
AYM81032.1
CP033031.1:1177611-1188064              
Agrobacterium tumefaciens               

RcnB Imm8 TPS FilH FilH Fil_haemagg_2 Fil_haemagg_2 Fil_haemagg_2 DUF6862 Ntox7*   ?  POTRA_2 ShlB

CBX82621.1
FR719200.1:3-1445                       
Erwinia amylovora ATCC BAA-2158         

SymE_toxin Imm8 PT-COG5412*

CNC40383.1
CPWN01000002.1:221729-229922            
Yersinia frederiksenii                  

CdiI Imm8 TPS DUF637N DUF637 PT-VENN Ntox7* EamA UPF0231

EEP72379.1
GG657738.1:3323097-3338025              
Micromonospora sp. ATCC 39149           

DDE_Tnp_ISL3 Imm8 SPVB RHS RHS Ntox7* BetaPropeller LamininG LamininG Phage_integrase Phage_int_SAM_3

EEV6996234.1
AARMWB010000076.1:1-1986                
Escherichia coli                        

RHS Ntox7* Imm8 SUKH-SMI1

HBT74160.1
DOML01000611.1:1-2382                   
Lysinibacillus sp.                      

RHS Ntox7* Imm8 RHS

HHZ24979.1
DUWK01000082.1:182-3718                 
Xanthomonas vasicola pv. zeae           

Imm8 Ntox7*   ?  DUF6862

KWT86877.1
LMVK01000011.1:77777-82297              
Agrobacterium tumefaciens str. B6       

  ?  Imm8 Fil_haemagg_2 Ntox7*   ?    ?  

KWV53172.1
LNIW01000016.1:594-3171                 
Stenotrophomonas maltophilia            

  ?    ?  Ntox7*

MBB6545074.1
JACHHU010000047.1:172-2067              
Thalassotalea piscium                   

Imm8 RHS Ntox7* Toxin_YhaV PrlF_antitoxin

MBE7522482.1
JABTUF010000003.1:402983-408994         
Burkholderiales bacterium               

IstB_IS21 rve Sigma70_r4_2 RHS DUF637 DUF637 Ntox7* Imm8   ?  

MBG6032880.1
JADSUF010000044.1:620-3211              
Proteus hauseri                         

Ntox7* Imm8   ?  

MBJ6588937.1
JAELXL010000145.1:1-760                 
Enterobacter asburiae                   

Ntox7* Imm8

MBJ7314333.1
JAEMNU010000166.1:117-838               
Rugamonas sp. CCM 8940                  

Ntox7* Imm8

MBJ7597996.1
JAEKNR010000088.1:2915-6056             
Candidatus Nephthysia bennettiae        

Bac_luciferase Imm8 Ntox7* WXG   ?  

MBK6545804.1
JADJAR010000003.1:1932211-1938791       
Saprospiraceae bacterium                

  ?  TrwB_AAD_bind Ntox7* Imm8 MORN

MBK6683273.1
JADJBV010000001.1:511233-523037         
Deltaproteobacteria bacterium           

Asp_Glu_race DISIN BetaPropeller UnbV_ASPIC SPVB BetaPropeller RHS_repeat RHS RHS RHS_repeat RHS Ntox7* DSBH PMI_typeI_hel PMI_typeI_cat   ?  

MBK6690038.1
JADJBV010000002.1:2188760-2193483       
Deltaproteobacteria bacterium           

OmpR-HTH   ?  Ntox7* tRNA-synt_2b HGTP_anticodon DJ-1_PfpI

MBK7709195.1
JADJMK010000043.1:5784-12049            
Acidobacteria bacterium                 

RHS Imm8 RHS Ntox7*   ?  

MBL1241831.1
NVUS02000233.1:39-5517                  
OCS116 cluster bacterium                

RHSP-X2 PG_binding_1 Sel1 Ntox7*   ?  

MBO0880215.1
JAFMQS010000239.1:2466-4456             
Mycobacterium sp.                       

  ?  Imm8 WXG Ntox7*   ?  WXG

MBQ7551372.1
JAFSXB010000192.1:60-1996               
Bacteroidales bacterium                 

RHS LysM Ntox7* Imm8   ?  

MBR1374895.1
JAFUTP010000024.1:126-1758              
Cardiobacteriaceae bacterium            

Ntox7* Imm8 Sel1

MBT2869332.1
JAFBBB010000011.1:1-3279                
Chromobacterium violaceum               

Ntox7* Imm8 Imm50

MBV0843596.1
JAHQRD010000003.1:337949-340974         
Serratia liquefaciens                   

IU_nuc_hydro Imm8 Ntox7*   ?    ?  

MBV5097577.1
JAGFEW010000070.1:238-4418              
Tenebrionicola larvae                   

Ntox7* Imm8 SymE_toxin

MBV8176239.1
JAFAIC010000698.1:8235-10579            
Verrucomicrobiota bacterium             

TMEM175 Imm8 RHS Ntox7*

MLA12562.1
RUQD01000057.1:1-1289                   
Salmonella enterica subsp. enterica     

RHS Ntox7* Imm8 Tox-AHH

MZG32488.1
VZQG01000010.1:1-948                    
Dickeya dianthicola                     

Ntox7* Imm8 SymE_toxin

NML32388.1
JABBFZ010000009.1:4672-9321             
Paraburkholderia antibiotica            

  ?  Imm8 Ntox7*   ?    ?  

NOH71254.1
VTXC01000016.1:74991-78264              
Vibrio pectenicida                      

Fer4_12 RHS RHS DUF637 PT-TG Ntox7* Imm8

NQY01167.1
JABSPP010000264.1:409-2819              
Flavobacteriaceae bacterium             

Y2_Tnp Zn_Tnp_IS91 Ntox7*

NQZ07407.1
JABSOG010000106.1:2922-8133             
Algicola sp.                            

  ?  Imm8 RHS HINT Ntox7* Imm74 Tox-Arc

NRA46161.1
JABSRF010000248.1:132-2861              
Oligoflexales bacterium                 

HTH_Tnp_1 PT-TG Ntox7* Imm8   ?  

OAN69615.1
LXYH01000023.1:135894-149452            
Rhodobacteraceae bacterium EhC02        

Thioredoxin_4 CoA_transf_3 TPS FilH FilH FilH FilH Ntox7* Imm8   ?  

OBX05141.1
JTJR01000013.1:1580-2685                
Gallibacterium genomosp. 3              

Imm8   ?  Ntox7*

OOS05096.1
MUYB01000016.1:7532-9914                
[Haemophilus] felis                     

DEAM-DxE Imm8   ?    ?  Ntox7*

PJG85957.1
PHHA01000004.1:36196-38929              
Conservatibacter flavescens             

  ?  Imm8 DUF6862 Ntox7* Imm41 Ntox21

QVV76006.1
CP075531.1:228796-232121                
Serratia marcescens                     

Adhesin_E Imm8 Ntox7*   ?  PT-VENN

RIJ70497.1
QXCQ01000208.1:9546-14269               
Nakamurella silvestris                  

Peripla_BP_4 BirA-HTH ROK Metallopeptidase* Imm8 PadR-HTH Vir_act_alpha_C

RIJ78090.1
QXCQ01000052.1:27276-31714              
Nakamurella silvestris                  

Sigma70_r2 Sigma70_r4_2 Imm8 MPTase-PVC Ntox7* F_bP_aldolase EamA EamA

SAL04278.1
FCOB02000080.1:13-2061                  
Caballeronia ptereochthonis             

Ntox7* Imm8   ?  

SEG79183.1
FNUY01000014.1:52004-59027              
Bosea lathyri                           

  ?  TPR Ntox7* Na Amino_oxidase

SEP45383.1
FOEF01000010.1:33665-41529              
Amycolatopsis saalfeldensis             

ABC_tran Imm8 ALF ALF ALF ALF ALF ALF Ntox7*   ?  tRNA-synt_2b HGTP_anticodon

SHN35752.1
FRBI01000044.1:21147-36721              
Actinacidiphila paucisporea             

  ?  BetaPropeller BetaPropeller SPVB RHS RHS RHS Ntox7*   ?  DDE_Tnp_1_assoc

SIO26385.1
FSRV01000001.1:865845-870494            
Burkholderia sp. GAS332                 

adh_short_C2   ?  DUF6531 RHS RHS RHS Ntox7* Imm8 Imm8

SUA25285.1
UGRI01000001.1:1882693-1888425          
Neisseria gonorrhoeae                   

  ?  MafB MafB Ntox7* DMP12   ?  

TAK22337.1
SCUE01000027.1:61185-64198              
Chloroflexota bacterium                 

WXG WXG Ntox7* Imm8 Transposase_mut

WP_205928481.1
NZ_JWIJ01000106.1:1-1008                
Neisseria meningitidis                  

Imm8   ?  Ntox7*

WP_002696536.1
NZ_AAWS01000011.1:208051-219319         
Microscilla marina ATCC 23134           

  ?  FN3 DUF6531 RHS RHS_repeat RHS RHS_repeat RHS_repeat RHS Ntox7* Imm8 Por_Secre_tail TPR RNaseH-CATRA Caspase

WP_006048756.1
NZ_ABLD01000005.1:96972-102405          
Paraburkholderia graminis C4D1M         

CMD Multi_Drug_Res DUF637 Ntox7* Imm8 Phage_integrase

WP_006759145.1
NZ_ABLK01000098.1:11872-23192           
Burkholderia ambifaria MEX-5            

PIN PhdYeFM_antitox ESPR TPS FilH FilH FilH FilH Fil_haemagg_2 Fil_haemagg_2 Fil_haemagg_2 Ntox7* Imm8

WP_021004998.1
NC_022247.1:319853-329145               
Variovorax paradoxus B4                 

MarR-HTH DUF6531 RHS_repeat RHS RHS_repeat RHS Ntox7*   ?  Phage_GPD VgrG Gp5_C Gp5_C DUF2345 Imm8

WP_019671794.1
NZ_CAJHAE010000001.1:558477-563121      
Psychrobacter lutiphocae                

PT-VENN REAse-7   ?  DUF637 PT-VENN Ntox7* Imm8 PT-VENN min-wnt

WP_152530638.1
NZ_AWZT01000014.1:49657-54429           
Paraburkholderia dilworthii             

Bac_luciferase RHS RHS RHS Imm8 Ntox7*   ?  

WP_027992004.1
NZ_ATZD01000006.1:24200-34945           
Sinorhizobium meliloti Mlalz-1          

SPVB BetaPropeller TcdB_toxin_midN RHS RHS RHS RHS Ntox7* Methyltransf_23 Methyltransf_14 type_II_gspD_N0 Secretin_N Secretin_N Secretin_N Secretin Imm8 CusB_dom_1

WP_174759906.1
NZ_CP051637.1:242181-244275             
Avibacterium paragallinarum             

  ?    ?  Imm8 Ntox7*   ?  

WP_035689318.1
NZ_AFFP02000038.1:4654-8138             
Avibacterium paragallinarum 72          

PT-VENN Ntox7* Imm8 PT-VENN

WP_051946947.1
NZ_JAPYTZ010000034.1:40310-45670        
Marinobacter sp.                        

Imm8 RHS Ntox7*   ?    ?  DUF6531 RHS RHS

WP_169740834.1
NZ_JQKE01000025.1:2159-5218             
Stenoxybacter acetivorans DSM 19021     

  ?  Imm8 Imm42 Ntox7*   ?  

WP_052190393.1
NZ_CBCRTM010000001.1:215-5220           
Actinobacillus equuli subsp. equuli     

Xan_ur_permease   ?  Ntox7* PT-VENN DUF6862 Ntox50 Imm8

WP_040792424.1
NZ_BAGE01000053.1:52562-77303           
Nocardia paucivorans NBRC 100373        

E1-E2_ATPase HAD Hemerythrin Imm8 Ntox7* Condensation AMP-binding AMP-binding_C PP-binding Condensation Condensation AMP-binding AMP-binding_C PP-binding Condensation AMP-binding AMP-binding_C PP-binding Condensation AMP-binding AMP-binding_C PP-binding Condensation AMP-binding AMP-binding_C PP-binding ab-Hydrolase Oxidored_FMN

WP_063298140.1
NZ_LMCF01000217.1:13287-28694           
Pseudovibrio sp. Ad37                   

POTRA_2 ShlB TPS FilH FilH FilH FilH FilH Fil_haemagg_2 Fil_haemagg_2 Fil_haemagg_2 Ntox7* Imm8   ?  

WP_111407039.1
NZ_QEPT01000012.1:6655-11126            
Haemophilus parainfluenzae              

Imm-Barstar Imm8 Imm29 ANK DUF637 Ntox7*

WP_081298499.1
NZ_LZGM01000079.1:2053-5826             
Gilliamella sp. wkB108                  

  ?  SymE_toxin Imm8 PT-VENN Ntox7* SymE_toxin

WP_157122222.1
NZ_CBCSCL010000001.1:200268-208474      
Bordetella flabilis                     

TetR-HTH TetR_C_15 TIMbarrel Imm8   ?  FilH Fil_haemagg_2 Fil_haemagg_2 DUF637 PT-VENN Ntox7*

WP_108569679.1
NZ_QBJB02000003.1:201786-213680         
Pantoea sp. RIT413                      

HlyC POTRA_2 ShlB ESPR TPS FilH FilH FilH FilH Fil_haemagg_2 Fil_haemagg_2 DUF637 PT-TG Ntox7* Imm8 PT-VENN STox-18

WP_076555589.1
NZ_FTNU01000011.1:65853-75572           
Moraxella cuniculi DSM 21768            

POTRA_2 ShlB TPS FilH DUF637N DUF637 PT-VENN Ntox7* Imm8 NUDIX DUF637 PT-VENN

WP_077478808.1
NZ_MLHL01000087.1:3723-8525             
Rodentibacter trehalosifermentans       

Imm8 PT-VENN PT-COG5412 Ntox7* Imm8   ?  PT-VENN Ntox7

WP_211223520.1
NZ_AUFR01000081.1:236-1388              
Propionibacterium acidifaciens DSM 21887

Imm8 Imm8 ?*

WP_177241264.1
NZ_FOHX01000032.1:1-9928                
Nonomuraea wenchangensis                

Imm8 HTH_23 DUF6531 RHS LamininG RHS_repeat RHS RHS RHS RHS_repeat RHS RHS RHS Ntox7*   ?  HIN-HTH GDResolvase

WP_157815542.1
NZ_NNBO01000004.1:288738-308051         
Kitasatospora sp. CB02891               

KELCH DUF6603 LamininG BetaPropeller Imm8 SPVB RHS_repeat RHS RHS Ntox7* Peptidase_M64 STox-19 Peptidase_M64

WP_146070397.1
NZ_PJIO01000033.1:1-5960                
Arthrobacter sp. GMC3                   

Imm8 SPVB RHS_repeat RHS RHS Ntox7*

WP_219905402.1
NZ_PVSR01000011.1:687-8961              
Actinopolyspora mortivallis             

  ?    ?  Imm8 RHS RHS PT-HINT Ntox7*

WP_146256189.1
NZ_QKVK01000010.1:112011-114671         
Aestuariivirga litoralis                

RHS Tox-REase-9 Imm8 RHS Ntox7*

WP_211324672.1
NZ_RBWY01000003.1:263962-273330         
Orbus hercynius                         

ACR_tran Imm8   ?  Ntox7* HMBD HlyD_D23

WP_165368069.1
NZ_ML142863.1:2343-11065                
Phytoactinopolyspora endophytica        

RNaseH NucS_C DUF6531 RHS RHS_repeat RHS RHS RHS RHS RHS_repeat RHS Ntox7* Imm8 DUF3800

WP_218012971.1
NZ_VDGV01000036.1:1-1192                
Testudinibacter aquarius                

Imm8   ?  Ntox7*

WP_134765112.1
NZ_SPUJ01000001.1:789703-798807         
Nocardioides sp. 1609                   

  ?  Imm8 Ntox7*   ?  SPVB RHS RHS HINT

WP_170828386.1
NZ_FMTS01000010.1:1-5845                
Asticcacaulis taihuensis                

Imm8 RHS HEPN-RES-NTD1-C Ntox7* Plug TonB_dep_Rec

WP_146807678.1
NZ_BJUA01000023.1:15609-21197           
Cellulomonas persica                    

MPTase-PVC Ntox7* DUF4280 TY-Chap2   ?  

WP_146844011.1
NZ_BJWG01000019.1:17688-20934           
Cellulomonas composti                   

Imm8 Ntox7* ECH_1   ?  MR_MLE_C Enolase_like_N

WP_162146173.1
NZ_AUHM01000064.1:1-1279                
Inquilinus limosus DSM 16000            

RHS Ntox7* Imm8

WP_167673284.1
NZ_JAATJS010000004.1:1-2725             
Microvirga terricola                    

RHS Ntox7* Imm8 RHS Tox-HNH-EHHH

WP_174742534.1
NZ_JABVBD010000666.1:1-573              
Acinetobacter seifertii                 

Imm8 Ntox7*

WP_179108559.1
NZ_MLAC01000072.1:1-1904                
Rodentibacter caecimuris                

PT-VENN Ntox7*

WP_180822459.1
NZ_JACAWY010000001.1:1352246-1364102    
Pantoea nemavictus                      

POTRA_2 ShlB HlyC ESPR TPS FilH FilH FilH Fil_haemagg_2 Fil_haemagg_2 PT-VENN Ntox7* Imm8   ?  

WP_181425369.1
NZ_QJQE01000072.1:1-438                 
Serratia marcescens                     

Ntox7 Imm8*

WP_189214108.1
NZ_BMRB01000009.1:165829-187671         
Actinokineospora fastidiosa             

SFI-ATPase AAA_19 UvrD_C LamininG LamininG LamininG LamininG LamininG LamininG SPVB RHS RHS Ntox7* Imm8 SPVB RHS_repeat RHS RHS min-wnt

WP_192443991.1
NZ_JACVBB010000039.1:12920-21715        
Ensifer sp. ENS05                       

  ?  Imm8 SPVB TcdB_toxin_midN RHS RHS RHS Ntox7* PilN T2SSM_b

WP_194751686.1
NZ_JACEWB010000018.1:33375-44265        
Avibacterium paragallinarum             

EamA POTRA_2 ShlB ESPR TPS FilH FilH Fil_haemagg_2 Fil_haemagg_2 Ntox7* Imm8   ?  

WP_201070969.1
NZ_CAJNAS010000004.1:344829-350885      
Paraburkholderia domus                  

  ?  Imm8 DUF6531 RHS RHS RHS Ntox7* adh_short_C2 FGGY_N FGGY_C

WP_203206866.1
NZ_CP063167.1:1805218-1814942           
Variovorax paradoxus                    

TctC Imm8 DUF6531 RHS RHS_repeat RHS RHS_repeat RHS_repeat RHS Ntox7*   ?  Phage_GPD VgrG Gp5_C Gp5_C DUF2345

WP_203666869.1
NZ_BONO01000001.1:211702-223027         
Cellulomonas pakistanensis              

  ?    ?  SPVB RHS_repeat RHS Ntox7* Imm8 DUF1206 DUF1206

WP_208942314.1
NZ_CP028291.1:2149432-2155911           
Paracidovorax avenae                    

RODZ-HTH MOG1 PrePAARTM PAAR_motif DUF6531 RHS RHS_repeat RHS Ntox7* Imm8 RHS

WP_211708145.1
NZ_CAJNAX010000065.1:1308-11375         
Paraburkholderia aspalathi              

  ?    ?  DUF6531 RHS_repeat RHS_repeat RHS RHS_repeat RHS_repeat RHS Ntox7 Imm8*   ?  Phage_GPD VgrG Gp5_C Gp5_C

WP_213657820.1
NZ_CP070982.1:4340556-4356718           
Pseudomonas entomophila                 

Transposase_mut Imm8 TPS FilH FilH FilH FilH FilH FilH FilH FilH FilH DUF637N DUF637 HINT Ntox7*   ?  POTRA_2 ShlB

WP_215408973.1
NZ_JAFLJN010000026.1:182-3780           
Janthinobacterium sp. JC611             

Imm8 Fil_haemagg_2 Fil_haemagg_2 DUF6862 Ntox7*

WP_218690405.1
NZ_JAGYWV010000011.1:94319-106914       
Psychrobacter sp. BF1                   

Imm8   ?  POTRA_2 ShlB ESPR TPS FilH FilH FilH Fil_haemagg_2 DUF637 Ntox7*


