CAA0156089.1 | ,
CACSGR0O10000007.1:114-1799 |Tox-ParBL1% Tox-CompNuc

Tenacibaculum maritimum

EGK14135.1 , , , -
GL892032.1:362996-366304 ! ! RHS| Tox-ParBL1 [ /
Desmospora sp. 8437

HIK05578.1
DVDT01000047.1:65272-70365 Acyltransferase ? [Metallopeptidase Tox-ParBLE}>Hydrolase_4 Calcineurin

Trichormus sp. M33 DOE 039

KAB4416322.1
WCSF01000079.1:1-4738 ?  |RHS| Tox-ParBL1»DUF6531 RHS RHS RH

Bacteroides thetaiotaomicron

MBI14359970.1
JACQPVO10000084.1:2310-6096 ?  |RHS|RHS|Tox-ParBL1 7 ?
Candidatus Jacksonbacteria bacterium

MBR7099704.1
JAFVZPO10000015.1:1-1901 HINT TOX-P6I’BL> ? ab-Hydrolase

Clostridia bacterium

MBS0287367.1 , ‘ .
JAFECS010000026.1:57056-62250 Peptidase S9 Tox-ParBL1|Tox-Pa FBL1> ? Inositol P

Proteobacteria bacterium

MBV7270725.1
JAGSPDO10000026.1:4442-6416 ? PTS_2-RNA|RHS|Tox-ParBL1
Winogradskyella luteola

MBW8869301.1
JAEKLAO10000065.1:128-4491 RHS{RHS| Tox -ParBL1 ?  PYNPase

Acidobacteriales bacterium

MBX3322118.1
JAHBWWO10000002.1:171682-177064 @‘ ? |RHS|Tox-ParBL1 Tox-URI

Phycisphaeraceae bacterium

MBX7086693.1
JAIBBMO10000018.1:63353-70490 ? ?  [HINT|Tox-ParBL1 7 q
Leptospirales bacterium

MCB0891310.1

JAGQUHO10000221.1:560-3311 ?  PTS_2-RNA|RHS|Tox-ParBL1

Propionibacteriaceae bacterium

MCB1115027.1

JAGROEO10000009.1:172-7162 ? Glyoxalase Tox-ParBL1 AAA_].]. AAA_12>Tox-ParBL1 AAA_].]. AAA_12 CCCH UBI
Chlamydiia bacterium

MCH2209239.1 :‘/\

JAKVBD0O10000173.1:2971-6073 DUF6398 ? Tox-ParBL1®» 35exo0 SNF2_assoc

Lentisphaerales bacterium

MCL4782536.1 :
JAHDVIO10000021.1:41363-48122 BACON Flg_new_2 Beta_hellx RHS TOX-P&I"BL> ?
Bryobacterales bacterium

MCP5490940.1 ‘
JACKPS010000012.1:163-7602 Pex12|Tox-ParBL1> 7 DDE_Tnp_1_5

Chlamydiales bacterium

NJL28319.1 . ‘
JAAUTLO10000259.1:2479-5206 DDE Tnp 1 SymE toxin DDE Tnp 1 4 Tox-ParBL1>
Thermoanaerobaculia bacterium

NLD47061.1 |
JAAZCB010000361.1:403-3970 PTS_2-RNA 7 TOX-PaFB'—1> ? URI

Clostridiaceae bacterium

NLW48188.1 :
JAAYEK010000178.1:1-1212 RHS|Tox-Pa rBL> NOB1_Zn_bind

Bacillota bacterium

P1Q43701.1 ‘
PCUS01000042.1:1-1386 Tox-ParBL1 ?  PTS_2-RNA

Gammaproteobacteria bacterium CGlZ_big_fil_rev_8_21_14_0_65_46_12‘

PYU24734.1
QHYS01000045.1:670-7766 RHS|RHS|RHS| Tox-Pa I‘BL> ? TOX—URI
Acidobacteria bacterium

RPH76242.1 |
RPRA01000890.1:218-2260 Tox-Pa rBL1> Transglut_core2

Planctomycetaceae bacterium

TRX34098.1
V]ZT01000041.1:2702-4822 ?  |RHS|Tox-ParBL1% PTS_2-RNA

Flavobacterium restrictum

UBB27217.1 : :
CP083441.1:2022386-2029687 ? ? |Big_7|Big_7|RHS|Tox-ParBL1%> 7 ?
Pseudoxanthomonas japonensis

VTR45311.1
CABEEZ010000113.1:14274-20072 ? ? |RHS_repeat|RHS_repeat|RHS|RHS_repeat|RHS Tox-ParBLE}ﬂDUF65§)>CarboxypepD-reg-IG

Serratia fonticola

WP_028978221.1 . . R
NZ AUFX01000003.1:121980-143778 FilH|FilH|LELP1 PSII BNR|RHS|RHS TOX-PBFBL> ? ? Concanavalin-like rve 3 rve
Sporocytophaga myxococcoides DSM 11118

WP_031669234.1
NZQKXDUOl@OOOlG.1:157151-168459 ? ‘Tox-ParBL1>» ? |DUF6531MRHS_repeatMRHS_repeat RHS repeat RHS_repeatIRHSMRHS_repeatMRHSMRHS'RHS_repeatHRHS_repeatIRHS‘Ntox49 PTS 2-RNA

Listeria monocytogenes N53-1

WP_041978176.1 .
NZ CAWPMY010000001.1:1463301-1472019 RVT ? RHS repeat|RHS|Tox-Pa FBL> GDResolvase PRiA4 ORF3

Xenorhabdus nematophila

WP_131721609.1
NZ TFME01000013.1:31969-47782 35exo TPR|DUF6531 RHS RHS RHS RHS repeat RHS RHS RHS repeat RHS Concanavalin-like RHS LysM Tox-ParBL:1> ?

Xanthomonas sp. NCPPB 1128

WP_209221329.1 ‘ !
NZ CP136684.1:2466729-2470402 AsnC_trans_reg Lrp-HTH LysE Tox-ParBL1>» ?  Pyr_redox_2 Pyr redox_dim

Thalassospira lucentensis

WP_139199007.1
NZ FOAMO1000O38.1:1-1831 PTS 2-RNA|RHS Tox—ParBL%ﬁ ? SEC-C

Xaviernesmea oryzae

WP_088156389.1 _
NZ NHONO1000104.1:6899-13744 ?  MOG1|PAAR motif|DUF6531|RHS|RHS|RHS|RHS Tox-ParBL§§ ? ?
Inquilinus limosus

WP_124920383.1 ‘
NZ QTOVO1000085.1:238-4602 ? ? |Tox-ParBL1% CARP-ART

Burkholderia stagnalis

WP_229796095.1
NZ BMRGO1000013.1:52231-57535 HTH_31 MLTR_LBD HTH_21 rve rve_2 ? ? RHS TOX-P6FBL§
Saccharothrix coeruleofusca

WP_226943200.1
NZ JAJIBQUO10000013.1:1-8652 [:ij> ? |DUF6531|RHS|RHS|RHS repeat|RHS repeat|RHS|RHS|HINT ParB§}>AgrB ?
Ruminococcus callidus

WP_235874102.1 :
NZ CPO67377.1:931431-934990 Phage_integrase ? [RHS Tox-ParBL> ? STox-25
Flavobacterium oreochromis



