
ALC97913.1
CP012589.1:2248121-2252585                      
Capnocytophaga sp. oral taxon 323               

RhsP2   ?  RhsP2*   ?    ?  

AUI88073.1
CP018617.1:782840-785713                        
Vibrio azureus                                  

Imm35   ?  RhsP2*   ?    ?  

EGS9018101.1
AAXTPY010000002.1:461952-469170                 
Salmonella enterica                             

OmpR-HTH   ?  RHS_repeat RHS RhsP2* DUF305   ?  

EPG66365.1
AKWX02000012.1:10532-14048                      
Leptospira wolffii serovar Khorat str. Khorat-H2

NUE   ?    ?    ?  RhsP2*

ESS59738.1
AXOM01000013.1:340059-343235                    
Enterobacter cloacae S611                       

  ?  SUKH_6 RHS RhsP2*   ?  NUE

GAR89344.1
BCOT01000119.1:59-2094                          
Salmonella enterica                             

RHS RhsP2*   ?  NUE

GIG63398.1
BONS01000039.1:10345-21976                      
Longispora fulva                                

  ?    ?  DUF6531 LamininG RHS_repeat RHS_repeat RHS RHS RHS RHS RHS RhsP2*   ?    ?  

HAT3994180.1
DACSYC010000036.1:1-9012                        
Elizabethkingia anophelis                       

  ?    ?  SPVB BetaPropeller RHS RHS DUF637 RhsP2* HEAT NUE

HAV4457934.1
DADATI010000005.1:76714-83915                   
Acinetobacter baumannii                         

SUKH_6   ?  RHS_repeat RHS_repeat RHS_repeat RHS RhsP2*   ?    ?  

HCC07585.1
DOYS01000040.1:1-3056                           
Clostridiales bacterium                         

RHS RHS_repeat RHS PT-TG RhsP2* HEAT NUE

KMJ46986.1
LFCV01000002.1:20722-32069                      
Xenorhabdus khoisanae                           

PGK F_bP_aldolase RHS RhsP2*   ?  VRP1 ABC_toxin_N Neuraminidase TcA_RBD TcA_TcB_BD

MBA3935992.1
JACDGQ010000008.1:858-11630                     
Planctomycetota bacterium                       

  ?  RHS RHS RhsP2* DUF6531   ?  

MBA4241931.1
PNMI01000024.1:14825-31200                      
Sphingobacteriaceae bacterium                   

SPVB Concanavalin-like   ?  DUF6443 RHS RhsP2* HEAT NUE

MBB1535443.1
JABCPH020000086.1:152-4433                      
Leptotrichia sp.                                

  ?  RhsP2* TsaD Glyco_transf_9

MBD78742.1
PAVO01000017.1:160558-178034                    
Crocinitomicaceae bacterium                     

NUE   ?  RHS RHS Concanavalin-like RHS RhsP2*   ?  SPVB OmpA-beta-barrel

MBE6978064.1
SVLC01000025.1:25465-28496                      
Oscillospiraceae bacterium                      

RHS   ?  RHS RhsP2*

MBF1582044.1
JABZWH010000002.1:132895-140086                 
Prevotella sp.                                  

DUF4876 DUF6850 RhsP2*   ?  Peptidase_M16 Peptidase_M16_C Peptidase_M16_C

MBI1926692.1
JACOTU010000584.1:6405-8697                     
Candidatus Poribacteria bacterium               

AhpC-TSA HEAT RhsP2* HEAT   ?  

MBN8851225.1
JAFKLO010000014.1:77498-98429                   
Sphingobacteriales bacterium                    

NUE   ?  BetaPropeller RHS RHS RhsP2*   ?  SPVB GLYCO RHS

MBQ4233234.1
JAFPPN010000470.1:1-2080                        
Lachnospiraceae bacterium                       

RHS   ?  RHS RhsP2*

MBQ7065704.1
JAFSDJ010000038.1:97459-102662                  
Lachnospiraceae bacterium                       

HMA E1-E2_ATPase HAD HMA   ?  RhsP2* HEAT

MBU7600364.1
JAELVF020000003.1:147120-150874                 
Streptomyces tardus                             

DDE_3 HTH_29 HEAT RHS RhsP2*

MBY0536940.1
JAIELZ010000015.1:1-2270                        
Chitinophagaceae bacterium                      

RHS RhsP2* HEAT NUE

MCB0738966.1
JAGQWA010000459.1:213-2615                      
Bacteroidetes bacterium                         

NUE   ?  RHS RhsP2*

MCB9310587.1
JACJYH010000006.1:33162-39526                   
Lewinellaceae bacterium                         

IG TPMl-1 PT-COG5412 RhsP2*   ?  NUE

MCE7078731.1
JAJUWS010000001.1:136971-141389                 
Streptomyces sp. ST2-7A                         

DUF4096 DDE_Tnp_1 HEAT HINT RhsP2*   ?    ?  

NHZ33807.1
VUYU01000005.1:187076-197745                    
Massilia rubra                                  

FMN_dh TonB_dep_Rec PLUG DUF6861 DUF6531 RHS RHS_repeat RHS RhsP2*   ?  sCache_2

NJL28823.1
JAAUTL010000355.1:293-4437                      
Thermoanaerobaculia bacterium                   

NUE   ?  RHS RHS RhsP2*   ?  

OCG67403.1
LZHL01000034.1:32371-36260                      
Gilliamella sp. Imp1-6                          

NTP_transf_3 RhsP2*   ?  NUE   ?  

OVE98104.1
NBZE01000001.1:405443-408651                    
Allorhizobium ampelinum                         

NUE   ?  RHS RhsP2*   ?    ?  

OYO76095.1
NOKS01002303.1:1-1507                           
Lachnotalea glycerini                           

GGDEF EAL   ?  RhsP2*

PAU56070.1
MUJY01000159.1:1-2762                           
Pseudomonas sp. PIC25                           

NUE RhsP2* DUF772 DDE_Tnp_1   ?  

PTM08048.1
PZPC01000142.1:1-5663                           
Bacteroidetes bacterium                         

FN3 RhsP2*   ?  

QDX92996.1
CP033464.1:2293158-2297430                      
Brevibacillus laterosporus                      

UFD SUKH-CF44 RhsP2*   ?  NUE

QXO42053.1
CP066777.1:3294436-3302979                      
Morganella morganii                             

TraB_PrgY_gumN YBAK RhsP2* Calcineurin TrkA_N Na

RAG82056.1
QKYN01000127.1:41770-48485                      
Streptacidiphilus pinicola                      

  ?  EAL GGDEF RHS_repeat RHS RhsP2* HEAT BRCT HhH DNA_ligase_ZBD DNA_ligase_OB DNA_ligase_aden

RAY95865.1
QMCV01000025.1:95-5572                          
Enterobacter cloacae                            

Transposase_20 DEDD_Tnp_IS110 RhsP2*   ?  Toluene_X

RFM25562.1
QTJU01000024.1:584-2657                         
Deminuibacter soli                              

NUE   ?  RHS RhsP2*

RYE42498.1
SEEN01000080.1:29544-34336                      
Hyphomicrobiales bacterium                      

Imm-ank   ?  LysM RhsP2*   ?  NUE

VEI46912.1
LR134486.1:1340375-1343989                      
Actinobacillus equuli                           

DUF637 PT-VENN   ?  RhsP2* PT-VENN   ?  

WP_070461575.1
NZ_CATQFV010000056.1:700-4805                   
Neisseria benedictiae                           

  ?  QRPTase_N QRPTase_C RhsP2* AraR_C NadA

WP_044239553.1
NZ_ABCE01000036.1:1268-5845                     
Gimesia maris DSM 8797                          

HINT Ntox48 HEAT ANK Tox-HNHGH-E RhsP2*

WP_208534840.1
NZ_CAADKA010000813.1:1735-4409                  
Pseudomonas aeruginosa                          

GST_C_2 GST_N   ?  RHS RhsP2*

WP_003761206.1
NZ_ACKO02000027.1:33226-35212                   
Neisseria sicca ATCC 29256                      

  ?    ?  RhsP2* RHS

WP_006288120.1
NZ_BALG01000437.1:1-1472                        
Paenibacillus popilliae ATCC 14706              

Transposase_mut RhsP2*

WP_006804070.1
NZ_GG700632.1:576991-581177                     
Leptotrichia hofstadii F0254                    

BRCT HhH DNA_ligase_ZBD DNA_ligase_OB DNA_ligase_aden   ?  RhsP2*   ?    ?  

WP_178958289.1
NZ_JABXYW010000002.1:1376160-1380507            
Capnocytophaga sp. oral taxon 903               

  ?    ?  RhsP2*   ?  Toluene_X PorV

WP_043795488.1
NC_013851.1:608089-615871                       
Allochromatium vinosum DSM 180                  

Tnp_DNA_bind DDE_Tnp_1 Dimer_Tnp_Tn5 HEAT NUE RHS RhsP2* DUF6531 RHS RHS RHS

WP_021767620.1
NZ_KI272866.1:1-2337                            
Leptotrichia sp. oral taxon 215 str. W9775      

  ?    ?  RhsP2* NUE

WP_211231555.1
NZ_AXVL01000062.1:1-5881                        
Leptotrichia trevisanii DSM 22070               

Ank_2 HEAT Fil_haemagg_2 RhsP2*

WP_081091102.1
NZ_KQ956786.1:11252-13253                       
Fusobacterium nucleatum                         

NUE HEAT RhsP2*

WP_023040843.1
NZ_CABKSX010000015.1:1-2225                     
Fusobacterium nucleatum                         

PT-TG RhsP2*   ?  NUE

WP_024801091.1
NZ_JAFQ01000004.1:1891623-1894637               
Nocardia sp. BMG51109                           

  ?  YTCD-HTH Alkyl_sulf_C RhsP2* NUE HEAT

WP_026814723.1
NZ_AUCB01000044.1:25886-31790                   
Arenibacter certesii DSM 19833                  

NUE   ?  RhsP2* FN3

WP_028062826.1
NZ_AUIK01000008.1:491268-497730                 
Solirubrobacter soli DSM 22325                  

WXG   ?  DUF6531 RHS RHS_repeat RHS_repeat RHS RHS RHS_repeat RHS CdiAC RhsP2* HEAT NUE

WP_234012976.1
NZ_JAVSED010000016.1:62137-65127                
Cronobacter malonaticus                         

  ?    ?  RHS RhsP2* RHS

WP_033824203.1
NZ_JAIZ01000646.1:504-5200                      
Kitasatospora sp. MBT63                         

UvrD-helicase UvrD_C PcrA_UvrD_tudor HEAT HINT RhsP2*

WP_051940002.1
NZ_JQMQ01000005.1:2807204-2816759               
Phaeacidiphilus oryzae TH49                     

SUKH-CF44   ?  NUE DUF6531 RHS RHS_repeat RHS_repeat RHS_repeat RHS RHS YwqJ-deaminase DUF6531 RHS RHS_repeat RHS_repeat RHS RHS RhsP2*

WP_231647891.1
NZ_JACWNK010000037.1:33969-44438                
Ralstonia solanacearum                          

  ?    ?    ?    ?  TPS FilH FilH FilH FilH DUF637 DUF6862 RhsP2*

WP_081653649.1
NZ_CABKSF010000005.1:8371-11556                 
Phytobacter massiliensis                        

NUE   ?  RHS RhsP2*   ?  RHS STox-4

WP_052830189.1
NZ_CP007142.1:2157469-2191272                   
Gynuella sunshinyii YC6258                      

  ?  DUF6531 RHS RHS_repeat RHS RHS_repeat RHS Beta-Roll HCBP_related HCBP_related Beta-Roll HCBP_related Beta-Roll HCBP_related HCBP_related Beta-Roll HCBP_related HCBP_related Beta-Roll HCBP_related Beta-Roll HCBP_related Beta-Roll HCBP_related Beta-Roll HCBP_related HCBP_related Beta-Roll HCBP_related RHS_repeat RHS_repeat RHS_repeat RHS RHS LamininG RHS RHS RHS P_proprotein RHS_repeat RHS RHS_repeat RHS RHS RHS RHS RHS   ?  NUE RhsP2*

WP_053581620.1
NZ_CP012589.1:2251359-2253883                   
Capnocytophaga sp. oral taxon 323               

  ?    ?  RhsP2*   ?    ?  

WP_054049313.1
NZ_LN850107.1:3369730-3377555                   
Alloactinosynnema sp. L-07                      

  ?  RHS RHS DUF4595 RHS RhsP2*   ?  Pentapeptide MutL

WP_206091445.1
NZ_CP065053.1:2367291-2374772                   
Massilia antarctica                             

MMR_HSR1 YchF-GTPase_C DcrB PrePAARTM PAAR_motif DUF6531 RHS_repeat RHS RHS_repeat RHS RhsP2* Polyketide_cyc   ?  

WP_231738179.1
NZ_LROZ01000020.1:41505-48782                   
Myroides odoratus                               

  ?    ?    ?    ?  DUF6531 RHS RHS_repeat RHS RHS_repeat RHS RhsP2*

WP_143425414.1
NZ_LZHO01000034.1:1-1717                        
Gilliamella sp. Nev5-1                          

  ?  RHS RHS RhsP2*

WP_066912951.1
NZ_BCRN01000022.1:52568-60812                   
Millisia brevis NBRC 105863                     

T7SS_signal DUF6531 RHS_repeat RHS_repeat RHS_repeat RHS RHS RhsP2*   ?    ?    ?    ?  

WP_068063863.1
NZ_BDCF01000036.1:12910-21402                   
Nocardia xishanensis NBRC 101358                

Polysacc_deac_1 T7SS_ESX_EspC WXG DUF6531 RHS RHS_repeat RHS_repeat RHS RHS RHS RhsP2* MNS-STAND HTH HEAT

WP_068157109.1
NZ_CP014231.1:1823151-1827417                   
Leptotrichia sp. oral taxon 847                 

  ?  OTCace_N OTCace RhsP2*   ?  Phage_integrase Phage_int_SAM_3 Arm-DNA-bind_4

WP_123803410.1
NZ_MDJD01000043.1:417757-422940                 
Flavivirga aquatica                             

Phage_integrase Phage_int_SAM_1 Phage_integrase iSTAND3 NUE RHS RhsP2*

WP_071124694.1
NZ_FNVZ01000005.1:636187-638432                 
Leptotrichia massiliensis                       

  ?    ?  RhsP2*   ?  RhsP2

WP_198174684.1
NZ_CP013419.1:226398-234849                     
Burkholderia savannae                           

RHS   ?    ?  RHS RHS RhsP2* DUF772 DDE_Tnp_1

WP_087459506.1
NZ_CP021425.1:197914-203031                     
Oleiphilus messinensis                          

Imm1   ?  RHS RhsP2*   ?  DUF772 DDE_Tnp_1_6

WP_123862015.1
NZ_JAZHOJ010000048.1:1954-4507                  
Flavobacterium covae                            

  ?  RhsP2* Tox-EndoU

WP_089479484.1
NZ_MUGS01000015.1:106212-116729                 
Flavobacterium araucananum                      

LamininG   ?  RhsP2* FN3   ?  

WP_089756251.1
NZ_FNKL01000003.1:810238-820016                 
Chryseobacterium soldanellicola                 

NUE   ?  DUF6443 RHS RhsP2* SPVB RHS DUF5977 Por_Secre_tail

WP_089804700.1
NZ_FOUX01000001.1:556836-574814                 
Chitinophaga sp. YR627                          

SPVB cEGF Concanavalin-like   ?  ?*   ?  AHSA1

WP_229491074.1
NZ_FPBO01000099.1:1-1921                        
Pseudoduganella namucuonensis                   

  ?  RhsP2*

WP_094712474.1
NZ_MRYI01000032.1:14996-16781                   
Hahella sp. CCB-MM4                             

NUE   ?  RhsP2*

WP_146208258.1
NZ_QGLM01000005.1:274869-277847                 
Frischella perrara                              

  ?  SymE_toxin RHS RHS RHS RhsP2*

WP_110433774.1
NZ_QGLR01000011.1:23012-26223                   
Gilliamella apicola                             

SUKH_6   ?  RhsP2*   ?  SymE_toxin

WP_229758122.1
NZ_BMHL01000002.1:904619-915398                 
Paraburkholderia caffeinilytica                 

Methyltransf_23 GtrA Gln_amidase   ?  TPS FilH FilH FilH DUF637 DUF6862 RhsP2*

WP_119150595.1
NZ_QXJM01000039.1:1090182-1093499               
Cohnella faecalis                               

RhsP2*   ?    ?  NUE NUE

WP_120680943.1
NZ_RBAL01000010.1:2001-12321                    
Streptomyces hoynatensis                        

HEAT WXG DUF6531 RHS_repeat RHS RHS_repeat RHS_repeat RHS_repeat RHS_repeat RHS_repeat RHS_repeat RHS RhsP2* MMPL MMPL His-Kinase HisKA_3 DJ-1_PfpI HTH_18

WP_163028549.1
NZ_UUFR01000051.1:1165-4719                     
Pseudomonas viridiflava                         

TRANSGLUTAMINASE-inactive   ?  RHS RhsP2*

WP_137940506.1
NZ_SCOH01000145.1:1-1600                        
Chitinivorax sp. B                              

PT-TG RhsP2*   ?    ?  

WP_138459247.1
NZ_VBUU01000072.1:165-3019                      
Nocardia cyriacigeorgica                        

HEAT RHS RHS RhsP2* NUE

WP_233259675.1
NZ_RKMB01000037.1:1-2420                        
Ramlibacter sp. WS9                             

  ?  RhsP2* NUE

WP_146960371.1
NZ_AP019834.1:885741-887767                     
Leptotrichia wadei                              

  ?  DUF5376 ANK RhsP2*   ?  HEAT

WP_157697846.1
NZ_FCOX02000156.1:625-6160                      
Caballeronia calidae                            

  ?  RhsP2*   ?    ?  Phage_integrase

WP_158846321.1
NZ_VKAB01000012.1:60164-75830                   
Saccharothrix deserti                           

HTH   ?  DUF6531 LamininG RHS RHS RHS RHS_repeat RHS RHS_repeat RHS_repeat RHS_repeat RHS RHS HINT RhsP2* Tachylectin Tachylectin MarR-HTH

WP_207628615.1
NZ_CAWPIB010000001.1:128763-134297              
Photorhabdus cinerea                            

  ?    ?  adh_short_C2 RHS RHS RhsP2* CdiI_2

WP_167241242.1
NZ_WHJF01000246.1:363-1873                      
Massilia genomosp. 1                            

  ?  RhsP2*

WP_174766076.1
NZ_JABVBQ010000216.1:174-6013                   
Acinetobacter oleivorans                        

RHS_repeat RHS_repeat RHS RHS RhsP2*

WP_178977517.1
NZ_CP058261.1:1908510-1911476                   
Capnocytophaga sp. oral taxon 902               

  ?  RhsP2*   ?  Toluene_X PorV   ?  

WP_179252646.1
NZ_JACBIV010000008.1:215645-218513              
Serratia fonticola                              

  ?  RHS RhsP2* RHS   ?  NUE

WP_210303399.1
NZ_JACIFV010000043.1:31345-34173                
Rhizobium aethiopicum                           

RHS REase HEAT RhsP2*

WP_187800733.1
NZ_CP051488.1:89390-93091                       
Kosakonia sp. SMBL-WEM22                        

Xre_MbcA_ParS_C SUKH_6 RhsP2*   ?  NUE

WP_188467535.1
NZ_BAABHU010000019.1:71974-75641                
Marivirga lumbricoides                          

  ?    ?  RhsP2*   ?  NUE

WP_199611736.1
NZ_CP059888.1:1840752-1868739                   
Flocculibacter collagenilyticus                 

  ?  TPR RHS RHS RHS RHS_repeat RHS RHS RHS RHS RHS_repeat IG RHS RHS IG Beta-Roll HCBP_related He_PIG He_PIG LysM RhsP2*   ?  He_PIG He_PIG RHS LysM

WP_207522692.1
NZ_CP067395.1:4255135-4275439                   
Lysobacter enzymogenes                          

STN PLUG TonB_dep_Rec SAM-methylase RHS RHS RHS RHS RHS RHS RHS_repeat RHS RHS RHS RHS_repeat RHS RHS_repeat RHS RHS_repeat RHS RHS LysM RhsP2*   ?    ?  

WP_207889274.1
NZ_CP071741.1:3091150-3093528                   
Lysinibacillus sphaericus                       

  ?    ?  RhsP2*   ?  RHS

WP_208464397.1
NZ_JAGFOT010000010.1:4884-12268                 
Acinetobacter haemolyticus                      

  ?  RHS_repeat RHS RHS TSP3_bac RHS RhsP2*   ?  NUE

WP_212899598.1
NZ_BOQG01000019.1:1876-3496                     
Capnocytophaga cynodegmi                        

  ?    ?  RhsP2*   ?  

WP_212992038.1
NZ_BAABEA010000036.1:20088-29417                
Actinoplanes auranticolor                       

Peptidase_M9   ?  RhsP2*   ?  BetaPropeller

WP_224404415.1
NZ_JACGAF010000234.1:12-748                     
Klebsiella aerogenes                            

RHS RhsP2*

WP_230506841.1
NZ_JACYMK010000020.1:17524-21708                
Janthinobacterium sp. FW305-128                 

  ?    ?  RhsP2*   ?    ?  

WP_235409529.1
NZ_JAKGBI010000056.1:1-2650                     
Pseudoalteromonas sp. SMS1                      

  ?  RhsP2* NUE


