
AEY65641.1
CP003259.1:1639094-1649081                                     
Clostridium sp. BNL1100                                        

FN3 RCC1 RCC1 RCC1 RCC1 RCC1 RCC1 RCC1 RCC1 RCC1_2 RCC1 RCC1 RCC1   ?  RHS RHS Ntox49* DUF1871   ?  

AGC67429.1
CP004044.1:433602-437575                                       
Thermoclostridium stercorarium subsp. stercorarium DSM 8532    

Terminase-LS Phage_prot_Gp6 MuF Ntox49*   ?    ?  

AHI05238.1
CP002190.1:745111-751124                                       
Bdellovibrio bacteriovorus W                                   

  ?  IG DUF5122 DUF5122 DUF5122 DUF5122 DUF5122 DUF5122 DUF5122 DUF5122 DUF5122 RHS Ntox49*   ?  RHS Tlde1_dom

ANB57628.1
CP015435.1:517487-529959                                       
Anoxybacillus sp. B2M1                                         

  ?  SFII-RAD3   ?  TGFb_propeptide FN3 DUF6531 RHS_repeat Concanavalin-like Concanavalin-like RHS RHS Ntox49* Peptidase_M32

AYM54559.1
MH908924.1:91300-110640                                        
Racemicystis crocea                                            

PP-binding ketoacyl-synt Ketoacyl-synt_C KAsynt_C_assoc Acyl_transf_1 Acyl_transf_1 PKS_DH_N PS-DH Beta-ketacyl_N KR PP-binding ketoacyl-synt Ketoacyl-synt_C KAsynt_C_assoc Acyl_transf_1 PKS_DH_N PS-DH KR PP-binding ketoacyl-synt Ketoacyl-synt_C KAsynt_C_assoc PP-binding   ?  Ntox49*   ?    ?  

BAA11683.1
D83026.1:1-1818                                                
Bacillus subtilis                                              

RHS Ntox49*   ?    ?  

CDR35011.1
CCEJ010000011.1:99886-101217                                   
Criblamydia sequanensis CRIB-18                                

  ?    ?  Ntox49*

DAL91058.1
BK021583.1:13130-17651                                         
Caudoviricetes sp.                                             

Terminase-LS Phage-portal MuF Ntox49* HK97-gp10_like   ?  

DAL98051.1
BK021730.1:10959-15851                                         
Caudoviricetes sp.                                             

Terminase-LS Phage_prot_Gp6 MuF Ntox49* Phage_GP20   ?  

DAN41053.1
BK022696.1:4406-8954                                           
Caudoviricetes sp.                                             

Terminase-LS Abc1-like Phage_min_cap2 Ntox49*   ?    ?  

DAO23198.1
BK049155.1:29814-35825                                         
Caudoviricetes sp.                                             

DUF5309 MuF Ntox49* Phage_prot_Gp6 Terminase-LS   ?  

DAT53928.1
BK046362.1:22896-27309                                         
Caudoviricetes sp.                                             

Phage_min_cap2 Ntox49* Phage-portal Terminase-LS   ?    ?  

DAZ83569.1
BK028130.1:16718-21821                                         
Caudoviricetes sp.                                             

YjcQ Terminase-LS Phage-portal Phage_min_cap2 Ntox49*   ?  

EUJ57930.1
AODM01000027.1:47110-49755                                     
Listeria fleischmannii FSL S10-1203                            

RHS   ?  RHS Ntox49*   ?  

HAH93972.1
DMGZ01000149.1:11770-15923                                     
Dielma fastidiosa                                              

Phage_GP20   ?  MuF* Phage_prot_Gp6 Phage_prot_Gp6

HAJ61338.1
DMJW01000336.1:171-3093                                        
Cyanobacteria bacterium UBA8543                                

Uma2 Ntox49*   ?    ?  

HCH67329.1
DPGD01000014.1:15537-18202                                     
Clostridiales bacterium                                        

  ?    ?  RHS Ntox49*

HHV46098.1
DUMS01000037.1:59892-62954                                     
Tissierellia bacterium                                         

Phage_min_cap2 NUMOD4 HNH NUMOD1 Phage_min_cap2 Ntox49*   ?  Phage_gp49_66

KKQ34181.1
LBTH01000069.1:1-5066                                          
candidate division WS6 bacterium GW2011_GWA2_37_6              

RHS Collagen_mid Ntox50 HEAT Ntox49*   ?  Subtilisin

KKS93159.1
LCFM01000015.1:1-2376                                          
Parcubacteria group bacterium GW2011_GWA2_43_13 Bacteria.      

Ntox29   ?  RHS Ntox49* DUF1871 Suz

KKW34133.1
LCRK01000004.1:3569-11706                                      
Parcubacteria group bacterium GW2011_GWA2_53_21 Bacteria.      

  ?    ?  SPVB BetaPropeller RHS RHS RHS_repeat RHS Ntox49* SUA Epimerase

KXK52067.1
LMYZ01000258.1:588-4326                                        
Chlorobi bacterium OLB7                                        

Ntox49   ?  RHS Ntox49*   ?  SbcC

KZD29039.1
LJJZ01000066.1:74196-76666                                     
Bacillus cereus                                                

REase   ?  RHS Ntox49* RHS Imm-VC0424

MAW59286.1
PAHY01000003.1:2058-15955                                      
Planctomycetota bacterium                                      

  ?    ?  DUF6531 RHS RHS RHS Ntox49*   ?  LamininG LamininG Reprolysin_3

MBA3945146.1
JACDGP010000041.1:1-3489                                       
Herpetosiphonaceae bacterium                                   

Tox-HNH SUFU RHS Ntox49*   ?    ?  

MBC8528472.1
JACRSO010000001.1:694239-705614                                
Luoshenia tenuis                                               

RHS Tox-JAB2   ?  Ntox49*   ?  MAD DUF6531 RHS_repeat RHS RHS XHH

MBD8946449.1
RKGG01000023.1:220108-222151                                   
Clostridiales bacterium                                        

  ?    ?  Ntox49* RHS   ?  

MBL0318617.1
JADKJE010000002.1:33372-38117                                  
Alphaproteobacteria bacterium                                  

  ?    ?  DUF637 Ntox49*   ?    ?  

MBL8122405.1
JAEUQV010000115.1:1-2034                                       
Candidatus Saccharibacteria bacterium                          

Ntox49*   ?  RHS

MBL8532043.1
JAEUMU010000235.1:20013-22033                                  
Hyphomonadaceae bacterium                                      

HINT   ?  HINT*   ?    ?  

MBN2456338.1
JAFGRL010000124.1:6860-10292                                   
Sedimentisphaerales bacterium                                  

DUF481 RHS_repeat RHS Ntox49*   ?  ANK

MBN2841459.1
JAFGUW010000007.1:1-1402                                       
Sedimentisphaerales bacterium                                  

RHS Ntox49*   ?  RHS

MBO4988934.1
JAGATP010000009.1:49265-53171                                  
Clostridia bacterium                                           

  ?    ?  Ntox49*   ?    ?  

MBQ4158192.1
JAFQPY010000248.1:1-1999                                       
Clostridia bacterium                                           

HINT Ntox49* PUPLIGASE HEPN MerR_1

MBQ9507835.1
JAFSRG010000006.1:1-1727                                       
Bacteroidales bacterium                                        

Ntox49* SAM RHS

MBR06640.1
PBTY01000010.1:64363-78136                                     
Rickettsiales bacterium                                        

  ?  SPVB RHS Ig_7 DUF6443 LamininG RHS RHS Ntox49*   ?  HTH_3

MBR1979714.1
JAFVPL010000006.1:11224-16984                                  
Candidatus Proelusimicrobium excrementi                        

Collagen Phage_prot_Gp6 MuF Ntox49*   ?  Phage_holin_6_1

MBR2800351.1
JAFWDY010000144.1:32700-35465                                  
Oscillospiraceae bacterium                                     

  ?    ?  Ntox49*   ?    ?  

MBR3284953.1
JAFWVW010000045.1:7008-8819                                    
Bacteroidales bacterium                                        

  ?    ?  Ntox49*

MBS0622249.1
JAFEGQ010000143.1:1261-2460                                    
Verrucomicrobia bacterium                                      

  ?    ?  Ntox49*

MBS1380658.1
JABLYV010000001.1:28497-33708                                  
Oscillospiraceae bacterium                                     

Phage_GP20   ?  MuF Ntox49* Phage_prot_Gp6 Terminase-LS

MBS1380711.1
JABLYV010000001.1:64391-69602                                  
Oscillospiraceae bacterium                                     

Phage_GP20   ?  MuF Ntox49* Phage_prot_Gp6 Terminase-LS

MBS1709720.1
JAFDWT010000098.1:30162-41077                                  
Armatimonadota bacterium                                       

Subtilisin CarboxypepD_reg Y1_Tnp RHS Ntox49* T2SSE MshEN Peptidase_S41 Tricorn_PDZ Tricorn_C1 BetaPropeller

MBS5568926.1
JAGZCK010000012.1:44231-46551                                  
Clostridium sp.                                                

  ?    ?  RHS HINT Ntox49*

MBS5873436.1
JAHAJR010000025.1:12623-17976                                  
Clostridiales bacterium                                        

  ?    ?  Phage_min_cap2 Ntox49* Phage-portal Terminase-LS

MBT0905725.1
JAHCZR010000008.1:60492-65801                                  
Streptococcus lutetiensis                                      

Terminase-LS Phage-portal Phage_min_cap2 Ntox49*   ?  Phage_GP20

MBU1036595.1
JAHITV010000006.1:41231-45152                                  
Patescibacteria group bacterium Bacteria.                      

PSP1 Gp_dh_N Gp_dh_C RHS Ntox49*   ?  DUF4258

MBU1144856.1
JAHIRM010000013.1:115838-126179                                
Bacillota bacterium                                            

AAA_14 REase-DUF4143   ?  Concanavalin-like RHS RHS Ntox49*   ?    ?  

MBU1721925.1
JAHJIX010000017.1:147086-148652                                
Patescibacteria group bacterium Bacteria.                      

Y1_Tnp   ?  Ntox49*

MBW7876446.1
JACFNL010000059.1:1-3755                                       
Candidatus Cloacimonadota bacterium                            

RHS_repeat RHS_repeat RHS Ntox49*   ?    ?  

MBX3322114.1
JAHBWW010000002.1:168411-174030                                
Phycisphaeraceae bacterium                                     

  ?    ?  RHS Ntox49* Cys_rich_CPCC RHS

MCA3636287.1
JADCCE010000121.1:7828-11192                                   
Methylobacterium sp.                                           

HCRA-HTH HrcA   ?  Ntox49*   ?  Ntox13

MCA9473195.1
JAGQKC010000069.1:16776-18486                                  
Nitrospira sp.                                                 

  ?    ?  Ntox49* RHS

MCB0367598.1
JAGRAH010000186.1:5413-6837                                    
Bdellovibrionales bacterium                                    

  ?    ?  Ntox49*

MCC6627201.1
JADLAZ010000085.1:26860-31513                                  
Chloroflexota bacterium                                        

Aminotran_5   ?  RHS Ntox49*   ?  RHS

MCC6959008.1
JADYYG010000013.1:48882-54919                                  
Dehalococcoidia bacterium                                      

RHS RHS RHS Ntox49*   ?  RHS_repeat RHS

MCC8173572.1
JAJBTI010000174.1:69-5080                                      
Odoribacter sp.                                                

DUF6443 RHS RHS RHS Ntox49* RHS   ?  

MCC8185981.1
JAJBTC010000008.1:7819-16921                                   
Bacteroides sp.                                                

DUF3836 SPVB Peptidase_S64 RHS DUF6443 RHS Ntox49*   ?  Ntox49*   ?    ?  

MCD8042189.1
JAJQDB010000033.1:32520-39578                                  
Tannerellaceae bacterium                                       

  ?    ?  RHS Ntox49*   ?  DUF6443 RHS RHS

MGF7108929.1
JBNPWX010000013.1:83151-85919                                  
Treponema pedis                                                

  ?    ?  RHS Ntox49*   ?  Peptidase_M91

MPS73177.1
SPFE01000007.1:1-1672                                          
Chryseobacterium sp.                                           

RHS Ntox49*   ?    ?  

NIJ54289.1
JAASQJ010000003.1:805711-812317                                
Dyadobacter arcticus                                           

CytC   ?  Ntox49* SPVB UPF0020 THUMP

NJM34876.1
JAAURQ010000185.1:123-6064                                     
Rhodomicrobium sp.                                             

ParBC   ?  Ntox49*   ?    ?  

NKC13292.1
WLWT01000001.1:2801670-2811660                                 
Gammaproteobacteria bacterium                                  

DDE_3 HTH_33   ?  HINT Ntox49* TGase DUF6531 RHS RHS_repeat RHS_repeat RHS RHS   ?  

NLC83368.1
JAAZDB010000982.1:269-2770                                     
Lentisphaerae bacterium                                        

Ntox49*   ?  RHS RHS

NLI20766.1
JAAYUF010000046.1:5132-9932                                    
Clostridiales bacterium                                        

Terminase-LS Phage-portal Phage_min_cap2 Ntox49*   ?  YoeB_toxin

NLU51185.1
JAAYAC010000185.1:1-3622                                       
Syntrophomonadaceae bacterium                                  

RHS_repeat RHS RHS_repeat RHS RHS Ntox49*

NLY20119.1
JAAYFG010000030.1:1-853                                        
Tissierellia bacterium                                         

Ntox49*   ?    ?  

OGY71578.1
MHJR01000038.1:8604-9727                                       
Candidatus Jacksonbacteria bacterium RIFCSPHIGHO2_12_FULL_44_12

Ntox49 DUF2283 RHS Ntox49*

PIX62045.1
PFJC01000041.1:1-2411                                          
Candidatus Uhrbacteria bacterium CG_4_10_14_3_um_filter_41_21  

RHS ParBC   ?  RHS Ntox49*   ?  

QQR93427.1
CP064982.1:634576-645489                                       
bacterium Bacteria.                                            

  ?    ?  ANTHRAXPAG-N ANTHRAXPAG-N PA14 RHS RHS Ntox49*   ?  5_3_exonuc_N 5_3_exonuc DNA_pol_A

RDF01931.1
QEQC01000002.1:1-2307                                          
Aggregatibacter aphrophilus                                    

  ?  SMI1_KNR4 Ntox49* PTS_2-RNA SUKH_5

RHO49315.1
QUDB01000014.1:21314-26466                                     
Lachnospiraceae bacterium AM10-38                              

  ?    ?  Phage_min_cap2* Phage-portal Terminase-LS

RNK41500.1
PYSZ01000145.1:1-698                                           
Xanthomonas vasicola pv. vasculorum                            

RHS Ntox49*

RWR37449.1
QGKK01000065.1:1-869                                           
Mycobacterium tuberculosis                                     

Ntox49*   ?    ?  

SCJ19800.1
FMGQ01000007.1:22778-26160                                     
uncultured Clostridium sp.                                     

HNH Phage-portal MuF Ntox49*   ?    ?  

SCJ33417.1
FMFL01000058.1:19141-20835                                     
uncultured Ruminococcus sp.                                    

BTLCP   ?  Ntox49*

SCJ62849.1
FMFX01000026.1:30112-34405                                     
uncultured Clostridium sp.                                     

Phage_portal   ?  Ntox49* Terminase   ?  

SES18334.1
FOGM01000021.1:12336-17635                                     
Streptococcus gallolyticus                                     

Phage_GP20   ?  Phage_min_cap2 Ntox49* Phage-portal Terminase-LS

SHP70286.1
FRZR01000002.1:291096-297653                                   
Mycobacteroides abscessus subsp. bolletii                      

  ?    ?  Ntox49*   ?  Ntox40

SMC17231.1
FWXH01000002.1:251161-255781                                   
Clostridium acidisoli DSM 12555                                

  ?    ?  MuF Ntox49* Phage_prot_Gp6 Terminase-LS

STD72272.1
UFYU01000002.1:866349-870676                                   
Enterococcus gallinarum                                        

LysM   ?  LysM Ntox49* DUF1871 TrmB

TMG71095.1
VBDN01000021.1:7871-16591                                      
Chloroflexi bacterium                                          

CbiQ   ?  RHS TIG TIG CarboxypepD_reg ZU5 DUF6531 RHS RHS_repeat RHS RHS RHS Ntox49*   ?  Receiver OmpR-HTH

TPD73755.1
VFJE01000044.1:16542-23579                                     
Flavobacterium microcysteis                                    

  ?    ?  RHS Ntox49*   ?  DUF6443 RHS DUF6782

VTZ25783.1
CABFMR010001045.1:597-3141                                     
Methylocella tundrae                                           

TrbL   ?  Ntox49*   ?    ?  

WP_025866475.1
NZ_CABJFV010000002.1:457283-461980                             
Bacteroides nordii                                             

PUA_3 MTase RHS Ntox49*   ?    ?    ?  

WP_230865083.1
NC_015848.1:3174670-3178111                                    
Mycobacterium canettii CIPT 140010059                          

  ?    ?    ?  Inositol_P Ntox49*

WP_004714109.1
NZ_ACCD01000006.1:28218-35150                                  
Yersinia rohdei ATCC 43380                                     

TPS FilH DUF637N DUF637 PT-VENN CDI_toxin_EC869_like CdiI Ntox49*   ?  Ntox48

WP_195662033.1
NZ_CARVSG010000005.1:63649-72161                               
Bacteroides congonensis                                        

DUF6486   ?    ?  DUF6443 RHS Ntox49* SPVB RHS

WP_006040449.1
NZ_AEDD01000014.1:32323-41986                                  
Paenibacillus curdlanolyticus YK9                              

BPD_transp_2 IG RHS RHS_repeat RHS_repeat RHS Ntox49*   ?    ?  

WP_135197342.1
NZ_BPKR01000013.1:1882-6850                                    
Leuconostoc carnosum                                           

Phage_GP20 Phage_prot_Gp6 MuF Ntox49*   ?  Terminase-LS

WP_192812406.1
NZ_ALJC01000128.1:189371-193678                                
Pseudomonas psychrophila HA-4                                  

DUF4810   ?  DUF637N DUF637 Ntox49*

WP_231391273.1
NZ_AWXA01000010.1:13449-17803                                  
Megasphaera vaginalis (ex Srinivasan et al. 2021)              

  ?  Phage_prot_Gp6 Terminase-LS Phage_GP20 MuF Ntox49*

WP_211241156.1
NZ_AUBB01000030.1:116-41954                                    
Pseudonocardia spinosispora DSM 44797                          

  ?  Tox-ParB MFS_3 MFS_1 Abhydrolase_8 PP2C MFS_1 MFS_3 NUDIX Tox-ART-RSE PP2C*

WP_084679876.1
NZ_JBSMXY010000001.1:235867-238655                             
Carnobacterium gallinarum                                      

PBPI DUF1871 Ntox49* Tox-EndoU Imm-Barstar

WP_081493872.1
NZ_AJQJ01000368.1:38700-50112                                  
Bradyrhizobium yuanmingense CCBAU 05623                        

  ?  Peptidase_A24 RHS_repeat RHS RHS DUF637 Ntox49* SPVB BetaPropeller LuxR-HTH

WP_235374657.1
NZ_CP113864.1:553748-558603                                    
Caldicellulosiruptor naganoensis                               

  ?  Imm26   ?  URI Ntox49*

WP_052732048.1
NZ_JZEX01000142.1:9394-11942                                   
Devosia geojensis                                              

PhdYeFM_antitox Phage_portal   ?  TPR Ac-Ter Ntox49*

WP_058270445.1
NZ_LN898210.1:327034-331169                                    
Olsenella massiliensis                                         

YjcQ   ?  MuF Ntox49* Sigma-HTH ABC2_membrane

WP_059050262.1
NZ_CABKVN010000013.1:668265-680209                             
Paenibacillus senegalimassiliensis                             

DUF6531 RHS RHS RHS_repeat RHS RHS_repeat RHS RHS_repeat RHS RHS RHS RHS RHS Ntox49*   ?    ?    ?  DUF1871

WP_059394233.1
NZ_DF968088.1:18328-23255                                      
Fructobacillus tropaeoli                                       

Phage_GP20 MuF Ntox49* Phage_prot_Gp6 Terminase-LS   ?  

WP_061328047.1
NZ_CP013701.1:1326852-1329408                                  
Clostridium sporogenes                                         

Ntox49*   ?  Novel-BECR DUF1871   ?  

WP_067975862.1
NZ_LT546166.1:3815457-3819415                                  
Mycolicibacter icosiumassiliensis                              

  ?  Ntox49*   ?  OGG CRP-HTH

WP_157776234.1
NZ_CP017675.1:2199379-2208524                                  
Gloeomargarita lithophora Alchichica-D10                       

CRISPR_Cas2 Cas_Cas4 Cas_Cas1 Ntox49*   ?  ABC1

WP_110661600.1
NZ_PZJS01000012.1:1-1920                                       
Salinicola socius                                              

  ?  Ntox49* Fil_haemagg_2

WP_085784445.1
NZ_CP008743.1:1213201-1219203                                  
Candidatus Nucleicultrix amoebiphila FS5                       

Imm-SUKH-SMI1 PT-VENN Ntox49*   ?  ABC_membrane ABC_tran DUF637 Tox-LHH

WP_159458148.1
NZ_FYBP01000003.1:222292-224205                                
Listeria sp. ILCC810                                           

  ?    ?  Ntox49*   ?  RHS

WP_094264645.1
NZ_NOWF01000006.1:116299-118536                                
Paludifilum halophilum                                         

  ?  DUF4244 Ntox49* SelR   ?    ?  

WP_159459806.1
NZ_FZLO01000005.1:690-5941                                     
Scatolibacter rhodanostii                                      

  ?  Phage_GP20 MuF* Terminase-LS Phage_prot_Gp6

WP_109519138.1
NZ_PDOA01000030.1:2398-10044                                   
Pseudoroseomonas aestuarii                                     

TPR TPR RNaseH-CATRA Caspase Ntox49*   ?    ?  LON-AAA

WP_158525406.1
NZ_BGNG01000010.1:121013-123459                                
Glaciecola sp. KUL10                                           

  ?  RHS Ntox49* AAA_30

WP_146240397.1
NZ_QJSP01000004.1:3915-8536                                    
Williamsia limnetica                                           

  ?    ?  Ntox49* MspA MarR-HTH

WP_146240515.1
NZ_QJSP01000016.1:20981-23743                                  
Williamsia limnetica                                           

  ?    ?    ?    ?  Ntox49*

WP_114437328.1
NZ_QPIZ01000016.1:19959-21887                                  
Marinilabilia salmonicolor                                     

Ntox49*   ?  MazE_antitoxin RHS   ?  

WP_124061717.1
NZ_UWPD01000001.1:1801972-1803915                              
Gordonibacter sp. Marseille-P4307                              

Ntox50   ?  Phage_min_cap2 Ntox49*   ?  Ntox50

WP_124709390.1
NZ_CP033972.1:3853961-3857586                                  
Gordonia insulae                                               

  ?  Ntox49* PIG-L DUF779 MFS_1

WP_125703717.1
NZ_RHOH01000003.1:24712-29872                                  
Lacticaseibacillus daqingensis                                 

YjcQ   ?  Phage_min_cap2 Ntox49* Terminase-LS Phage-portal

WP_142765951.1
NZ_CP041356.1:604663-609024                                    
Lactococcus protaetiae                                         

Phage_prot_Gp6 MuF Ntox49*   ?    ?    ?  

WP_150204124.1
NZ_CP043939.1:1320536-1325963                                  
Paucilactobacillus nenjiangensis                               

Phage_GP20   ?  Phage_min_cap2 Ntox49* Phage-portal Terminase-LS

WP_158030114.1
NZ_BMHG01000002.1:11267-16514                                  
Pseudoclavibacter endophyticus                                 

Phe_tRNA-synt_N tRNA-synt_2d FTRNABeta-HTH B3_4 B5 tRNA_synthFbeta FDX-ACB Ntox49* NifU_N   ?  

WP_166120790.1
NZ_CP049860.1:1880537-1883578                                  
Erysipelothrix sp. HDW6B                                       

OCD_Mu_crystall   ?  Ntox49*   ?  Colicin_E5

WP_167700617.1
NZ_CP118174.1:1233583-1237528                                  
Entomospira entomophila                                        

RHS YtxH   ?  RHS Ntox49* RHS RDD-reg

WP_169166611.1
NZ_CP051884.1:3144025-3147432                                  
Cellulomonas taurus                                            

  ?    ?  T7SS_signal Ntox49*   ?  ROK-HTH ROK

WP_172211371.1
NZ_JABJXU010000004.1:164818-167545                             
Enterococcus sp. MMGLQ5-1                                      

  ?  DUF1871 WXG PT-TG Ntox49* DUF3958   ?  

WP_172297589.1
NZ_JABJUQ010000007.1:2992568-2996366                           
Bacillus sp. WMMC1349                                          

  ?  HTH_26 LXG Ntox49*   ?  HTH_49 GDResolvase

WP_179413723.1
NZ_CP183227.1:2908920-2919288                                  
Mucilaginibacter sp. E4BP6                                     

SLOG   ?  DUF6443 RHS RHS Ntox49* SPVB SPVB RHS RHS

WP_185181971.1
NZ_AP021872.1:148883-152717                                    
Mycoavidus sp. B2-EB                                           

DUF637 PT-COG5412   ?  Ntox49*   ?  Tox-ColE3

WP_187564327.1
NZ_JACGWS010000018.1:57073-64420                               
Kordia aestuariivivens                                         

RHS_repeat Por_Secre_tail   ?  SLH RHS RHS Ntox49* TPR   ?  

WP_215796514.1
NZ_BMYX01000002.1:129-1764                                     
Paludibacterium paludis                                        

  ?    ?  DUF2164 HINT Ntox49*

WP_206976415.1
NZ_JAFLOD010000694.1:3-245                                     
Vibrio parahaemolyticus                                        

Ntox49*

WP_208341732.1
NZ_CAWQFN010000023.1:9901-14226                                
Aetokthonos hydrillicola Thurmond2011                          

DUF4096 RHS RHS Ntox49*   ?  LPD33

WP_211597268.1
NZ_CP074346.1:1728783-1732024                                  
Phocoenobacter atlanticus subsp. cyclopteri                    

  ?  PT-VENN Ntox49*   ?  PT-VENN Ntox21 DUF637

WP_213484555.1
NZ_CAJRAY010000046.1:1-3129                                    
Thermobacillus xylanilyticus                                   

RHS Ntox49* Transposase_20 CDI_toxin_EC869_like

WP_220258323.1
NZ_CP080521.1:257281-298735                                    
Pseudonocardia sp. DSM 110487                                  

  ?  Utp14 Metallothio_PEC CsoS2_M DUF4781 SecA Ribonuclease Amidohydro_2 Ala_racemase_N Ala_racemase_C PP2C Amidoligase_2 Abhydrolase_8*   ?  A_deaminase Receiver Sigma70_r4_2

WP_227705529.1
NZ_CP123001.1:330008-340258                                    
Neorhizobium petrolearium                                      

Vsr EcoRII-C SPVB TcdB_toxin_midN RHS_repeat RHS RHS_repeat RHS Ntox49* PilN T2SSM_b

WP_233792001.1
NZ_JAJUXK010000003.1:723791-726517                             
Dyadobacter sp. CY343                                          

Ntox9   ?  Ntox49*   ?  RHS Ntox44

WP_233866896.1
NZ_JAJUXH010000001.1:457283-466437                             
Dyadobacter sp. CY323                                          

UPF0020 SPVB RHS Por_Secre_tail DUF6443 RHS RHS Ntox49*   ?  STox-59

WP_235323133.1
NZ_JAFBIT010000001.1:1177009-1179471                           
Anaeromassilibacillus senegalensis                             

MPtase   ?  Ntox49*   ?  Phage_GP20


