
ADG74153.1
CP001964.1:1396938-1403901                                          
Cellulomonas flavigena DSM 20109                                    

YwiC DNA_ligase_A_M ALF ALF ALF ALF Ntox44*   ?    ?  

ADH04655.1
GQ981381.1:12536-36369                                              
Chondromyces crocatus                                               

ab-Hydrolase Abhydrolase_4 R2K Ntox44* Bac_luciferase PP-binding ketoacyl-synt Ketoacyl-synt_C KAsynt_C_assoc Acyl_transf_1 Acyl_transf_1 PKS_DH_N PS-DH KR PP-binding ketoacyl-synt Ketoacyl-synt_C KAsynt_C_assoc Acyl_transf_1 PKS_DH_N PS-DH KR PP-binding ketoacyl-synt Ketoacyl-synt_C KAsynt_C_assoc Acyl_transf_1 PKS_DH_N PS-DH ADH_N ADH_zinc_N_2 KR PP-binding

AVR97107.1
CP028324.1:3859432-3863334                                          
Pseudoduganella armeniaca                                           

  ?    ?  Ntox44* PAAR_motif CarboxypepD-reg-IG Metallopeptidase

BBA37013.1
AP017928.1:5507213-5509840                                          
Methylocaldum marinum                                               

DDE_Tnp_4 HTH_Tnp_4 Ntox44*   ?  Phage_int_SAM_4

BDC51539.1
AP025252.1:4391577-4396836                                          
Bryobacterales bacterium F-183                                      

  ?  DNA_binding_1 Methyltransf_1N HTH_18 Ntox44* Beta-Prop Peptidase_S9 DinB_2

BDH59421.1
AP025688.1:3964234-3968709                                          
Tsukamurella sp. PLM1                                               

HTH   ?  Ntox44*   ?  DDE_Tnp_1

CTQ88219.1
LN877229.1:70369-85206                                              
Kibdelosporangium sp. MJ126-NF4                                     

TetR-HTH   ?  SPVB RHS RHS RHS RHS Ntox44* LamininG LamininG LamininG LamininG LamininG LamininG TrcR Tox-ParB

DAI19095.1
BK030218.1:10670-12400                                              
Caudoviricetes sp.                                                  

Ntox44 LysM*   ?    ?  

EPF64825.1
CM001986.1:775555-780523                                            
Pseudomonas syringae pv. syringae SM                                

NUDIX   ?  Ntox44* PAAR_motif Ntox44 PBPII

ERI09735.1
KE952749.1:55339-57133                                              
Aneurinibacillus aneurinilyticus ATCC 12856                         

  ?  DUF5412 Ntox44*

EWM10681.1
KK037166.1:1145589-1150392                                          
Kutzneria sp. 744                                                   

TetR_C_6 TetR-HTH   ?  Ntox44* ALF ALF ALF ALF   ?  

GAF60033.1
BAWI01000023.1:7325-12152                                           
Psychrobacter sp. JCM 18902                                         

  ?    ?  Ntox44* DUF2345 T6SS_Vgr

GDY60500.1
BJHW01000002.1:2417779-2422867                                      
Streptomyces violaceusniger                                         

PG-binding HTH_31 PG_binding_1 PG_binding_1 NLPC Ntox44*   ?    ?  

HAB17220.1
DLVS01000394.1:1484-8897                                            
Verrucomicrobiales bacterium                                        

Glyco_hydro_35 BetaGal_ABD_1 BetaGal_gal-bd Discoidin   ?  Ntox44*   ?  Big_9

HAP24921.1
DMTA01000128.1:6647-13234                                           
Achromobacter sp.                                                   

Calcineurin   ?  PAAR_motif Ntox44* TIMbarrel STN PLUG TonB_dep_Rec

HBE21788.1
DNOY01000695.1:791-7805                                             
Cyanobacteria bacterium UBA11367                                    

ImmLRR DUF5412 Metallopeptidase Ntox44* Glycos_transf_2   ?  

HHG84124.1
DRNW01000366.1:395-1195                                             
Bacteroidetes bacterium                                             

Ntox44*

HHH10921.1
DRPL01000223.1:1844-4606                                            
Sorangium sp.                                                       

  ?    ?  Ntox44*   ?  

HIE55423.1
DTZV01000905.1:1-2253                                               
Chromatiaceae bacterium                                             

RHS Ntox44*   ?  TIG

HIK09823.1
DVDU01000074.1:141-5195                                             
Oscillatoriaceae cyanobacterium M33_DOE_052                         

Ntox44* PemK_toxin   ?  

KAA3662476.1
QQUD01000423.1:3995-9345                                            
Chloroflexi bacterium                                               

MPTase-PVC Aspzincin_M35 Metallopeptidase Peptidase_M23 Metallopeptidase Ntox44* CIS_tube   ?  

KOG09983.1
LGUP01000397.1:35392-40417                                          
Streptomyces viridochromogenes                                      

Glyoxalase Ntox44*   ?  PRK   ?  

KPF42021.1
LJHS01000042.1:1-3743                                               
Rhizobium sp. AAP43                                                 

Phage_GPD VgrG DUF2345 Ntox44* PAAR_motif

KPF44326.1
LJHS01000017.1:1-3284                                               
Rhizobium sp. AAP43                                                 

Phage_GPD VgrG Ntox44* PAAR_motif

KRF38227.1
LMSW01000014.1:204254-211238                                        
Terrabacter sp. Soil810                                             

DUF3566   ?  FN3 Ntox44*   ?  IES4

KXO94307.1
LSRE01000026.1:2366-7423                                            
Tsukamurella pseudospumae                                           

  ?    ?  Ntox44*   ?    ?  

KXS40011.1
LSBO01000159.1:1-5681                                               
Candidatus Frackibacter sp. T328-2                                  

RHS LysM Ntox44* DUF4280 SLBB HhH

MAB97109.1
NYTR01000055.1:85-2544                                              
Pseudomonadaceae bacterium                                          

Ntox44*   ?  His-Kinase HisKA HAMP

MBC2872689.1
JACLQZ010000001.1:442668-474168                                     
Klebsiella pneumoniae                                               

YitT_membrane T6SS_TssG Ntox44*   ?    ?  

MBC7228647.1
JACIWQ010000207.1:1141-2957                                         
Thermoflexales bacterium                                            

RHS   ?  Ntox44*

MBC7251751.1
JACIWR010000358.1:1235-4405                                         
Anaerolineae bacterium                                              

PIN   ?  RHS Ntox44* PSBP RHS

MBC7264514.1
JACIWT010000012.1:30415-33995                                       
Chloroflexota bacterium                                             

  ?  Imm11 RHS Ntox44*   ?    ?  

MBF2065985.1
JACYLQ010000031.1:41874-46296                                       
Calothrix sp. C42_A2020_038                                         

  ?  Metallopeptidase Metallopeptidase Ntox44* CIS_tube   ?  

MBI3958218.1
JACQGT010000196.1:1-3142                                            
Chloroflexi bacterium                                               

RHS Ntox44*   ?  VYM-VanZ-2

MBK6429403.1
JADIZS010000001.1:285104-288800                                     
Candidatus Amarolinea dominans                                      

  ?    ?  Ntox44* RHS   ?  

MBK8253168.1
JADJRH010000001.1:2799028-2803196                                   
Polyangiaceae bacterium                                             

  ?  2OG-FeII_Oxy_2 PAAR_motif Ntox44* Leu_Phe_trans   ?  

MBK9158367.1
JADJVZ010000012.1:129231-145446                                     
Micropruina sp.                                                     

Concanavalin-like Concanavalin-like BULBLECTIN   ?  SPVB RHS RHS Ntox44* HTH_21 rve rve_2 ClpABC-AAA ClpABN-AAA Clp_N

MBL8213069.1
JAEUQF010000228.1:20753-26454                                       
Bryobacterales bacterium                                            

TPR Cytochrom_C552   ?  Ntox44* Amidohydro_3 BetaPropeller EFHAND

MBL8493669.1
JAEUNL010000019.1:104428-107544                                     
Rhodocyclaceae bacterium                                            

VanY   ?  Ntox44* DSBH   ?  

MBM4460528.1
VGOD01000241.1:1475-4700                                            
Chloroflexi bacterium                                               

  ?  RHS Ntox44*   ?  PSBP

MBN2005873.1
JAFGEA010000334.1:3734-11959                                        
Anaerolineae bacterium                                              

Malt_amylase_C Alpha-amylase ZnR MPTase-PVC DUF4455 LiaI-LiaF-TM Ntox44*   ?  Polysacc_deac_1

MBP3403158.1
JAGBGD010000073.1:4388-9189                                         
Alphaproteobacteria bacterium                                       

OmpR-HTH   ?  Ntox44* Zn_Tnp_IS1 HIN-HTH DDE_Tnp_IS1595 DAM-DAMT1

MBX3000487.1
JAHBVG010000063.1:37186-40237                                       
Caldilineaceae bacterium                                            

RHS   ?  RHS Ntox44*

MCB2263723.1
JAIZWN010000649.1:3102-7610                                         
Candidatus Thiosymbion ectosymbiont of Robbea hypermnestra          

Hemerythrin YajC Ntox44* SecD-TM1 SecD_1st SecD_SecF

MCB9781084.1
JACKEY010000023.1:62855-66231                                       
Alphaproteobacteria bacterium                                       

IG ZnR Rhomboid LysM Ntox44* LTD

MCC3508927.1
JAEQCN010000025.1:340-5150                                          
Microcoleus sp. PH2017_17_BER_D_A                                   

Uma2 GLYCO Ntox44* HicA_toxin UPF0150

MCG7962118.1
JAEPCO010000251.1:4887-12132                                        
Candidatus Thiodiazotropha endolucinida                             

BPD_transp_1 ABC_tran Ntox44*   ?    ?  

MCI8208560.1
LOHG01000002.1:160655-165474                                        
Pseudomonas maioricensis                                            

  ?  PAAR_motif PAAR_motif Ntox44*   ?  Hexapep Hexapep

MCL1961593.1
WRJY01000267.1:1-3588                                               
Desulfovibrionaceae bacterium                                       

ThiC_Rad_SAM Ntox44*   ?  DAO

MCO5167809.1
JAMLIC010000013.1:207465-211167                                     
Planctomycetota bacterium                                           

rve rve_3 Ntox44*

MCP4746833.1
JAAERL010000542.1:1-2589                                            
Desulfobacteraceae bacterium                                        

Ntox44* DDE_Tnp_1 DUF4096 SLATTlike-2TM

MXZ19633.1
VXSW01000051.1:196-2513                                             
Caldilineaceae bacterium SB0665_bin_25                              

RHS Ntox44*   ?  RHS

NBE53672.1
JAAAHS010000157.1:7434-12671                                        
Streptomyces boluensis                                              

4HBT_3C 4HBT_3   ?  Ntox44* Allantoicase Allantoicase HEAT

NDZ92837.1
JAAGLS010000008.1:217768-222877                                     
Streptomyces sp. SID11726                                           

HIN-HTH rve_3 IstB_IS21 Ntox44*   ?    ?  

NDZ97725.1
JAAGLS010000077.1:436732-439084                                     
Streptomyces sp. SID11726                                           

  ?    ?  Ntox44*   ?    ?  

NIN67475.1
WWBG01000903.1:131-1755                                             
Anaerolineae bacterium                                              

  ?  Ntox44*

NJL89489.1
JAAUUE010000058.1:5503-10294                                        
Coleofasciculaceae cyanobacterium SM2_1_6                           

  ?    ?  Ntox44* RibD_C DUF445

NJM31944.1
JAAURO010000029.1:7708-10981                                        
Limnobacter sp.                                                     

GTP1_OBG MMR_HSR1 T6SS_HCP Ntox44*

NKE57639.1
VSRL01000035.1:44365-53475                                          
Lentzea indica                                                      

HKD HKD   ?  RHS Ntox44* DUF6531 RHS_repeat RHS_repeat RHS_repeat RHS_repeat RHS_repeat RHS RHS_repeat RHS HAMP HisKA His-Kinase

NLE44022.1
JAAZAN010000084.1:1-1969                                            
Chloroflexota bacterium                                             

RHS Ntox44*   ?  RHS

NPV87857.1
JABLWW010000020.1:1-2531                                            
Anaerolineae bacterium                                              

RHS Ntox44*   ?    ?  

NUP49706.1
JABFXP010000445.1:1-4040                                            
Catenulispora sp.                                                   

MFS_3   ?  WXG Ntox44*   ?  DUF1844

NUT34635.1
JABFVH010000262.1:1-2196                                            
Hamadaea sp.                                                        

Ntox44* MreB_Mbl ZapB MreC

NVL28668.1
JAAEYF010001414.1:70-1624                                           
Pseudomonas syringae pv. actinidiae                                 

Ntox44*   ?  DUF6434

NWA43007.1
JACAOV010000028.1:44686-52112                                       
Pseudomonas reactans                                                

  ?    ?  PAAR_motif Ntox44* ImpA_N T6SS_VasJ TOXIN-PL2 IcmF_C

OBX60317.1
LZMS01000088.1:95817-97791                                          
Moraxella lacunata                                                  

  ?    ?  Ntox44*

OFY63386.1
MEOZ01000146.1:1-4995                                               
Bacteroidetes bacterium RIFCSPLOWO2_02_FULL_36_8                    

CarboxypepD-reg-IG LysM CarboxypepD-reg-IG Ntox44*   ?  

OJH38156.1
MPIN01000006.1:242720-246060                                        
Cystobacter ferrugineus                                             

DcrB SUKH-CF44 Ntox44*   ?  Tox-ART-HYD3

OKI21208.1
LWLA01000017.1:83540-87826                                          
Streptomyces sp. CB03911                                            

  ?  Ntox44* DUF779 Aldedh Acetylase

OUM73123.1
LOHF01000011.1:11386-19332                                          
Pseudomonas caspiana                                                

PALP Hexapep Hexapep Ntox44* DUF3077 BCCT

OXC88934.1
MQNQ02000038.1:548729-552572                                        
Achromobacter sp. KAs 3-5                                           

GntP_permease   ?  PAAR_motif Ntox44*   ?  SspB

PCK06696.1
NVXL01000119.1:4194-12748                                           
Alteromonadaceae bacterium                                          

Glycos_transf_1 Glycos_transf_N   ?  Ntox44* Reg_prop Reg_prop Reg_prop Y_Y_Y His-Kinase Receiver SHELIX HisKA His-Kinase Methyltrans_RNA PUA_4

PDY81821.1
NVNZ01000121.1:258-6430                                             
Bacillus toyonensis                                                 

DinB_2 Ntox44* SLH Peptidase_C39_2 NUDIX

PIZ25937.1
PFMW01000235.1:1-1508                                               
Chloroflexi bacterium CG_4_10_14_0_8_um_filter_57_5                 

Ntox44* MCLC   ?  

PJC36953.1
PFRX01000028.1:70766-81551                                          
Candidatus Peregrinibacteria bacterium CG_4_9_14_0_2_um_filter_53_11

  ?    ?  TGFb_propeptide CARDB CARDB DUF6531 RHS RHS RHS RHS RHS RHS RHS Ntox44* Methyltransf_25 Trp_repressor

PSQ96788.1
PXUA01000008.1:196141-203826                                        
Bacteroidetes bacterium SW_9_63_38                                  

Caps_assemb_Wzi   ?  Ntox44* DUF3417 Phosphorylase adh_short

PWM96905.1
QALJ01000019.1:23541-29318                                          
Azospirillum sp.                                                    

RuvX   ?  Ntox44* Amidase_2 DUF4080 RADICAL-SAM B12-binding

QCY75636.1
CP021123.1:2850259-2853154                                          
Bacillus subtilis                                                   

cHTH   ?  Ntox44* Amidase_2 PG-binding DUF5412

RIK76455.1
QEVJ01000110.1:11380-17069                                          
Planctomycetota bacterium                                           

  ?  Ntox44* NTP_transf_5 ParA-Soj-NTPase PfkB

RMH33045.1
RFGJ01000661.1:1-1940                                               
Gammaproteobacteria bacterium                                       

RHS Ntox44*   ?  RHS

RSN26678.1
QHJM01000001.1:448655-452407                                        
Streptomyces sp. WAC 05977                                          

Sigma70_r2 Sigma70_r4_2 SnoaL_2 Glyoxalase WXG Ntox44*   ?  Toast-rack

RZU51070.1
SHKY01000001.1:3149232-3157055                                      
Krasilnikovia cinnamomea                                            

TY-Chap1 TY-Chap3   ?  ALF ALF ALF ALF ALF ALF ALF Ntox44*   ?  Beta_propel

SED83773.1
FNSM01000001.1:6964118-6978406                                      
Streptomyces sp. TLI_105                                            

Flavin_Reduct RicinB-lectin LamininG SPVB RHS RHS RicinB-lectin RHS Ntox44* BacA SNARE_assoc

SLI85708.1
FVXW01000021.1:6011-12401                                           
Mycobacteroides abscessus subsp. massiliense                        

FHA FhaA_N   ?  Ntox44*   ?    ?  

TAL12016.1
SCTE01000111.1:3600-6008                                            
Chloroflexota bacterium                                             

  ?  Ntox44 RHS LysM Ntox44*

TDB77352.1
SMJY01000097.1:5687-20028                                           
Micromonospora sp. KC721                                            

ADH_N ADH_zinc_N_2 Chlorophyllase2 DUF5005 FN3 FN3 FN3 FN3 FN3 Ntox44* 7TMR-DISMED1 Glyco_hydro_2 Glyco_hydro_2_C LamininG LacZ_4 Bgal_small_N NPCBM_assoc NPCBM Acetate_kinase

TDT31308.1
SOAW01000002.1:517004-520581                                        
Naumannella halotolerans                                            

DUF6188 Imm18 Ntox44*   ?  PTS_2-RNA

TKJ29858.1
NJBK01000020.1:40443-43129                                          
Chloroflexi bacterium B3_Chlor                                      

RHS   ?  RHS Ntox44*   ?    ?  

UCF24835.1
CP070721.1:1001831-1004635                                          
Ralstonia sp.                                                       

  ?  Ntox44*   ?    ?  Fur-HTH

VEA04824.1
LR134141.1:3071797-3074977                                          
Salmonella enterica subsp. salamae                                  

NadA PAAR_motif -*   ?    ?  

WP_000748150.1
NZ_CM000752.1:5486330-5493981                                       
Bacillus thuringiensis serovar monterrey BGSC 4AJ1                  

MA HAMP 4HB_MCP_1 HTH_17   ?  Ntox44* GLYCO GLYCO GLYCO Peptidase_C39_2

WP_079789084.1
NZ_CP079838.1:3340304-3345848                                       
Salmonella enterica subsp. salamae                                  

PAAR_motif NadA -* Phage_GPD VgrG FilH   ?  

WP_058970225.1
NZ_LJFM01000002.1:14279-18707                                       
Pseudomonas syringae pv. actinidifoliorum                           

NAD_kinase_C NAD_kinase PP2A GGDEF Ntox44*   ?  

WP_003768473.1
NZ_AJMT01000185.1:1-2133                                            
Neisseria sicca VK64                                                

Ntox44* DUF2345   ?  DUF6402

WP_103739226.1
NZ_MLED01000040.1:54558-56331                                       
Pseudomonas avellanae                                               

  ?  Ntox44*   ?  

WP_197186435.1
NZ_CP139100.1:65499-70792                                           
Brevibacillus agri                                                  

LacI PBPI DUF5412 ABC_membrane ABC_tran Ntox44* MauE

WP_154897061.1
NZ_CP046035.1:3611858-3617732                                       
Pseudomonas coronafaciens pv. oryzae str. 1_6                       

Aconitase_B_N Aconitase_2_N Aconitase Mntp   ?    ?  PAAR_motif Ntox44*

WP_243828744.1
NZ_JAWLUI010000009.1:84924-89131                                    
Gordonia amicalis                                                   

  ?  adh_short OpuAC Ntox44*   ?  

WP_007719664.1
NZ_AKIX01000028.1:315782-318389                                     
Brevibacillus sp. BC25                                              

ParBC DUF5412 Ntox44*   ?    ?  

WP_012318155.1
NC_010505.1:1215590-1219966                                         
Methylobacterium radiotolerans JCM 2831                             

  ?  Phage_GPD VgrG Ntox44* PAAR_motif   ?  

WP_013404495.1
NC_014653.1:42335-48512                                             
Photobacterium damselae subsp. damselae                             

  ?    ?  Ntox44* PAAR_motif MG4 N6_Mtase

WP_013702725.1
NC_015386.1:45704-51071                                             
Treponema succinifaciens DSM 2489                                   

  ?  Phage_GPD CarboxypepD-reg-IG Ntox44*   ?    ?  

WP_187313438.1
NC_013093.1:5391167-5401804                                         
Actinosynnema mirum DSM 43827                                       

  ?  DDE_3 PAIREDC-HTH Trypsin IG ALF ALF ALF ALF ALF Ntox44* DDE_3

WP_016417097.1
NZ_AUAB01000012.1:100285-104326                                     
Litchfieldella anticariensis FP35 = DSM 16096                       

MMR_HSR1 MMR_HSR1 KH_dom-like PAAR_motif CarboxypepD-reg-IG Ntox44*   ?  Lipase_GDSL_2

WP_016588468.1
NZ_ADQB01000284.1:113-978                                           
Yersinia pestis C1989001                                            

Ntox44*

WP_221166714.1
NZ_JABDVZ010000017.1:139684-148467                                  
Rhizobium sp. NZLR5                                                 

G6PD_N G6PD_C PG_binding_1 Ntox44*   ?    ?  

WP_019519986.1
NZ_KB903793.1:1-2198                                                
Moraxella boevrei DSM 14165                                         

Ntox44*   ?    ?  

WP_087752334.1
NZ_NGUT01000047.1:79485-83302                                       
Paraburkholderia caledonica                                         

AA_permease   ?  Ntox44* PAAR_motif   ?  

WP_020666913.1
NZ_ARVW01000001.1:1113611-1117231                                   
Amycolatopsis nigrescens CSC17Ta-90                                 

WXG WXG Ntox44* adh_short YbaB_DNA_bd WbqC

WP_021668957.1
NZ_BAIS01000031.1:26454-30840                                       
Prevotella disiens JCM 6334 = ATCC 29426                            

Ntox44* TssC   ?  TraG-D_C DUF4948

WP_161457566.1
NZ_WXWM01000062.1:7039-13144                                        
Vibrio sp. V36_P2S2PM302                                            

IMPDH HTH_18 AraC_N   ?  Ntox44* 2-Hacid_dh_C 2-Hacid_dh

WP_084261861.1
NZ_AP018933.1:1412090-1414950                                       
Zymobacter palmae                                                   

  ?  Ntox44* PAAR_motif   ?    ?  

WP_028624055.1
NZ_JMCL01000109.1:51223-56536                                       
Pseudomonas sp. Ant30-3                                             

  ?  PAAR_motif Ntox44* iSTAND2 ParA-Soj-NTPase   ?  

WP_032630001.1
NZ_JPQU01000048.1:10685-15078                                       
Pseudomonas syringae                                                

SSF   ?  PAAR_motif Ntox44*   ?    ?  

WP_051672877.1
NZ_CADFFX010000001.1:365495-370279                                  
Caballeronia glathei                                                

  ?    ?    ?  Ntox44* OEP OEP

WP_171830686.1
NZ_JABLTB010000003.1:358-4729                                       
Providencia stuartii                                                

McrA-NTD HNH_2   ?  Ntox44* rve_2 rve HTH_21 HIN-HTH HTH_Tnp_1

WP_039018128.1
NZ_JWIF01000041.1:4344-9252                                         
Halocynthiibacter namhaensis                                        

  ?  Ntox44* T6SS_HCP   ?  Phage_GPD VgrG

WP_242349443.1
NZ_CAKOCQ010000048.1:2804-4756                                      
Mucispirillum schaedleri                                            

  ?    ?  Ntox44*   ?  

WP_103162540.1
NZ_MTAH01000011.1:1-4307                                            
Pectobacterium odoriferum                                           

  ?  ImpA_N T6SS_VasJ PAAR_motif Ntox44*   ?  IcmF_helical IcmF_C

WP_044235835.1
NZ_ASRX01000004.1:99-5682                                           
Chondromyces apiculatus DSM 436                                     

Ntox44* Big_7 Transpeptidase Transgly TrapB vWA MoxR-AAA

WP_044252676.1
NZ_ASRX01000159.1:40-1963                                           
Chondromyces apiculatus DSM 436                                     

DLH Ntox44*

WP_160295946.1
NZ_CAWMDP010000041.1:102748-107349                                  
Aliterella atlantica CENA595                                        

  ?  Imm24   ?  EzrA Ntox44*

WP_088027726.1
NZ_FWZD01000033.1:12323-18991                                       
Bacillus mobilis                                                    

YdjM DUF5412 Ntox44* Peptidase_C39_2 GLYCO GLYCO GLYCO CW-binding-betahairpin SLH   ?  

WP_050429887.1
NZ_CP012159.1:2208631-2213613                                       
Chondromyces crocatus                                               

  ?  ab-Hydrolase Ntox44*   ?    ?  

WP_195093469.1
NZ_JADLSD010000010.1:138687-142478                                  
Nocardia brasiliensis                                               

SHOCT Usp Usp WXG Ntox44*   ?    ?  

WP_054051439.1
NZ_LN850107.1:4724050-4727992                                       
Alloactinosynnema sp. L-07                                          

Acetylase WXG Ntox44* Mbetalac   ?  His_Phos_1

WP_235493442.1
NZ_LMOZ01000002.1:864797-870382                                     
Leifsonia sp. Leaf336                                               

HD Ntox44   ?  Ntox44*   ?  

WP_242427153.1
NZ_LMEP01000022.1:598163-610050                                     
Streptomyces sp. Root1304                                           

TetR_C_31 TetR-HTH Abhydrolase_1 Rhodanese MFS_1 SPVB BetaPropeller TcdB_toxin_midN RHS RHS RHS Ntox44*

WP_241667765.1
NZ_RCNW01000069.1:1-4747                                            
Pseudomonas sp. Sample_24                                           

Proton_antipo_M   ?  PAAR_motif Ntox44*   ?  

WP_057232764.1
NZ_LMCT01000016.1:5747-9598                                         
Kitasatospora sp. Root107                                           

WXG Ntox44*   ?    ?    ?  MFS_1

WP_075103377.1
NZ_MRYA01000003.1:328963-333218                                     
Psychrobacter sp. Cmf 22.2                                          

Sel1 Sel1 Sel1 Sel1 Sel1   ?  Ntox44* PAAR_motif BPL_LplA_LipB Lip_prot_lig_C

WP_197417817.1
NZ_KQ960412.1:1-5572                                                
Porphyromonas somerae                                               

  ?    ?  MPtase-IrrE Ntox44*

WP_062501121.1
NZ_BCUK01000234.1:246-4300                                          
Moraxella lacunata NBRC 102154                                      

  ?  Ntox44*   ?  STox-35 Ntox44

WP_063006202.1
NZ_BDBG01000041.1:29377-33605                                       
Nocardia salmonicida subsp. cummidelens NBRC 100378                 

WXG Ntox44* WXG   ?  Sortilin-Vps10

WP_064018588.1
NZ_LSSO01000175.1:65278-67517                                       
Brevibacillus sp. SKDU10                                            

SpoOE-like DUF5412 Ntox44*   ?    ?  

WP_077247107.1
NZ_MAJG01000070.1:3996-9296                                         
Helicobacter pullorum                                               

ABC-ATPase   ?    ?  ParB CarboxypepD-reg-IG Ntox44*

WP_084473357.1
NZ_BDAX01000050.1:178-3789                                          
Nocardia alba NBRC 108234                                           

DUF433 ABC_tran OB_MalK Ntox44*   ?    ?  

WP_068746352.1
NZ_LSRE01000024.1:1-3579                                            
Tsukamurella pseudospumae                                           

HIN-HTH GDResolvase Ntox44* Acetylase DDE_Tnp_1_4

WP_075018058.1
NZ_FODD01000043.1:40043-52585                                       
Actinacidiphila rubida                                              

Sigma70_r4_2 Sigma70_r2   ?  AP-ATPase Disaggr_repeat Disaggr_repeat SPVB RHS_repeat RHS_repeat RHS_repeat RHS RHS Ntox44*   ?  

WP_236536793.1
NZ_WKDF01000698.1:1-1363                                            
Pseudomonas syringae                                                

  ?    ?  Ntox44*

WP_084112146.1
NZ_FRAG01000113.1:299-3605                                          
Paramaledivibacter caminithermalis DSM 15212                        

DUF5412 halocin-C858 Ntox44*   ?  Resolvase Recombinase Zn_ribbon_recom

WP_073603234.1
NZ_AP024861.1:2680203-2684173                                       
Vibrio aerogenes                                                    

  ?  Ntox44* T6SS_HCP TctA   ?  

WP_075137805.1
NZ_MSIF01000032.1:35874-41784                                       
Actinophytocola xinjiangensis                                       

TPR AP-ATPase HTH WXG Ntox44* MFS_3 Acetylase   ?  

WP_076518781.1
NZ_LT707065.1:2726671-2737005                                       
Achromobacter sp. MFA1 R4                                           

Autotransporter Ntox44*   ?  AraR_C   ?  

WP_077336618.1
NZ_AP024906.1:861609-868572                                         
Vibrio ruber                                                        

SbcC AAA_13 SbcC Ntox44* 2-Hacid_dh_C   ?    ?  

WP_079324633.1
NZ_MXAP01000031.1:101-2360                                          
Moraxella equi                                                      

  ?  Ntox44*   ?    ?  

WP_083423590.1
NZ_FOAP01000051.1:266-1984                                          
Stigmatella aurantiaca                                              

Ntox44*   ?  PAAR_motif

WP_085093244.1
NZ_AP022603.1:3050021-3052859                                       
Mycolicibacterium fallax                                            

  ?    ?  Ntox44*   ?    ?  

WP_085357105.1
NZ_MTAA01000046.1:1-2207                                            
Neisseria dumasiana                                                 

Ntox44* T6SS_Vgr DUF2345   ?  

WP_089729467.1
NZ_FLUY01001710.1:4241-9660                                         
Candidatus Thiosymbion oneisti                                      

  ?  Ntox44* GIDA GIDA_C_1st GIDA_C   ?  GidB

WP_090040601.1
NZ_FNXD01000016.1:47530-50458                                       
Leifsonia sp. CL154                                                 

  ?  WXG Ntox44*   ?    ?    ?  

WP_165615693.1
NZ_FAOZ01000012.1:108691-119794                                     
Parafrankia irregularis                                             

CBM_6 Phosphodiest STY-kinase Ntox44 RicinB-lectin* HTH nSTAND1 BetaPropeller WD40 WD40 ECH_2

WP_091529782.1
NZ_FOLT01000005.1:53641-58185                                       
Alkalibacterium subtropicum                                         

Rgg_C Ntox44*   ?  Rgg_C HTH HTH

WP_092387460.1
NZ_LT629787.1:2735778-2740890                                       
Halopseudomonas salegens                                            

PRC Ntox44* ABC_tran ABC2_membrane_3   ?  

WP_094356974.1
NZ_NMVK01000009.1:560030-570071                                     
Enemella evansiae                                                   

Linocin_M18 Dyp_perox_C Dyp_perox_N RHS RHS Tox-ART-VIP2 Ntox44* His-Kinase DNA_gyraseB Toprim DNA_gyraseB_C Glyco_hydro_25

WP_094786785.1
NZ_NDXW01000001.1:1932809-1941047                                   
Zooshikella ganghwensis                                             

DDE_Tnp_1 Phage_GPD VgrG Ntox44*   ?    ?  Zn_Tnp_IS1595

WP_095900712.1
NZ_CP022383.1:451845-457292                                         
Capnocytophaga sputigena                                            

TssD Phage_GPD Phage_base_V DUF2345 Ntox44*   ?  DUF4948

WP_098787078.1
NZ_JBALPL010000372.1:134-1340                                       
Priestia megaterium                                                 

Ntox44* DUF5412

WP_101602721.1
NZ_CP018937.1:553659-557083                                         
Bacteroides fragilis                                                

Ntox44* DUF4948   ?    ?    ?  

WP_103343112.1
NZ_PPHF01000162.1:17466-30986                                       
Amycolatopsis sp. CA-126428                                         

  ?  ALF ALF Ntox44*   ?  AbfB LGFP LGFP ANTHRAXPAG-N RHS_repeat GLYCO RHS_repeat RHS_repeat RHS Ntox49

WP_104229742.1
NZ_PSNW01000003.1:225135-233733                                     
Solimonas fluminis                                                  

  ?  Ntox44*   ?  Concanavalin-like   ?    ?    ?  Ntox44*

WP_105240380.1
NZ_CP023270.1:5039873-5046612                                       
Achromobacter spanius                                               

LprI Calcineurin PAAR_motif Ntox44* TIMbarrel STN PLUG TonB_dep_Rec

WP_106317958.1
NZ_BOMO01000022.1:96536-103341                                      
Actinoplanes italicus                                               

Glyoxalase Ppx-GppA Lipase_GDSL_2 FN3 FN3 FN3 Ntox44*   ?    ?  

WP_159080574.1
NZ_LT985361.1:6421085-6424797                                       
Nocardia suismassiliense                                            

  ?    ?  WXG Ntox44* UreF adh_short

WP_110189790.1
NZ_CP177354.1:4830975-4841539                                       
Pokkaliibacter plantistimulans                                      

Cas3-like_C DEAD HDRnase Cas3_I-F_Cas2 Cas_Cas1 Ntox44*   ?    ?  

WP_110519063.1
NZ_PUBZ01000136.1:141208-148303                                     
Herpetosiphon llansteffanensis                                      

YfhO   ?  WXG Ntox44* DUF4419 DUF4419 Imm-SUKH-SUKH4

WP_110754815.1
NZ_QJTF01000055.1:1-2343                                            
Phyllobacterium leguminum                                           

  ?  Ntox44* Phage_GPD   ?  

WP_110930748.1
NZ_LT732548.1:284664-294918                                         
Paenibacillus bouchesdurhonensis                                    

dCache_1 HAMP His_kinase His-Kinase Ntox44* AHSA1 FR47 SLH Beta-helix Big_3 Big_3 Big_3 Big_3

WP_220272099.1
NZ_NXLQ01000164.1:1-730                                             
Helicobacter didelphidarum                                          

STE3 Ntox44*

WP_211323127.1
NZ_PQHZ01000008.1:195995-198233                                     
Amycolatopsis palatopharyngis                                       

  ?    ?  Ntox44*

WP_162932523.1
NZ_CP031704.1:3993436-3998852                                       
Solimonas sp. K1W22B-7                                              

  ?    ?    ?  Ntox44*   ?  

WP_192000252.1
NZ_JACYWW010000003.1:3893-13288                                     
Pseudomonas coleopterorum                                           

DUF6508 DUF6543 sortase Gly PAAR_motif Ntox44* DUF6543 sortase Gly STY-kinase Kdo

WP_123600468.1
NZ_RJJY01000001.1:420332-430271                                     
Micromonospora sp. Llam0                                            

RHS Ntox44* Dala_Dala_lig_C   ?  SPVB RHS_repeat   ?  

WP_124320372.1
NZ_CP027753.1:2870941-2873771                                       
Pseudomonas chlororaphis                                            

  ?    ?  PAAR_motif Ntox44*   ?    ?  

WP_165401505.1
NZ_SGWQ01000010.1:206595-210652                                     
Herbihabitans rhizosphaerae                                         

Pentapeptide   ?    ?  PTH2 WXG Ntox44*

WP_132113901.1
NZ_SLWS01000002.1:459269-466225                                     
Actinocrispum wychmicini                                            

HTH   ?  ALF ALF ALF ALF ALF ALF ALF Ntox44* Trypsin   ?  

WP_132482242.1
NZ_JBIRAV010000008.1:201404-204593                                  
Saccharopolyspora sp. 5N102                                         

  ?  WXG Ntox44*   ?  TetR_C_6 TetR-HTH HicA_toxin

WP_191986300.1
NZ_PECK01000001.1:418356-423939                                     
Mycobacteroides salmoniphilum                                       

  ?    ?  Ntox44* MA   ?  

WP_136923949.1
NZ_CP079217.1:2159406-2163357                                       
Polyangium aurulentum                                               

Concanavalin-like   ?  Ntox44* GST_C GST_N_3   ?  

WP_202978670.1
NZ_JRPA02000034.1:3662-5251                                         
Helicobacter sp. MIT 05-5294                                        

  ?    ?  Ntox44*

WP_143489718.1
NZ_VJOY01000015.1:51964-56939                                       
Pseudomonas mangiferae                                              

Acetylase Acetylase Ntox44*   ?  BLBD PYC_OADA HMGL-like

WP_144127254.1
NZ_VIQO01000034.1:2498-8801                                         
Catellatospora sichuanensis                                         

EamA EamA RHS Ntox44*   ?    ?  DUF4240

WP_147141556.1
NZ_BAABIJ010000003.1:174505-179288                                  
Stackebrandtia albiflava                                            

  ?  BetaPropeller WXG Ntox44*   ?    ?  

WP_188052151.1
NZ_VTTK01000075.1:212-5081                                          
Azospirillum sp. Sh1                                                

Methyltransf_1N DNA_binding_1   ?  Pyr_redox_2 Fer4_20 Fer4_21 DHO_dh Ntox44*

WP_150063303.1
NZ_JACHII010000013.1:39860-43392                                    
Roseospira marina                                                   

STAS   ?  Ntox44* Methyltransf_5 MraZ MraZ

WP_150069404.1
NZ_JBEPDJ010000012.1:160248-165138                                  
Saccharopolyspora hirsuta                                           

LuxR-HTH SCP_3 Ntox44*   ?  GATase_6 PRTase

WP_216853724.1
NZ_JAAGOA010000028.1:1-2714                                         
Phytoactinopolyspora halotolerans                                   

  ?  RHS Ntox44* NUDIX

WP_164013313.1
NZ_JAAIXZ010000005.1:368973-376491                                  
Pyxidicoccus trucidator                                             

Thiolase_C Thiolase_N   ?  Ntox44*   ?  DUF6531 RHS_repeat RHS_repeat RHS RHS RHS

WP_164293754.1
NZ_JAAGLW010000007.1:95407-109400                                   
Streptomyces sp. SID13588                                           

  ?  SPVB RHS RHS Ntox44* LamininG BetaPropeller Pirin Pirin_C TetR_C_11 TetR-HTH

WP_165335321.1
NZ_JAAKZW010000177.1:5382-17473                                     
Streptomyces mesophilus                                             

  ?    ?  SPVB RHS RHS Ntox44* IG

WP_166222335.1
NZ_VXCA01000026.1:72322-76619                                       
Pseudomonas atagonensis                                             

  ?  zinc-ribbon_6 Peptidase_Mx PAAR_motif Ntox44* tRNA_anti-like   ?  

WP_246247865.1
NZ_BAABCL010000016.1:72660-82341                                    
Micromonospora maritima                                             

  ?  DUF305 Glyco_hydro_92N Glyco_hydro_92   ?  GDSL FN3 FN3 Ntox44*

WP_184478856.1
NZ_JACHIV010000001.1:2500481-2506110                                
Saccharopolyspora gloriosae                                         

Asn_synthase GATase_7   ?  Ntox44*   ?  FMO-like

WP_184785310.1
NZ_BONT01000111.1:5533-22781                                        
Phytomonospora endophytica                                          

CBM_2 FN3 Cellulase IG LamininG LamininG LamininG SPVB RHS RHS Ntox44* Subtilisin CarbopepD_reg_2 CarboxypepD-reg-IG POC4 BetaPropeller BetaPropeller

WP_184792222.1
NZ_BONT01000051.1:56770-58577                                       
Phytomonospora endophytica                                          

WXG Ntox44* WXG SnoaL_2

WP_188648172.1
NZ_BMHQ01000008.1:93398-97531                                       
Marinithermofilum abyssi                                            

Tox-ABHYDROLASE3   ?  Ntox44* TMsE9xRTMsY7xE   ?  

WP_189987566.1
NZ_BMZS01000002.1:95716-99707                                       
Thalassobaculum fulvum                                              

  ?    ?  PG_binding_1 Ntox44* DUF4128 Terminase-LS

WP_197872406.1
NZ_JADTXM010000008.1:98575-106831                                   
Pseudomonas luteola                                                 

MFS_1 PAAR_motif Ntox44* Asparaginase Asparaginase_C TPP_enzyme_N TPP_enzyme_M TPP_enzyme_C Sugar_tr

WP_198868922.1
NZ_CP066360.1:53943-60609                                           
Sinorhizobium meliloti                                              

  ?    ?  Ntox44*   ?  VirD4-TraG

WP_199507663.1
NZ_JACDWT010000047.1:63938-70649                                    
Psychrobacter sp. bablab_jr012                                      

ImpA_N Phage_GPD VgrG T6SS_Vgr DUF2345 Ntox44*   ?  DDE_3

WP_205042254.1
NZ_CAJVAX010000012.1:97494-109205                                   
Actinacidiphila bryophytorum                                        

Peptidase_M1 Peptidase_M1_N DUF6531 RHS RHS_repeat RHS RHS RHS BetaPropeller RHS_repeat RHS Ntox44* EAL GGDEF SpoIIE   ?  

WP_205124532.1
NZ_VIGV01000079.1:1-555                                             
Tsukamurella sputi                                                  

Ntox44*

WP_207681728.1
NZ_CP061800.1:1419056-1421530                                       
Desulfonema magnum                                                  

  ?  Ntox44 Ntox44*   ?    ?  

WP_210206165.1
NZ_QJTF01000061.1:1204-1722                                         
Phyllobacterium leguminum                                           

Ntox44*

WP_211873823.1
NZ_JAAEDH010000007.1:41546-46746                                    
Plastoroseomonas arctica                                            

SBP_bac_3 Ntox44* HSP20   ?  DctM

WP_212588779.1
NZ_JAERKB010000001.1:587396-591178                                  
Nissabacter archeti                                                 

  ?    ?  PAAR_motif Ntox44*   ?  PAAR_motif STox-49

WP_215092448.1
NZ_JAGGRO010000012.1:1-1702                                         
Halomonas sp. ISL-56                                                

Ntox44*   ?  DUF6402

WP_225923735.1
NZ_CP077078.1:2489703-2493648                                       
Pseudomonas azerbaijanorientalis                                    

Methyltransf_25   ?    ?  PAAR_motif Ntox44*   ?  

WP_218477106.1
NZ_BAABJN010000015.1:201789-208745                                  
Nocardia iowensis                                                   

MFS_1   ?  WXG Ntox44* RPE65 TetR-HTH TetR_C_29

WP_220272104.1
NZ_NXLQ01000206.1:1-483                                             
Helicobacter didelphidarum                                          

Ntox44*

WP_225504122.1
NZ_CP060409.1:6668431-6672739                                       
Mycolicibacterium fortuitum                                         

Beta-Prop   ?  WXG Ntox44*   ?  PknH_C

WP_231642776.1
NZ_JACBJG010000023.1:1-794                                          
Saccharomonospora sp. NB11                                          

RHS Ntox44*

WP_233090240.1
NZ_JAJSLX010000004.1:136721-139642                                  
Sessilibacter corallicola                                           

  ?  PAAR_motif CarboxypepD-reg-IG Ntox44* YheCD-ATPgrasp   ?  

WP_234060985.1
NZ_JAHYMI010000028.1:63804-67812                                    
Bacteroides thetaiotaomicron                                        

  ?    ?  TssD Ntox44* DUF4313 LPD11

WP_234540847.1
NZ_CAKMAB010000043.1:951-2690                                       
Paenibacillus pseudetheri                                           

Ntox44* YolD   ?  

WP_236426234.1
NZ_WKAQ01000144.1:1-2508                                            
Pseudomonas syringae                                                

DUF1853 PAAR_motif Ntox44*   ?  

WP_236486483.1
NZ_WKBY01000298.1:407-966                                           
Pseudomonas syringae                                                

Ntox44*

WP_241001724.1
NZ_UTIJ01000631.1:67-452                                            
Pseudomonas viridiflava                                             

Ntox44*

WP_241149847.1
NZ_UVZO01000100.1:1-456                                             
Pseudomonas viridiflava                                             

Ntox44*

WP_241151416.1
NZ_UWBC01000048.1:1-431                                             
Pseudomonas viridiflava                                             

Ntox44*

WP_246884183.1
NZ_JABVYG010000723.1:137-778                                        
Pseudomonas chlororaphis                                            

Ntox44*

WP_252480382.1
NZ_JAMHIV010000007.1:175266-179868                                  
Crossiella sp. SN42                                                 

YukD EccD YbaB_DNA_bd WXG Ntox44*   ?  WXG


