bacterium                                    

Ntox19* DUF2247 Cellulase

MBQ4537703.1
JAFQAW010000050.1:14858-16130                           
Lachnospiraceae bacterium                               

  ?  Imm40 TCAD8 Ntox19*

MBQ6075688.1
JAFRRM010000024.1:36989-40433                           
Lachnospiraceae bacterium                               

CN_hydrolase   ?  RHS Ntox19*

MBQ7118734.1
JAFSEA010000016.1:221-3792                              
Oscillospiraceae bacterium                              

  ?  DUF2247 Ntox19* DUF4417 MFS_1

MBQ7266302.1
JAFSVK010000170.1:23477-28299                           
Bacillota bacterium                                     

Acyltransferase NifX Ntox19* Imm38 DNA_pol_A 35exo 5_3_exonuc 5_3_exonuc_N

MBQ7362822.1
JAFTKH010000001.1:5940-9952                             
Clostridia bacterium                                    

  ?    ?  Ntox19* Imm38 GalP_UDP_tr_C GalP_UDP_transf

MBQ7904690.1
JAFULS010000003.1:370272-373166                         
Spirochaetaceae bacterium                               

SH3   ?  Ntox19* Imm40 RHS

MBR4269890.1
JAFXZU010000050.1:20309-26511                           
Prevotella sp.                                          

Peptidase_C1_2 Imm40 Ntox19* Glyco_hydro_10 LuxS

MBR5461229.1
JAFYQG010000057.1:1-1406                                
Butyricimonas sp.                                       

Ntox19*   ?    ?  

MBR6197903.1
JAFYAT010000103.1:313-8740                              
Bacteroidaceae bacterium                                

  ?  SPVB BetaPropeller RHS RHS RHS RHS DUF637 Ntox19* Imm40   ?  

MBR9771255.1
JAAFAE010000043.1:29004-31074                           
Gammaproteobacteria bacterium                           

SUFU Imm38 RHS Ntox19*

MBS0621410.1
JAFEGQ010000011.1:317-1952                              
Verrucomicrobia bacterium                               

rve_3 HTH_21 HIN-HTH Ntox19*

MBS1987215.1
JAFEAZ010000028.1:46978-52226                           
Candidatus Dependentiae bacterium                       

  ?  Imm40 Ntox19* ab-Hydrolase   ?  

MBS1988221.1
JAFEAY010000021.1:71458-76697                           
Candidatus Dependentiae bacterium                       

Prenyltransf HAD -* HAD LptC

MBS6100925.1
JAHAGP010000037.1:124-4858                              
Alistipes sp.                                           

  ?  RHS Ntox19*   ?    ?  

MBS6307719.1
JAHADD010000019.1:5016-7755                             
Clostridium sp.                                         

  ?    ?  Ntox19* Imm38   ?  

MBS7364966.1
JAHAXY010000319.1:1-2123                                
Paludibacteraceae bacterium                             

  ?  Imm38 Ntox19*   ?  

MBU2075399.1
JAHKAB010000374.1:1-9229                                
Actinomycetota bacterium                                

Phage_integrase SPVB RHS RHS Ntox19* Imm38

MBU2546397.1
JAHJTA010000052.1:1-1770                                
Gammaproteobacteria bacterium                           

DUF637 Ntox19* DUF2247   ?  

MBU3682931.1
VEQS01000018.1:8324-18858                               
Phycisphaerales bacterium                               

RHS RHS Rick-17kDa-Anti HINT Tox-HTH   ?  HINT Ntox19* Imm40   ?  

MBV1929260.1
JAHRWH010000341.1:1-2584                                
Gammaproteobacteria bacterium                           

MobA_MobL   ?  RHS RHS Ntox19*

MBV4402541.1
JAHOOW010000093.1:94-829                                
Odoribacter splanchnicus                                

Imm40 Ntox19*

MBV6462382.1
JABARD010000019.1:17162-20774                           
Flavobacteriales bacterium                              

  ?    ?  RHS Ntox19* DUF4279 RHS

MBV8619168.1
JAFAMV010000101.1:5903-17257                            
Curvibacter sp.                                         

MoCoBD_2 Ald_Xan_dh_C MoCoBD_1 MoCoBD_2 CytC Cytochrom_C Cytochrome_CBB3 DUF6531 RHS RHS_repeat RHS_repeat RHS RHS Big_3_5 Big_3_5 Big_3_5 Big_3_5 Big_3_5 Big_3_5 RHS Ntox19* Imm40   ?  

MBW1617017.1
JAFDMD010000154.1:1-2519                                
Deltaproteobacteria bacterium                           

  ?  Imm38 Ntox19*   ?    ?  

MBW3556066.1
JAHWKE010000025.1:12800-17101                           
Actinomycetota bacterium                                

  ?  WXG WXG Ntox19* Imm38 ZnR PriA_3primeBD

MBW8360993.1
JAIBEW010000006.1:38426-48581                           
Kaistella sp.                                           

Calcineurin   ?  DUF6443 RHS Ntox19* SPVB RHS Por_Secre_tail

MBX0320769.1
JAIEWK010000012.1:141053-143493                         
Shouchella clausii                                      

SUKH_6   ?  Ntox19*

MBX3044831.1
JAHBUQ010000003.1:458332-461128                         
Ignavibacteriae bacterium                               

McrA-NTD   ?  RHS Ntox19* Imm40 RHS

MBX3464684.1
JAHBXX010000044.1:1-3485                                
Planctomycetota bacterium                               

ColD Ntox12 Ntox19* Imm40   ?  

MBX9830609.1
JAIERW010000005.1:7231-13039                            
Candidatus Babeliales bacterium                         

  ?  Carboxyl_trans -* FeoB_associated Acetylase DJ-1_PfpI

MBY0535430.1
JAIELZ010000004.1:411432-413739                         
Chitinophagaceae bacterium                              

  ?    ?  RHS Ntox19*

MBY8852168.1
JAINZX010001295.1:1-796                                 
Saccharothrix sp. MB29                                  

Ntox19* Imm40

MCA1702006.1
JAIVIJ010000055.1:2205-3811                             
Actinomycetota bacterium                                

  ?  Imm38 RHS Ntox19*

MCA9245257.1
JAGQOO010000330.1:1-2589                                
Phycisphaerales bacterium                               

HINT Ntox19* HINT   ?  

MCB0339039.1
JAGRAP010000239.1:1-3035                                
Bdellovibrionales bacterium                             

Ntox50 HEAT Ntox19* Imm40 RHS

MCB1067108.1
JAGROL010000024.1:5934-12485                            
Simkania sp.                                            

DUF6531 RHS_repeat Med5 RHS RHS Ntox9   ?  Ntox19* Imm40 Imm53

MCC5959790.1
JAFIEO010000039.1:271146-278426                         
Rhodobacteraceae bacterium                              

  ?  DUF6531 RHS_repeat RHS_repeat RHS_repeat RHS_repeat RHS_repeat RHS_repeat RHS RHS Ntox19* Imm40   ?  

MPX19254.1
NXCW01000008.1:67609-70520                              
Moraxella catarrhalis                                   

  ?  Imm-NMB0513 Ntox19*

MSW77049.1
WLOM01000005.1:101-3098                                 
Actinomycetota bacterium                                

RHS Ntox19*   ?  RHS HINT

MTK52135.1
WASO01000001.1:436801-447598                            
Paludibacter sp.                                        

  ?  RHS Por_Secre_tail SPVB BetaPropeller RHS RHS RHS Ntox19* Imm40   ?  

NCB03615.1
SABI01000635.1:1-1266                                   
Spirochaetia bacterium                                  

Imm40 RHS Ntox19*

NGX38071.1
JAAKFB010000113.1:1-2853                                
Chlamydiae bacterium                                    

RHS Ntox19* Imm40 DNAA-HTH Bac_DnaA DnaA_N

NGX56373.1
JAAKFI010000011.1:27491-29458                           
Candidatus Anoxychlamydiales bacterium                  

  ?    ?  Ntox19* Imm40   ?  

NLB61822.1
JAAZFD010000221.1:346-2514                              
Clostridiales bacterium                                 

RHS Ntox19* Imm38   ?  

NLX70623.1
JAAYFW010000090.1:1435-7394                             
Clostridiales bacterium                                 

RHS_repeat RHS_repeat RHS RHS RHS Tox-DUF4105   ?  Ntox19* DUF2247   ?  

NNM43450.1
JABEVM010000098.1:1-5407                                
Chlamydiae bacterium                                    

  ?  Imm40 TPR Ntox19* ParA-Soj-NTPase   ?  

OAV17166.1
LXHN01000025.1:775-3595                                 
Moraxella catarrhalis                                   

  ?  Imm40 Ntox19* Imm-NMB0513   ?  

OAV43424.1
LVWJ02000014.1:714976-725325                            
Lewinella sp. 4G2                                       

  ?  DUF6443 RHS RHS Ntox19* Peptidase_S74 Por_Secre_tail   ?  HTH

OHR39344.1
KV836597.1:1-1266                                       
Neisseria sp. HMSC070E12                                

RHS Ntox19* Imm40

ONM45114.1
MUBC01000006.1:37096-48062                              
Halopseudomonas pachastrellae                           

  ?  Imm38 FilH FilH Fil_haemagg_2 DUF637N DUF637 Ntox19* TPS FilH FilH POTRA_2 ShlB

OUS23372.1
MABC01000089.1:4092-9073                                
Thalassotalea sp. 42_200_T64                            

UvrD-helicase OLD-like_TOPRIM AAA_15 Ntox19*   ?    ?  

PCI14998.1
NVSN01000001.1:28364-35312                              
Thiotrichales bacterium                                 

DUF6531 RHS RHS RHS IG RHS Ntox19* Imm40 HmuY

PGH39589.1
PDHN01000291.1:861-7341                                 
Candidatus Nephrothrix sp. EaCA                         

RHS Imm40 Ntox19* SusD-like_3 SusD-like_3

PJB54263.1
PFTX01000051.1:1-1360                                   
Bdellovibrio sp. CG_4_9_14_3_um_filter_39_7             

Ntox19* Imm40   ?  

PKN59759.1
PHBL01000214.1:1-2011                                   
Deltaproteobacteria bacterium HGW-Deltaproteobacteria-11

RHS RHS_repeat RHS Ntox19*

PLR87983.1
PGVD01000117.1:160-1031                                 
Bacillus canaveralius                                   

Imm38 Ntox19*

PLT40490.1
PGUX01000001.1:837247-839229                            
Bacillus safensis                                       

  ?  DUF2247 Ntox19*

PRA75463.1
PCOL01000079.1:1-1927                                   
Ochrobactrum sp. MYb29                                  

Ntox19* Imm38   ?  

PXZ06912.1
QGLR01000011.1:49401-51686                              
Gilliamella apicola                                     

  ?    ?  Ntox19* DUF2247   ?  

QDH68879.1
CP041242.1:280691-292645                                
Lysobacter alkalisoli                                   

PLUG TonB_dep_Rec HDRnase PolyA_pol_RNAbd PolyA_pol RHS_repeat RHS Ntox19*   ?    ?  

QFT21483.1
CP045349.1:1686765-1690653                              
Pseudomonas sp. THAF187a                                

  ?  Imm38 Ntox19* TPR NMN_transporter

QOL20179.1
CP054719.1:1037778-1051118                              
Candidatus Bodocaedibacter vickermanii                  

RHH_4 Patatin FilH ATG16 Ntox19*   ?    ?  

QQR49233.1
CP064957.1:13488-19208                                  
bacterium Bacteria.                                     

DJ-1_PfpI Acetylase -* Carboxyl_trans   ?  

RLA44773.1
QNFP01000093.1:7432-10701                               
Gammaproteobacteria bacterium                           

DUF2070 Imm40 RHS Ntox19*   ?  

RNB88787.1
RHHU01000003.1:1028611-1039358                          
Brevibacillus nitrificans                               

Rep_trans DUF2247 RHS RHS_repeat RHS RHS Ntox19* CDK5RAP3 LamB_YcsF

RQK20404.1
NWZH01000093.1:1-1739                                   
Neisseria meningitidis                                  

MafB Ntox19* Imm40 MafB

RZJ76955.1
SEBN01000002.1:14764-25272                              
Flavobacterium sp.                                      

  ?  Imm40 DUF6443 RHS Ntox19* SPVB RHS   ?  

SCE51783.1
FMCH01000637.1:1-14670                                  
Streptomyces sp. DvalAA-14                              

BetaPropeller HTH_21 rve_3 SPVB RHS RHS RHS RHS PT-HINT Ntox19* BULBLECTIN LamininG BetaPropeller   ?  

SEL37818.1
FOAP01000005.1:443167-456508                            
Stigmatella aurantiaca                                  

DUF6258 Imm40 BetaPropeller RHS RHS Ntox19*   ?  ABC_tran

SFL95196.1
FOTO01000010.1:1-7473                                   
Desulfomicrobium norvegicum                             

Fil_haemagg_2 Fil_haemagg_2 Fil_haemagg_2 Tox-ParBL1 Fil_haemagg_2 Ntox19* Imm40 PAAR_motif

SSZ47239.1
UFTJ01000001.1:914630-917546                            
Bergeyella zoohelcum                                    

  ?    ?  RHS DUF637 Ntox19* Imm40 Ntox19

SUY94587.1
UFXF01000002.1:18863-21167                              
Lacrimispora sphenoides                                 

DEDD_Tnp_IS110 DUF2247 Ntox19*   ?  

TAN33698.1
SCQL01000019.1:71122-75450                              
bacterium Bacteria.                                     

  ?  Imm40 RHS RHS Ntox19* LysE ZnR PSBP

TVU71423.1
VNFH01000004.1:337602-341334                            
Cobetia crustatorum                                     

Imm50 Imm40 RHS RHS RHS Ntox19*

TXL08390.1
NMSA01000062.1:14364-17729                              
Methylococcaceae bacterium CS2                          

KTSC   ?  RHS Ntox19*   ?  

UAK52318.1
CP082870.1:1653849-1659932                              
Capnocytophaga ochracea                                 

  ?  RHS_repeat RHS DUF2247 Sirtuin RHS Ntox19*

UBB26617.1
CP083441.1:1258504-1266297                              
Pseudoxanthomonas japonensis                            

RHS RHS   ?  RHS RHS RHS RHS Ntox19*   ?    ?  

VVH63939.1
CABVGN010000348.1:3-2842                                
uncultured Gammaproteobacteria bacterium                

Fil_haemagg_2 Imm38 MPtase Ntox19*

WP_098528985.1
NZ_NUWV01000006.1:1738-6255                             
Bacillus cereus                                         

DUF3958 Imm38   ?  Sugar_tr WXG Ntox19*

WP_225467575.1
NZ_JAFHWQ010000021.1:41976-52030                        
Acinetobacter baumannii                                 

  ?  POTRA_2 ShlB DUF2247 TetR-HTH ESPR TPS DUF637N DUF637 PT-VENN Ntox19*

WP_012229486.1
NC_010159.1:1803157-1816437                             
Yersinia pestis Angola                                  

DUF2247 Rieske Ring_hydroxyl_A FAD_binding_6 NAD-dep-oxidoreductase Ferredoxin-betagrasp   ?  ESPR TPS FilH FilH Fil_haemagg_2 Fil_haemagg_2 PT-VENN Ntox19*

WP_002662230.1
NZ_JH932293.1:602754-604406                             
Bergeyella zoohelcum ATCC 43767                         

Ntox19 Imm40 Ntox19* Imm40   ?  

WP_004096003.1
NZ_AFGF01000105.1:1-850                                 
Acetonema longum DSM 6540                               

Ntox19* Imm38

WP_040759561.1
NZ_ACXX02000022.1:5649-10706                            
Ruminiclostridium papyrosolvens DSM 2782                

Macro Imm38 PixA Ntox19*   ?  

WP_006971139.1
NZ_ABCS01000017.1:27207-46846                           
Plesiocystis pacifica SIR-1                             

CarboxypepD_reg VRP1 ABC_toxin_N Neuraminidase TcA_TcB_BD SpvB BetaPropeller TcdB_toxin_midC RHS_repeat RHS RHS Ntox19* RHS RHS Imm38

WP_202949513.1
NZ_AKJE01000017.1:1-3547                                
Pseudomonas sp. GM79                                    

Imm38   ?  Ntox19*

WP_217036319.1
NZ_JAHHXI010000020.1:33511-37781                        
Cytobacillus oceanisediminis                            

  ?  DUF2247 Ntox19* Imm70 LXG Tox-REase-10

WP_009750676.1
NZ_KB291358.1:29591-33507                               
Capnocytophaga sp. oral taxon 326 str. F0382            

  ?  Imm40 Ntox19*   ?  RHS

WP_012295128.1
NC_010382.1:3494678-3500288                             
Lysinibacillus sphaericus C3-41                         

DEAM-DxE Peptidase_S58 Ntox19* SUKH_6   ?  

WP_012527853.1
NC_011145.1:4377136-4389711                             
Anaeromyxobacter sp. K                                  

SPVB BetaPropeller RHS RHS Ntox19*   ?    ?  Imm38   ?  

WP_210453471.1
NZ_JABEAL010000001.1:7145-25529                         
Pantoea ananatis                                        

DUF2247 EIIA-man PTS-HPr PEP-utilisers-N PEP-utilisers POTRA_2 ShlB TPS FilH FilH FilH FilH FilH FilH FilH FilH Fil_haemagg_2 Fil_haemagg_2 Fil_haemagg_2 PT-COG5412* SMI1_KNR4

WP_014795170.1
NC_018017.1:3403006-3418872                             
Desulfitobacterium dehalogenans ATCC 51507              

DEDD_Tnp_IS110 Transposase_20 DUF2247 TGFb_propeptide DUF6531 RHS_repeat RHS RHS RHS RHS_repeat RHS RHS RHS RHS_repeat RHS RHS_repeat RHS_repeat RHS_repeat RHS RHS LysM Ntox19* GDC-P GcvP2_C GDC-P

WP_017444179.1
NZ_AMRX01000001.1:643977-650511                         
Gayadomonas joobiniege G7                               

cobW   ?  RHS RHS Ntox19* SymE_toxin Imm40

WP_153309142.1
NZ_ALMW01000036.1:1-4015                                
Streptococcus suis YS53                                 

Imm40 Imm24 RHS PT-TG Ntox19*

WP_052369501.1
NZ_BAYE01000014.1:121279-126186                         
Paraburkholderia caledonica NBRC 102488                 

  ?  TPS Ntox19* Imm40 DUF637 Tox-ParBL1

WP_231384250.1
NZ_AUEW01000018.1:59-5823                               
Cellulomonas sp. URHD0024                               

  ?  HTH DUF6531 RHS_repeat RHS_repeat RHS RHS RHS_repeat RHS RHS_repeat RHS Ntox19*

WP_156935359.1
NZ_KE386836.1:75899-82502                               
Pseudonocardia spinosispora DSM 44797                   

Clp_N Clp_N ClpABN-AAA ClpABC-AAA Imm38 Putative_PNPOx Ntox19* TMsE9xRTMsY7xE

WP_205811421.1
NZ_SSDP01000007.1:42-1384                               
Microbacterium sp. K5D                                  

  ?  RHS PD Ntox19*

WP_157623654.1
NZ_JBHEZZ010000002.1:147643-164798                      
Streptacidiphilus cavernicola                           

  ?  LamininG BetaPropeller Imm40 SPVB RHS RHS Ntox19*   ?  

WP_036127022.1
NZ_CP010820.1:1749407-1753522                           
Lysinibacillus fusiformis                               

Imm38 Ntox19*   ?    ?    ?  

WP_036189900.1
NZ_AVDA01000034.1:24127-30994                           
Ureibacillus manganicus DSM 26584                       

Disaggr_repeat DUF6531 RHS_repeat RHS HINT Ntox19* Imm38 Acetylase

WP_038703834.1
NZ_CP009129.1:1459327-1469710                           
Planococcus sp. PAMC 21323                              

DUF5643 DUF4179 Disaggr_repeat DUF6531 RHS RHS RHS RHS RHS Ntox19* Imm38 PAP2-classical SNARE_assoc Sigma70_r4_2

WP_157698617.1
NZ_CP010427.1:423112-424800                             
Allofrancisella guangzhouensis                          

  ?  Imm40   ?  Ntox19*   ?  

WP_157172231.1
NZ_BAGF01000027.1:283693-286919                         
Nocardia pneumoniae NBRC 100136                         

WXG100 Imm38 WXG WXG WXG Ntox19*   ?  

WP_084686933.1
NZ_JWJH01000013.1:18763-29227                           
Rhizobium nepotum 39/7                                  

POTRA_2 ShlB   ?  Imm38 TPS FilH FilH FilH Fil_haemagg_2 DUF637N DUF637 Ntox19* IalB

WP_156145231.1
NZ_BBLC01000293.1:5050-7101                             
Vibrio rotiferianus                                     

Imm54 Ntox19* Imm11

WP_131817554.1
NZ_CAWMQZ010000005.1:82059-84166                        
Photorhabdus australis subsp. thailandensis             

  ?    ?  DUF2247   ?  Ntox19*

WP_197080351.1
NZ_CP009506.1:2188694-2197351                           
Methanosarcina siciliae T4/M                            

Imm40 tRNA_deacylase DUF3147   ?  SPVB BetaPropeller RHS_repeat RHS RHS RHS RHS_repeat RHS PD Ntox19*

WP_144412047.1
NZ_CP009498.1:1023707-1036974                           
Endomicrobium proavitum                                 

  ?    ?  TPS FilH FilH Fil_haemagg_2 Fil_haemagg_2 Fil_haemagg_2 PTSEIIA1   ?  Ntox19*

WP_234178882.1
NZ_JACBGA010000002.1:302119-309184                      
Sphingopyxis sp. NFH-91                                 

cHTH DUF6531 RHS RHS RHS RHS Ntox19*   ?  VirB11 PepSYl-VZa

WP_157411995.1
NZ_LMNF01000001.1:857666-866861                         
Agreia sp. Leaf283                                      

  ?    ?    ?  Imm38 DUF6531 RHS RHS RHS_repeat RHS RHS RHS Ntox19*

WP_235509186.1
NZ_LMSW01000012.1:195540-202154                         
Terrabacter sp. Soil810                                 

  ?  Imm38 Alpha-amylase DUF3459 GDPD WXG DUF6571 Ntox19*

WP_059323550.1
NZ_LNOK01000007.1:353528-364277                         
Elizabethkingia ursingii                                

SMODS-polBeta Imm40 SPVB IG RHS RHS RHS Rick-17kDa-Anti Ntox19*   ?  EKLF_TAD1 PKD

WP_217109005.1
NZ_JAHPOM010000003.1:75189-91600                        
Burkholderia multivorans                                

rve_3 HTH_28 Rotamase_2   ?  Ntox19* TPS FapA FilH FapA FapA FilH FilH DUF637 DUF6862

WP_195025046.1
NZ_JADLPG010000041.1:24062-27458                        
Nocardia farcinica                                      

WXG WXG100 Imm38 WXG Ntox19* Polyketide_cyc2

WP_061905834.1
NZ_LUAU01000001.1:346242-349038                         
Clostridium sporogenes                                  

  ?  Ntox19* Imm38   ?    ?  

WP_157761186.1
NZ_CP014835.1:390650-394068                             
Streptococcus halotolerans                              

  ?    ?    ?  Ntox19* Imm40

WP_157110496.1
NZ_BDAZ01000029.1:19629-22675                           
Nocardia anaemiae NBRC 100462                           

Glyoxalase Imm38 WXG WXG100 WXG WXG Ntox19*

WP_176700720.1
NZ_LZGW01000061.1:33757-38192                           
Gilliamella sp. WF3-4                                   

DUF2247 DUF637 PT-VENN Ntox19* PT-VENN DUF6862 CdiA_C_tRNase

WP_228140746.1
NZ_CP015110.1:1717500-1724582                           
Acinetobacter sp. TGL-Y2                                

  ?  Imm40 DAHP_synth_1 PAS_3 PAS_4 GGDEF EAL RHS Ntox19*

WP_069698899.1
NZ_JAGGMA010000033.1:6172-9450                          
Enterococcus rivorum                                    

  ?  WXG Ntox19*   ?    ?  Imm38

WP_071669480.1
NZ_MDJQ01000041.1:230198-244443                         
Pantoea sp. Ae16                                        

Synaptojanin DUF2247 FilH FilH FilH Fil_haemagg_2 Fil_haemagg_2 PT-VENN Ntox19* TPS FilH FilH FilH FilH FilH POTRA_2 ShlB

WP_139282060.1
NZ_BCXI01000080.1:3372-8334                             
Rhodococcus zopfii NBRC 100606 = JCM 9919               

  ?  W3 Ntox19*   ?  

WP_073291647.1
NZ_FRCP01000028.1:53550-55897                           
Anaerosporobacter mobilis DSM 15930                     

HINT DUF2247 Ntox19*   ?    ?  

WP_176124649.1
NZ_CP096988.1:3546155-3551245                           
Clostridium felsineum                                   

  ?  WXG S-methyl_trans Ntox19* DUF2247

WP_077853480.1
NZ_CP096988.1:4251418-4256811                           
Clostridium felsineum                                   

Imm-ank Ntox19* Tox-AHH DUF2247 Tox-HNH-HHH

WP_077927562.1
NZ_MVDN01000002.1:178590-184961                         
Wohlfahrtiimonas populi                                 

PBECR1 Imm38 Ntox19* POTRA_2 ShlB   ?  

WP_139796103.1
NZ_FWXH01000048.1:3761-7652                             
Clostridium acidisoli DSM 12555                         

DEDD_Tnp_IS110 Transposase_20 DUF2247 Ntox19*   ?    ?  

WP_208609892.1
NZ_FQXS01000089.1:136-1094                              
Desulfofustis glycolicus DSM 9705                       

Imm40 RHS Ntox19*

WP_110424628.1
NZ_QGLP01000016.1:3165-6536                             
Gilliamella apicola                                     

Cys_rich_CPCC   ?  DUF2247 PT-VENN DUF6862 Ntox19* ColD

WP_088270187.1
NZ_BMKI01000004.1:178481-181127                         
Enterococcus wangshanyuanii                             

  ?  WXG Ntox19* Imm38   ?    ?  

WP_165633218.1
NZ_JAANTE010000007.1:112294-120383                      
Actinopolyspora sp. BKK2                                

CTP_transf_like   ?  Imm38 DUF6531 RHS_repeat RHS_repeat RHS_repeat RHS RHS_repeat RHS RHS_repeat RHS Ntox19* Ricin_B_lectin

WP_093414953.1
NZ_FOCB01000003.1:28845-42348                           
Pseudomonas sp. ok272                                   

DUF2247 TPS FilH FilH FilH FilH DUF637N DUF637 STox-18 Ntox19* POTRA_2 ShlB DegT_DnrJ_EryC1 DUF2846

WP_093937707.1
NZ_NMQT01000123.1:52-3077                               
Amycolatopsis thailandensis                             

Imm38 PT-HINT Ntox19*   ?  DUF3558

WP_097321702.1
NZ_OBDY01000008.1:178991-194645                         
Paractinoplanes atraurantiacus                          

STAS   ?  SPVB RHS_repeat RHS HINT Ntox19* Imm38 LamininG LamininG

WP_097459093.1
NZ_NTLB01000001.1:624514-632099                         
Mangrovitalea sediminis                                 

  ?    ?  TPR Peptidase-C39 RHS RHS RHS RHS RHS RHS_repeat RHS Ntox19*   ?    ?  

WP_179863244.1
NZ_NUDP01000294.1:3034-6628                             
Bacillus pseudomycoides                                 

DUF3895 Pentapeptide Imm38   ?  Ntox19*

WP_098492114.1
NZ_NUWN01000083.1:45527-56234                           
Bacillus cereus                                         

CsiD Peptidase_S51 CW-binding-betahairpin CW-binding-betahairpin SH3 CW-binding-betahairpin CW-binding-betahairpin SH3 IKBKB_SDD PT-TG Ntox19* DUF2247 Imm22

WP_159319710.1
NZ_CACSGK010000005.1:694-4392                           
Tenacibaculum maritimum                                 

  ?    ?    ?  Ntox19* RHS

WP_109305312.1
NZ_BJUF01000114.1:291-1186                              
Kurthia sibirica                                        

Ntox19* Imm38

WP_109350856.1
NZ_UGNP01000001.1:1312558-1315143                       
Kurthia zopfii                                          

Imm38 Ntox19*   ?    ?  RHS

WP_114673556.1
NZ_CP031163.1:432764-435147                             
Deinococcus wulumuqiensis                               

HTH HINT Ntox19* Imm38 Phage_integrase Gp49

WP_118251254.1
NZ_CABJEN010000024.1:1-2032                             
Vagococcus teuberi                                      

Imm40 Ntox19*   ?    ?  Ntox24

WP_164477605.1
NZ_CM011124.1:3792681-3802797                           
Pannonibacter phragmitetus                              

Imm38 POTRA_2 ShlB Ntox41 TPS FilH FilH Fil_haemagg_2 DUF637N DUF637 Ntox19* IalB

WP_221765893.1
NZ_RJPU01000001.1:435848-437737                         
Streptococcus cristatus                                 

Imm40   ?  Ntox12 Ntox19* Imm-Barstar

WP_158632657.1
NZ_QHHX01000008.1:246142-251539                         
Amycolatopsis sp. WAC 01416                             

HTH_1 LysR_substrate   ?    ?  Ntox19 Imm38* Tox-Deam-DxE

WP_133439936.1
NZ_CP037954.1:1804438-1808769                           
Chryseobacterium salivictor                             

Transposase_20 DEDD_Tnp_IS110 Imm40 Ntox19*   ?  RHS

WP_141198646.1
NZ_CP041186.1:4317295-4341222                           
Persicimonas caeni                                      

DUF4096 TcA_TcB_BD ABC_toxin_N CarboxypepD_reg CarboxypepD-reg-IG SpvB BetaPropeller TcdB_toxin_midC RHS RHS Ntox19* Imm38 TcdB_toxin_midC RHS RHS Ntox48

WP_141448162.1
NZ_CP041217.1:3041044-3044648                           
Saccharibacillus brassicae                              

  ?  RHS HINT HINT Ntox19* DUF2247 RHS

WP_147196616.1
NZ_BJVD01000005.1:91801-102732                          
Rummeliibacillus stabekisii                             

ORC-CDC6-like DUF6531 RHS RHS RHS_repeat RHS_repeat RHS Ntox19*   ?  Colicin-DNase Imm38   ?  

WP_147820172.1
NZ_CP040751.1:1330489-1341890                           
Salidesulfovibrio onnuriiensis                          

Fil_haemagg_2 TPS FilH Fil_haemagg_2 Fil_haemagg_2 Ntox19* POTRA_2 ShlB rve HTH_21 HTH_Tnp_1 Imm40

WP_222862620.1
NZ_CABPTV010000008.1:141179-148918                      
Campylobacter concisus                                  

  ?  Imm40 TPS Fil_haemagg_2 DUF637N DUF637 Ntox19*

WP_204902515.1
NZ_SPSE01000026.1:1-1622                                
Clostridium estertheticum                               

DUF2247 Ntox19*   ?  

WP_170305785.1
NZ_WNLA01000020.1:37963-43471                           
Pseudoduganella ginsengisoli                            

ABC-ATPase SMC_hinge MscS_porin AAA_29 MarR_2 Imm40 N_BRCA1_IG RHS Ntox19* DCC1-like

WP_157338912.1
NZ_RHLK01000029.1:5614-8866                             
Paenibacillus lutrae                                    

  ?  NADAR RHS Ntox19* DUF2247   ?  

WP_167129336.1
NZ_JAAQQR010000010.1:132445-150333                      
Luteibacter jiangsuensis                                

IG Glyco_hydro_20 Glyco_hydro_20b POTRA_2 ShlB TPS FilH FilH FilH FilH FilH FilH FilH FilH Fil_haemagg_2 Fil_haemagg_2 Fil_haemagg_2 Ntox19* Imm38

WP_174109874.1
NZ_CP055268.1:135601-145824                             
Agrobacterium vitis                                     

  ?  Imm40 RHS Ntox19* SPVB TcdB_toxin_midN RHS RHS_repeat RHS Secretin Secretin_N Secretin_N Secretin_N type_II_gspD_N0

WP_220150906.1
NZ_JPWG01000042.1:146-1754                              
Thalassospira xiamenensis                               

Imm40 Ntox19*   ?  

WP_185218129.1
NZ_JACLGP010000008.1:206751-209613                      
Sphingobacterium mizutaii                               

Imm40 Ntox19* cHTH DEDD_Tnp_IS110   ?  

WP_188778180.1
NZ_BMMB01000015.1:383-2021                              
Paenibacillus hunanensis                                

Ntox19* Imm38 PT-TG

WP_194868955.1
NZ_JACEQV010000064.1:1-2794                             
Pseudoalteromonas sp. PPB1                              

RHS   ?  Ntox19*   ?    ?  

WP_195282746.1
NZ_JADNAH010000023.1:1-3677                             
Harryflintia acetispora                                 

  ?  RHS Ntox19* DUF2247 RHS Ntox37 Resolvase

WP_203957298.1
NZ_BOOO01000040.1:78499-81304                           
Planotetraspora mira                                    

  ?    ?  Ntox19*   ?  DUF6596

WP_215232254.1
NZ_CAJRAU010000001.1:1036161-1041592                    
Dyadobacter linearis                                    

RHS SERRATE_Ars2_N DUF6443 RHS Ntox19* Ferritin_2 Ferritin_2

WP_215634789.1
NZ_WQPV01000002.1:18920-26082                           
Clostridium baratii                                     

ZnR TM2 ZnR TM2 Red1 SH3 SH3 SH3 SH3 SH3 SH3 SH3 Peptidase_C39_2 PT-TG Ntox19* Imm40   ?  

WP_228745458.1
NZ_JACBYI010000084.1:2066-4384                          
Paenibacillus sp. S150                                  

YdaS_toxin DUF2247 RHS Ntox19*

WP_229443803.1
NZ_JAJDJW010000003.1:73370-79237                        
Enterococcus sp. CWB-B31                                

Imm11 DUF6531 RHS_repeat RHS DUF4280 Ntox19* Imm38   ?  

WP_230582326.1
NZ_JPZH01000417.1:1-623                                 
Cronobacter malonaticus                                 

Ntox19 Imm38*

WP_232683012.1
NZ_JAJQXA010000024.1:27880-31398                        
Flavobacterium soyae                                    

  ?    ?  Ntox19* DUF2247   ?  

WP_232899545.1
NZ_CP089925.1:735029-743717                             
Lysobacter sp. KIS68-7                                  

  ?  DUF2247 RHS Ntox19* Peptidase_S11 PBP5_C DPBB_1 SPOR


