
APR80676.1
CP016211.1:6977668-6983268                              
Minicystis rosea                                        

  ?    ?  STox-19*   ?  FGS

ASF43491.1
CP022022.1:2347250-2349632                              
Capnocytophaga endodontalis                             

TssD   ?  STox-19* TssD TssD

AWH36268.1
CP026000.1:1194619-1201701                              
Stenotrophomonas sp. ZAC14D1_NAIMI4_6                   

TonB_dep_Rec PLUG Mqo PAAR_motif STox-19*   ?  ASH-Ig

AWH46819.1
CP026002.1:3994499-4001080                              
Stenotrophomonas sp. ZAC14A_NAIMI4_1                    

  ?    ?  PAAR_motif STox-19* Mqo TonB_dep_Rec PLUG

AXO79610.1
CP031612.1:896340-900234                                
Olleya aquimaris                                        

TssD TssD STox-19*   ?  Phage_GPD Phage_base_V DUF2345

AXV50100.1
CP032057.1:509823-514334                                
Prevotella denticola                                    

PRTase YjeF_N Carb_kinase STox-19*   ?  F_bP_aldolase

BAZ37712.1
AP018280.1:857321-864176                                
Calothrix sp. NIES-4101                                 

MPTase-PVC Lysozyme Metallopeptidase Tox-ALFMPTase Metallopeptidase STox-19*   ?    ?  

CDG83196.1
HG322949.1:2833090-2836617                              
Janthinobacterium agaricidamnosum NBRC 102515 = DSM 9628

  ?  Phage_GPD DUF2345 STox-19*   ?    ?  

EDM78769.1
ABCS01000027.1:89419-97135                              
Plesiocystis pacifica SIR-1                             

Receiver His-Kinase PAS   ?  Phage_GPD VgrG DUF2345 STox-19*   ?  PAAR_motif

EET8109735.1
AARGVC010000039.1:27633-33057                           
Escherichia coli                                        

Tae4 TagF_N STox-19* Phage_GPD VgrG DcrB

EHR72605.1
CM001438.1:4234518-4238434                              
Burkholderiales bacterium JOSHI_001                     

  ?    ?  STox-19*   ?  CxxCxxC

ESQ16737.1
AVFR01000134.1:397-3036                                 
Thiohalocapsa sp. PB-PSB1                               

MS_channel_3rd SM-MscS MA STox-19*

GBD15977.1
BEIC01000043.1:9995-13923                               
bacterium HR26 Bacteria.                                

LuxR-HTH Receiver DUF3592 STox-19*   ?  RDD-MoxR

HAK63186.1
DMKG01000188.1:5582-10152                               
Alphaproteobacteria bacterium                           

VWA_CoxE MoxR-AAA STox-19*   ?  Ferredoxin-betagrasp

HAP40624.1
DMQK01000235.1:1-3415                                   
Nitrospira sp.                                          

DUF4123   ?  STox-19*   ?    ?  

HAV60838.1
DNDP01000020.1:136-2786                                 
Verrucomicrobiales bacterium                            

STox-19* NAD_synthase   ?  

HBN78184.1
DOCI01000259.1:1-4454                                   
Planctomycetaceae bacterium                             

Sulfotransfer_4 FRINGE STox-19*

HBP17464.1
DOEP01000214.1:1-3314                                   
Planctomycetota bacterium                               

  ?  STox-19* MOG1   ?  

HBP21672.1
DOEP01000899.1:1-5084                                   
Planctomycetota bacterium                               

  ?  CarboxypepD_reg STox-19*

HBR57048.1
DOJC01000113.1:1-3768                                   
Blastocatellia bacterium                                

  ?  STox-19*   ?  STox-19

HCA59615.1
DOWK01000498.1:3729-5085                                
Blastocatellia bacterium                                

  ?    ?  STox-19*

HED33609.1
DRLB01000115.1:5087-10733                               
Gammaproteobacteria bacterium                           

LysM Amidase_3 AMIN   ?  STox-19* Y1_Tnp MutL_C DNA_mis_repair

HEL2980765.1
DARZXI010000105.1:10050-14164                           
Stenotrophomonas maltophilia                            

Acetylase   ?  PAAR_motif STox-19* Mqo

KAA0256372.1
RHKY01000002.1:50681-54445                              
Acidobacteria bacterium                                 

Band-7   ?  STox-19* B12-binding_2 B12-binding adh_short

KOP24656.1
LIRN01000074.1:109711-116255                            
Hapalosiphon sp. MRB220                                 

MUG113 CoiA Peptidase_M23 STox-19*   ?    ?  

KPF70456.1
LJIA01000001.1:346926-357067                            
beta proteobacterium AAP99                              

Aminotran_4 BetaPropeller STox-19* DUF4395 Acetylase MarR-HTH

KXH71651.1
LRSK01000223.1:1518-6070                                
Candidatus Thorarchaeota archaeon SMTZ1-83              

  ?    ?  TTR-52 STox-19* CS zf-PARP

KYF68178.1
JELZ01002193.1:3207-6423                                
Sorangium cellulosum                                    

TPR DUF2169 STox-19*   ?  

MBC7893005.1
JACMLH010000648.1:1-3484                                
Cytophagaceae bacterium                                 

  ?  STox-19* PVC-AAA PD40

MBC8072090.1
JACMJN010001357.1:1-5291                                
Nannocystaceae bacterium                                

STox-19*   ?    ?  

MBC8155170.1
JACMIR010000686.1:4408-7483                             
Fibrella sp.                                            

AIRS_C AIRS   ?  STox-19*   ?  

MBC8218622.1
JACNLE010000534.1:1-2544                                
Planctomycetota bacterium                               

  ?    ?  RHS STox-19*

MBC8871464.1
JACRUV010000437.1:4715-13921                            
Planctomycetota bacterium                               

HigB_toxin Discoidin HZS_alpha STox-19*   ?  Amidohydro_2

MBD0301640.1
JACVSN010000434.1:74-2447                               
Tolypothrix sp. T3-bin4                                 

PCC STox-19*   ?  

MBD3363515.1
WJKM01000023.1:63679-69738                              
Candidatus Dojkabacteria bacterium                      

  ?  DIT1_PvcA STox-19 ASH-Ig*   ?  HMA E1-E2_ATPase HAD

MBE6410203.1
SUVN01000019.1:34-3336                                  
Akkermansiaceae bacterium                               

RHS STox-19*   ?  RHS_repeat RHS

MBE9180041.1
JADEWO010000022.1:1-4736                                
Oculatella sp. LEGE 06141                               

  ?  Metallopeptidase LD-peptidase Metallopeptidase STox-19* CIS_tube Phage_tail_X

MBF1188579.1
JABZNQ010000074.1:466-4405                              
[Eubacterium] sulci                                     

  ?  TssC STox-19*   ?  TraG-D_C

MBH25892.1
PBBL01000089.1:11242-14846                              
Myxococcales bacterium                                  

  ?    ?  STox-19* DUF4476 RuvC

MBI2189880.1
JACPCS010000157.1:383-2811                              
Acidobacteria bacterium                                 

  ?  STox-19*   ?    ?  

MBI2481483.1
JACPHK010001006.1:924-4656                              
Planctomycetia bacterium                                

SERAprotease   ?  STox-19*

MBI2892916.1
JACPQR010000038.1:32616-39159                           
Deltaproteobacteria bacterium                           

  ?    ?  STox-19*   ?    ?  

MBI3032655.1
JACPTB010000005.1:111822-117776                         
Candidatus Woesearchaeota archaeon                      

DS   ?  STox-19 PG-binding PG-binding PG-binding PG_binding_1*   ?    ?  

MBI3462930.1
JACPYB010000216.1:7140-11017                            
Planctomycetota bacterium                               

DSBH adh_short_C2 STox-19* Aminotran_5

MBI3597292.1
JACQBZ010000075.1:13418-18532                           
Nitrospirae bacterium                                   

DUF2345   ?  Tox-PAAR-like STox-19* ketoacyl-synt DUF2169

MBI3744735.1
JACQEE010000333.1:1-3373                                
Chloroflexi bacterium                                   

HEAT STox-19* ENOYCOADEHYD MaoC_dehydrat_N

MBI3860496.1
JACQFH010000028.1:5178-12728                            
Planctomycetia bacterium                                

Sigma70_r4_2 STY-kinase BetaPropeller WD40 STox-19* HXXSHH FMN_dh

MBI5159914.1
JACRGJ010000013.1:8367-12007                            
Micrococcales bacterium                                 

  ?    ?  STox-19*   ?  

MBI5868283.1
JACRMA010000064.1:22190-29400                           
Candidatus Zixiibacteriota bacterium Bacteria.          

FTP CarboxypepD-reg-IG OmpA PG_binding_1 STox-19*   ?  TPR

MBI5938194.1
JACRAU010000027.1:127159-132009                         
Betaproteobacteria bacterium                            

  ?    ?  STox-19* NMO NnrS

MBI9048811.1
JAEIOB010000009.1:74993-80342                           
Anaerolineaceae bacterium                               

Metallopeptidase MPTase-PVC MPTase-PVC STox-19*   ?    ?  

MBK7070089.1
JADJFQ010000106.1:3867-9851                             
Deltaproteobacteria bacterium                           

Phage_GPD VgrG DUF2345 LysM PG-binding HReader2 STox-19*   ?  Biotin_lipoyl

MBK8015936.1
JADJPK010000004.1:672464-679895                         
Betaproteobacteria bacterium                            

RsmJ MM_CoA_mutase MeaB B12-binding STox-19*   ?  DUF6016

MBK9163934.1
JADJWI010000003.1:1084332-1088496                       
Acidobacteria bacterium                                 

FumaraseC_C Lyase_1   ?  STox-19*   ?  PAAR_motif

MBK9374941.1
JADJZB010000021.1:599747-609072                         
Holophagales bacterium                                  

Phage_GPD VgrG Gp5_C DUF2169 ketoacyl-synt Tox-PAAR-like STox-19*   ?    ?  

MBK9643900.1
JADKFE010000002.1:130420-137972                         
Deltaproteobacteria bacterium                           

Mbetalac Peptidase_M2 STox-19*   ?  S1 HHH_9 HhH Tex_YqgF Tex_N

MBL0010060.1
JADKHF010000004.1:154422-160756                         
Nitrosomonas sp.                                        

NiFeSe_Hases Oxidored_q6 STox-19 PEP-CTERM* HDGYP Pro_CA

MBL7914923.1
JAEUTI010000044.1:16515-21697                           
Bacteroidia bacterium                                   

  ?  NLPC STox-19*   ?    ?  

MBL8209354.1
JAEUQF010000021.1:10976-14557                           
Bryobacterales bacterium                                

His-Kinase   ?  STox-19* Asparaginase Asparaginase_C   ?  

MBL8310308.1
JAEUPL010000011.1:186056-192056                         
Burkholderiales bacterium                               

Xan_ur_permease AP_endonuc_2 STox-19* Polysacc_deac_1 Peptidase_M20 Peptidase_M28

MBL8483466.1
JAEUNN010000664.1:1-1223                                
Rhodocyclaceae bacterium                                

NIDO STox-19*

MBL8590267.1
JAEULW010000285.1:1-2365                                
Methylobacteriaceae bacterium                           

  ?  STox-19* MFS_1   ?  

MBL8601216.1
JAEUKH010000016.1:4012-9450                             
Myxococcales bacterium                                  

Phage_GPD VgrG LysM PG-binding STox-19*   ?  DUF4280

MBL8616317.1
JAEUKK010000096.1:23369-28499                           
Deltaproteobacteria bacterium                           

adh_short TetR-HTH TetR_C_34 MPTase-PVC STox-19*   ?    ?  

MBL9021531.1
JAEUKE010000043.1:86074-93034                           
Myxococcales bacterium                                  

PrePAARTM PAAR_motif   ?  STox-19* Dickkopf_N Concanavalin-like

MBL9207816.1
JAEUGZ010000521.1:1-6127                                
Opitutaceae bacterium                                   

  ?  STox-19*   ?  DUF4123

MBM4276098.1
VGSW01000256.1:72-3276                                  
Deltaproteobacteria bacterium                           

STox-19* DnaJ DUF3108

MBM4440878.1
VGOT01000050.1:89-6923                                  
Candidatus Rokuibacteriota bacterium                    

DegT_DnrJ_EryC1   ?  STox-19* Methyltransf_25   ?  

MBN1127508.1
JAFGOU010000024.1:1162-8434                             
Chitinispirillaceae bacterium                           

  ?  PSBP STox-19* BetaPropeller CarboxypepD-reg-IG PAAR_motif

MBN1183398.1
JAFGOZ010000256.1:237-5079                              
Bacteroidales bacterium                                 

OmpA-beta-barrel Por_Secre_tail Fib_succ_major STox-19*   ?    ?  

MBN1211619.1
JAFGNW010000062.1:24746-32537                           
Candidatus Zixiibacteriota bacterium Bacteria.          

PSBP   ?  STox-19 STox-19* PAAR PEGA STY-kinase

MBN2002208.1
JAFGEA010000033.1:28838-39375                           
Anaerolineae bacterium                                  

GH123_cat GH123_N   ?  Metallopeptidase Borrelia_P83 Collagen_mid Kre28 STox-19* PDT DAHP_synth_1 DAHP_snth_FXD

MBN2388413.1
JAFGSI010000067.1:1-4268                                
Anaerolineales bacterium                                

Tox-HNH MPTase-PVC STox-19*   ?    ?  

MBN2486338.1
JAFGQZ010000067.1:5580-9281                             
Bacteroidales bacterium                                 

RRM TssD STox-19* Phage_GPD Phage_base_V DUF2345

MBP5225944.1
JAGDBP010000028.1:1-6916                                
Kiritimatiellae bacterium                               

GDPD   ?  RHS STox-19*

MBP6846980.1
JAGNMI010000289.1:3829-10190                            
Kofleriaceae bacterium                                  

  ?  DOMON Cytochrom_CIII Metallopeptidase STox-19*   ?  

MBP7327749.1
JAGOGK010000003.1:18203-22717                           
Alicycliphilus sp.                                      

  ?  CIS_tube Metallopeptidase STox-19* MPTase-PVC Aspzincin_M35   ?  

MBP8809672.1
JAGPIJ010000086.1:15937-21529                           
Kofleriaceae bacterium                                  

  ?    ?  Metallopeptidase Metallopeptidase STox-19* RicinB-lectin CorA

MBQ1500003.1
JAFOMG010000021.1:67706-78902                           
Sphingomonas sp.                                        

TonB_dep_Rec PLUG Clp_N Clp_N ClpABN-AAA ClpABC-AAA MPTase-PVC STox-19* Metallopeptidase Metallopeptidase

MBQ1542353.1
JAFONF010000011.1:25396-28802                           
Caulobacteraceae bacterium                              

  ?    ?  STox-19*   ?  Glyco_trans_4_4 Glycos_transf_1

MBQ4594626.1
JAFQEF010000101.1:393-2947                              
Akkermansia sp.                                         

RHS STox-19*   ?    ?  

MBQ6338803.1
JAFRHW010000186.1:2168-6093                             
Kiritimatiellae bacterium                               

  ?    ?  RHS RHS STox-19*

MBR0773395.1
JAFCJJ010000001.1:213407-218620                         
Bradyrhizobium diazoefficiens                           

Glyoxalase Glyoxalase LysR_substrate PAAR PAAR_motif STox-19*   ?  Beta-lactamase

MBR3923216.1
JAFWYT010000672.1:306-2104                              
Kiritimatiellae bacterium                               

RHS STox-19*   ?  

MBT6456379.1
JABJCB010000180.1:1205-8949                             
Gammaproteobacteria bacterium                           

Tail-P2-I DUF6519 MPTase-PVC PG-binding STox-19* CBS   ?  

MBT7436552.1
JABHGD010000113.1:3043-7415                             
Gammaproteobacteria bacterium                           

Y1_Tnp Phage_int_SAM_5 Phage_integrase STox-19* Beta-helix Beta_helix

MBT8399867.1
JAHHLP010000194.1:5312-11218                            
Rhodothermia bacterium                                  

CarboxypepD-reg-IG   ?  OmpA PG_binding_1 STox-19*

MBU1260723.1
JAHJPJ010000049.1:27699-32844                           
Planctomycetota bacterium                               

Gp_dh_C Gp_dh_N PGK STox-19* Ribul_P_3_epim Carboxyl_trans zf-ACC

MBU1693010.1
JAHJJH010000081.1:1-3828                                
Verrucomicrobia bacterium                               

STox-19*   ?  VWA

MBV6430490.1
JABAQT010000011.1:64664-70064                           
Bryobacteraceae bacterium                               

GFO_IDH_MocA GFO_IDH_MocA_C SSF STox-19*   ?  Methyltransf_25

MBX3176238.1
JAHBVV010000001.1:727267-734108                         
Candidatus Hydrogenedentota bacterium                   

DUF4123   ?  STox-19*   ?  DUF4280

MBX3468391.1
JAHBXY010000047.1:48987-56418                           
Planctomycetota bacterium                               

  ?    ?  PG_binding_1 OmpA STox-19* PG_binding_1

MBX7111702.1
JAIBBD010000034.1:7703-15116                            
Dehalococcoidia bacterium                               

CoA_transf_3 CoA_transf_3   ?  IG STox-19* MMPL MMPL RibD_C

MBX7201294.1
JAIBCD010000191.1:1-4000                                
Rhodospirillaceae bacterium                             

AMP-binding_C AMP-binding STox-19* GRDB   ?  

MBX9600441.1
JAIEPW010000017.1:13648-21224                           
Bryobacteraceae bacterium                               

CarboxypepD-reg-IG BetaPropeller OmpA STox-19* CarboxypepD-reg-IG Mbetalac

MBX9607163.1
JAIEQK010000136.1:6347-13467                            
Gammaproteobacteria bacterium                           

rve   ?  STox-19* AidB_N Acyl-CoA_dh_M Acyl-CoA_dh_1 Peptidase_M48

MBZ0304318.1
JAIOHO010001168.1:943-3889                              
Anaerolineae bacterium                                  

  ?    ?  Annexin Annexin Annexin Annexin STox-19*

MCA9009236.1
JAGQQS010000192.1:1-3523                                
Planctomycetaceae bacterium                             

Radical_SAM LGT STox-19*

MCA9009331.1
JAGQQS010000212.1:1-5131                                
Planctomycetaceae bacterium                             

  ?  STox-19* Sulfatase

MCA9011976.1
JAGQQS010000742.1:1-5939                                
Planctomycetaceae bacterium                             

STox-19* DUF1501 TPR TPR TPR TPR

MCA9682772.1
JAGQIP010000279.1:1-4058                                
Myxococcales bacterium                                  

Phage_GPD VgrG STox-19*   ?  DUF4440

MCA9687591.1
JAGQIP010002082.1:1-540                                 
Myxococcales bacterium                                  

STox-19*

MCB0008896.1
JAGRDC010000915.1:1-2114                                
Anaerolineales bacterium                                

  ?    ?  STox-19*

MCB9763037.1
JACKEV010000011.1:359296-363548                         
Alphaproteobacteria bacterium                           

PALP BetaPropeller LysM STox-19*   ?    ?  

MCC6390032.1
JADLBG010000148.1:359-6016                              
Bryobacterales bacterium                                

Pyridoxal_deC   ?  LysM STox-19* Sulfatase GFO_IDH_MocA_C GFO_IDH_MocA

MCC6629899.1
JADLAZ010000272.1:14252-18921                           
Chloroflexota bacterium                                 

PTPS Glyco_transf_4 Glycos_transf_1 STox-19* DUF1801 ThiF RHOD-CDC25

MCC6983768.1
JADYYB010000175.1:9792-13005                            
Bauldia sp.                                             

  ?  CHRD STox-19*   ?    ?  

MCC6994378.1
JADYYK010000047.1:4490-11898                            
Deltaproteobacteria bacterium                           

  ?    ?  STox-19 OmpA STox-19* Molydop_binding Molybdopterin Molybdop_Fe4S4 ab-Hydrolase

MCC7011405.1
JADYYP010000012.1:97344-102331                          
Planctomycetota bacterium                               

DUF2169 ketoacyl-synt Tox-PAAR-like STox-19*   ?  Phage_base_V

MCC7202034.1
JADZCV010000023.1:61158-71161                           
Nitrospirae bacterium                                   

ABC-ATPase UvrA_inter SbcC CR-ATPase6 SbcC TSP3_bac TSP3_bac STox-19* RHOD-CDC25 RHOD-CDC25 FlgD_ig

MCC7374720.1
JADZEL010000074.1:92274-100613                          
Verrucomicrobiales bacterium                            

PG-binding LysM   ?  OmpA STox-19*   ?  Tox-TGase

MCC7453523.1
JADZFJ010000216.1:1-3970                                
Crocinitomix sp.                                        

  ?  Metallopeptidase STox-19*   ?    ?  

MCD6365699.1
JAGHDN010000378.1:114-2205                              
Planctomycetota bacterium                               

Calcineurin STox-19*

MCE3224313.1
JAJONL010000083.1:285-6081                              
Nitrospira sp.                                          

ATP-grasp_5 Ligase_CoA_2 Succ_CoA_lig STox-19* MG2 TPR TPR

NEQ20277.1
JAAHGV010000205.1:177-10449                             
Microcoleus sp. SIO2G3                                  

PVC-AAA Metallopeptidase STox-19*   ?  Annexin Annexin

NEQ45463.1
JAAHII010000001.1:4520348-4531911                       
Leptolyngbya sp. SIOISBB                                

Metallopeptidase Metallopeptidase Tox-DUF4347-Caspase Metallopeptidase STox-19*   ?  VWA

NIR30201.1
JAABZI010000234.1:1250-8365                             
Gammaproteobacteria bacterium                           

4HBT_2   ?  Metallopeptidase STox-19* MPTase-PVC MPTase-PVC

NIV10034.1
JAABYM010000076.1:1401-6469                             
Fodinibius sp.                                          

FA_desaturase CitMHS HEAT STox-19*

NJK32119.1
JAAUUP010000204.1:1-4444                                
Deltaproteobacteria bacterium                           

Phage_GPD VgrG DUF2345 STox-19*   ?    ?  

NJM12155.1
JAAUTD010000104.1:2991-6271                             
Synechococcaceae cyanobacterium SM1_2_3                 

  ?    ?  STox-19*   ?  DUF4123

NJM83870.1
JAAURK010000213.1:2308-7060                             
Tabrizicola sp.                                         

DUF2256 HbpS-like STox-19* BolA DnaJ

NJO03749.1
JAAUSU010000661.1:35-3198                               
Bacteroidia bacterium                                   

MPTase-PVC   ?  STox-19*   ?    ?  

NKE72928.1
VTOW01000004.1:261894-266110                            
Candidatus Manganitrophus noduliformans                 

TIMbarrel   ?  MPTase-PVC STox-19* DUF4437 Thio2_N Thioredoxin

NMM47263.1
JABBNU010000002.1:1-3936                                
Flammeovirgaceae bacterium KN852                        

  ?  Metallopeptidase STox-19*   ?  AAA-ToxA

NOQ15152.1
WTCN01000307.1:4025-8846                                
Methyloprofundus sp.                                    

Trypsin   ?  STox-19* FN3 RHOD-CDC25 RHOD-CDC25

NOQ64430.1
WTCM01000158.1:9820-17130                               
Methyloprofundus sp.                                    

  ?    ?  STox-19* AAA_13   ?  

NOY24558.1
JAADHA010000053.1:1-3468                                
Oligoflexia bacterium                                   

  ?  MPTase-PVC STox-19* LysR_substrate YceI

NOY26177.1
JAADHA010000304.1:1-4558                                
Oligoflexia bacterium                                   

  ?    ?  Annexin STox-19*   ?    ?  

NOY27494.1
JAADHA010000507.1:4643-9732                             
Oligoflexia bacterium                                   

HTH PBP_like   ?  MPTase-PVC OmpA STox-19* Ntox18   ?  

NOY46224.1
JAADGT010000330.1:11847-20975                           
Deltaproteobacteria bacterium                           

FlgD_ig RHOD-CDC25 Rhodanese STox-19* Big_9 Cadherin HfIG IG IG TSP_3

NUQ36117.1
JABWBM010000234.1:267-3677                              
Planctomycetaceae bacterium                             

STox-19*   ?  HlyD_D23

NWF70962.1
JACAER010000050.1:33018-39290                           
Chloroflexota bacterium                                 

Hydant_A_N Hydantoinase_A Hydant_A_C   ?  STox-19 STox-19*   ?  Aminotran_3

OGP68596.1
MGQC01000065.1:45-6181                                  
Deltaproteobacteria bacterium RBG_13_47_9               

  ?  DUF4123 STox-19*   ?    ?  

OGP79417.1
MGQQ01000022.1:4290-7455                                
Deltaproteobacteria bacterium RBG_16_49_23              

  ?  STox-19*   ?    ?  DUF4123

OGU72997.1
MHAF01000118.1:14223-26226                              
Ignavibacteria bacterium RBG_16_34_14                   

CarboxypepD-reg-IG BetaPropeller OmpA PG_binding_1 STox-19* Phage_GPD VgrG Clp_N ClpABN-AAA ClpABC-AAA

PCK02910.1
NVXL01000223.1:71-3271                                  
Alteromonadaceae bacterium                              

STox-19*   ?  STAS Sulfate_transp

PKL48461.1
PGYD01000026.1:10643-18017                              
Planctomycetes bacterium HGW-Planctomycetes-1           

DHH DHHA1 RRM STox-19*   ?  

PLX38033.1
PKTR01000002.1:745254-750290                            
Hyphomicrobiales bacterium                              

EPSP_synthase FYDLN_acid STox-19 Beta-Roll* CMD   ?  

PNC06460.1
PJKB01000001.1:1318679-1331151                          
Akkermansia muciniphila                                 

  ?    ?  RHS RHS RHS RHS RHS STox-19*   ?  DUF4190

PRQ06205.1
PVNL01000079.1:90-6539                                  
Enhygromyxa salina                                      

  ?  Phage_GPD VgrG STox-19*   ?  CpeT

PRY81126.1
PVTN01000002.1:79832-84827                              
Marivita geojedonensis                                  

Thioredoxin_4 ScsC_N   ?  STox-19* GcpE HTH_25 RODZ-HTH RODZ-HTH

PSK93422.1
PYGD01000002.1:439927-446868                            
Taibaiella chishuiensis                                 

PG_binding_1 NLPC MPTase-PVC MPTase-PVC STox-19* Metallopeptidase Metallopeptidase CapCone-1

PYP84918.1
QHVI01000111.1:2682-8448                                
Candidatus Angelobacter sp. Gp1-AA117                   

Metallopeptidase Ntox42-ColicinM-5   ?  MPTase-PVC STox-19* MPTase-PVC Aspzincin_M35   ?  

PYS52927.1
QHXB01000137.1:1-2629                                   
Acidobacteria bacterium                                 

STox-19*   ?  PQQ_2

PZO69797.1
QFMX01000144.1:134-1159                                 
Sphingomonas taxi                                       

STox-19*   ?  

PZW41568.1
QKYV01000003.1:191576-194062                            
Mesonia algae                                           

TssD TssD STox-19*   ?    ?  

QDU71713.1
CP036280.1:1961435-1969701                              
Mucisphaera calidilacus                                 

ANTHRAXPAG-N IG IG G8 MlaE STox-19 Dockerin_1*   ?    ?  

QQS12181.1
CP064988.1:4678038-4681595                              
Rhodospirillales bacterium                              

PhyH   ?  STox-19* YCII   ?  

REK07903.1
QQVE01000060.1:12289-16726                              
Planctomycetota bacterium                               

DUF374 STox-19 PEP-CTERM* N-OB Exonuc_VII_L Exonuc_VII_S DAP_epimerase DAP_epimerase

RJP32381.1
QZJT01000127.1:2225-12370                               
Phycisphaerales bacterium                               

Phage_GPD VgrG CarboxypepD-reg-IG LysM PG-binding STox-19*   ?  PAS

RKZ89954.1
QNEW01000552.1:1-2322                                   
Gammaproteobacteria bacterium                           

STox-19* ASH-Ig   ?  

RLC28728.1
QMNA01000320.1:1-3239                                   
Deltaproteobacteria bacterium                           

FlgD_ig RHOD-CDC25 RHOD-CDC25 STox-19*

RLI93024.1
QMZK01000005.1:17557-24393                              
Candidatus Altiarchaeales archaeon                      

RraA-like OMPdecase HEAT STox-19 CARDB*   ?    ?  

RMG15989.1
RFHU01000137.1:3081-8206                                
Planctomycetota bacterium                               

3D MltA   ?  STox-19*

RZT04293.1
SGXH01000003.1:586245-593447                            
Duganella sp. BK701                                     

PRK MASE11 His-Kinase Receiver HPT STox-19* MFS_1 Glyco_hydro_43 GH43_C2

SEN83210.1
FODP01000001.1:239154-247106                            
Rhodospirillales bacterium URHD0017                     

TctC Dyp_perox_N Dyp_perox_C STox-19* Gln_deamidase_2 Amidase

TAH49042.1
SHND01000059.1:50253-56180                              
Chloroflexota bacterium                                 

MPTase-PVC Metallopeptidase Lamprin MPTase-PVC STox-19* Metallopeptidase   ?  

TDI74371.1
SMXI01000081.1:852-5061                                 
Betaproteobacteria bacterium                            

  ?  Calcineurin IG STox-19*   ?  

UDQ99532.1
CP085689.1:494977-497842                                
Lentisphaerae bacterium WC36                            

  ?  RHS   ?  RHS Prok-JAB RHS STox-19*

UDQ98449.1
CP085689.1:585736-590033                                
Lentisphaerae bacterium WC36                            

RHS   ?  RHS STox-19*   ?  RHS

WP_224433095.1
NZ_JAHXRK010000033.1:34368-40048                        
Escherichia coli                                        

DUF2169   ?  ketoacyl-synt Tox-PAAR-like Tox-GHH2 Tox-PAAR-like STox-19*

WP_174220979.1
NZ_CP121157.1:3728831-3734239                           
Escherichia coli                                        

  ?  RnaseH 35exo STox-19* RHS Tox-ART-HYD2

WP_227912065.1
NZ_BFMQ01000174.1:23565-31602                           
Escherichia coli                                        

  ?  IcmF-related_N IcmF-related IcmF_helical IcmF_C TagF_N Phage_GPD VgrG Toast-rack STox-19*

WP_308308187.1
NZ_JAPTFX010000018.1:34507-39666                        
Stenotrophomonas sp. Sm6012                             

GATase ACDScore   ?  PAAR_motif STox-19* SIMPL

WP_012236739.1
NC_010162.1:5727927-5733360                             
Sorangium cellulosum So ce56                            

  ?  STox-19* DUF2169 Phage_GPD Phage_base_V   ?  

WP_012826779.1
NC_013440.1:2212286-2217705                             
Haliangium ochraceum DSM 14365                          

  ?    ?  STox-19*   ?    ?  

WP_138180022.1
NC_013235.1:1815467-1820264                             
Nakamurella multipartita DSM 44233                      

T2SSF T2SSF SHS2 Bac_luciferase STox-19*

WP_020952515.1
NC_022049.1:393639-398479                               
Paracoccus aminophilus JCM 7686                         

Hint_2 STox-19*   ?  DUF4123   ?  

WP_182246669.1
NZ_VIQP01000002.1:108285-112699                         
Cellulophaga baltica                                    

AIRC ZnR   ?  STox-19* Peptidase_M3

WP_159331870.1
NZ_CACSHA010000009.1:75027-77750                        
Tenacibaculum maritimum                                 

  ?    ?    ?  DDE_Tnp_1_6 STox-19*

WP_027069759.1
NZ_AUHT01000007.1:108456-112413                         
Lysobacter defluvii IMMIB APB-9 = DSM 18482             

Ubie_methyltran Deaminase STox-19* HslUClpX-AAA   ?  

WP_028067626.1
NZ_KE384072.1:312223-319432                             
Solirubrobacter soli DSM 22325                          

PG-binding STox-19* wHTH-4stranded TPR SWACOS TPR TPR Methyltransf_25 NLPC

WP_028667219.1
NZ_DLHK01000019.1:166050-171287                         
Runella zeae                                            

STox-19* adh_short_C2   ?  DM9 DM9 DM9

WP_051340876.1
NZ_AUCF01000015.1:53543-59520                           
Azospirillum halopraeferens DSM 3675                    

ARG DRAT PfkB CTP_transf_like STox-19 Beta-Roll* Abhydrolase_1

WP_081797249.1
NZ_CP007597.1:3287147-3291172                           
Stenotrophomonas rhizophila                             

  ?    ?  PAAR_motif STox-19* PAAR_motif STox-19   ?  

WP_039125524.1
NZ_CP010427.1:1577234-1582816                           
Allofrancisella guangzhouensis                          

  ?  DUF4124 STox-19 STox-19* HD_4 RelA_SpoT TGS   ?  

WP_052731143.1
NZ_CP010429.1:2359455-2362989                           
Spirosoma radiotolerans                                 

PAAR_motif   ?  Tox-VanY STox-19 STox-19*

WP_047788820.1
NZ_CP032544.1:748698-753181                             
Tenacibaculum mesophilum                                

STox-19* MFS_1 cNMPBD CRP-HTH Flavodoxin_2   ?  

WP_172674309.1
NZ_LBGV01000001.1:537287-540571                         
Persicobacter sp. CCB-QB2                               

  ?    ?    ?    ?  STox-19*

WP_080375949.1
NZ_LDVS01000012.1:30434-34280                           
Stenotrophomonas maltophilia                            

  ?  SIMPL GATase PAAR_motif STox-19*   ?  

WP_082746744.1
NZ_CP014274.1:4219068-4223249                           
Stenotrophomonas sp. KCTC 12332                         

MlaE ABC_tran PAAR_motif STox-19*   ?  ASH-Ig

WP_062642976.1
NZ_FCOG02000168.1:341-10351                             
Caballeronia arationis                                  

MPTase-PVC Mbetalac CALCOCO1 Metallopeptidase STox-19* DUF1566 TIR   ?  

WP_068295798.1
NZ_LYXZ01000055.1:19600-23259                           
Labrys sp. WJW                                          

RelE-ParE MetJArc-HTH STox-19* DUF4105 SpoU_sub_bind SPOUT

WP_157073398.1
NZ_BCRE01000231.1:3513-6136                             
Kribbia dieselivorans NBRC 106261                       

CIS_tube   ?  MPTase-PVC STox-19*

WP_068592037.1
NZ_LRXL01000037.1:345433-347946                         
Cochleicola gelatinilyticus                             

  ?  STox-19* TssD TssD   ?  

WP_069829709.1
NZ_MDJD01000034.1:125829-132639                         
Flavivirga aquatica                                     

ABC_tran Alginate_exp STox-19* Phage_GPD Phage_base_V   ?  

WP_071896350.1
NZ_MPIN01000001.1:808142-812862                         
Cystobacter ferrugineus                                 

Amidohydro_1 Pyr_redox_3 STox-19*   ?  Imm52

WP_074489659.1
NZ_FPAM01000005.1:72809-78141                           
Mucilaginibacter polytrichastri                         

Phage_GPD Phage_base_V DUF2345   ?  STox-19* TPM_phosphatase TssD

WP_086873463.1
NZ_FXWP01000025.1:157203-162097                         
Kosakonia pseudosacchari                                

Phage_GPD VgrG T6SS_Vgr DUF2345 DUF4123 STox-19*   ?    ?  

WP_086896143.1
NZ_NCWQ01000111.1:1087-5766                             
Flavobacterium sp. AJR                                  

  ?  NLPC STox-19* Phage_GPD Phage_base_V   ?  

WP_175540522.1
NZ_FNIY01000001.1:1203912-1208648                       
Phyllobacterium sp. OV277                               

DctP Peptidase_C26   ?  PBPI STox-19*

WP_092131573.1
NZ_FNQK01000002.1:102087-106798                         
Bizionia paragorgiae                                    

Phage_GPD Phage_base_V DUF2345   ?  STox-19* Disulph_isomer Acyltransferase

WP_094570326.1
NZ_CP022743.1:2180395-2190727                           
Mucilaginibacter xinganensis                            

CIS_TMP MPTase-PVC STox-19* Metallopeptidase OmpA MPTase-PVC AAA-ToxA

WP_095988831.1
NZ_CP022098.1:8180991-8186575                           
Cystobacter fuscus                                      

DUF2169 Tox-PAAR-like STox-19*   ?    ?  ketoacyl-synt

WP_157758851.1
NZ_CP022098.1:8833759-8838249                           
Cystobacter fuscus                                      

Tox-PAAR-like   ?  STox-19* ketoacyl-synt   ?  

WP_096326549.1
NZ_FOMX01000079.1:3994-8895                             
Nannocystis exedens                                     

DUF2169 Tox-PAAR-like STox-19*   ?    ?  ketoacyl-synt

WP_096415279.1
NZ_CP023465.1:4458404-4462269                           
Lysobacter capsici                                      

PPK2   ?  PAAR_motif STox-19* HTH_26   ?  

WP_102712528.1
NZ_PJKA01000006.1:86210-94867                           
Akkermansia muciniphila                                 

RHS RHS RHS RHS STox-19*   ?  MNS-STAND Pan_kinase

WP_105864191.1
NZ_JAGIPY010000026.1:48995-57004                        
Labrys sp. LIt4                                         

STox-19* Amidohydro_3 SBP_bac_3 Clp_N Clp_N ClpABN-AAA ClpABC-AAA G6PD_C G6PD_N

WP_106090663.1
NZ_PVNL01000071.1:27811-35079                           
Enhygromyxa salina                                      

DUF779 Aldedh Phage_GPD VgrG STox-19*   ?  Lipocalin_5

WP_106159378.1
NZ_PVTT01000001.1:511978-516586                         
Hasllibacter halocynthiae                               

  ?    ?  STox-19* SM-MscS TGT

WP_106471398.1
NZ_CP027665.1:967864-972000                             
Pukyongiella litopenaei                                 

DUF815 LysM STox-19* WYL HTH_11   ?  ABC_tran TOBE_2

WP_107845160.1
NZ_QBKS01000001.1:1658810-1662408                       
Litoreibacter ponti                                     

DUF4123   ?  STox-19*   ?  Cytochrome_P460

WP_109675250.1
NZ_QGDT01000007.1:241416-247931                         
Dyadobacter jejuensis                                   

SLATT Metallopeptidase STox-19* MPTase-PVC A2M_BRD RHS   ?  

WP_109700008.1
NZ_QFFK01000010.1:124836-132430                         
Chitinophaga deserti                                    

Metallopeptidase STox-19* AAA-ToxA Glyco_hydro_46 CIS_TMP VWA

WP_113923272.1
NZ_QMIK01000002.1:35977-41455                           
Cognataquiflexum aquatile                               

AAA-ToxA MPTase-PVC STox-19* MPTase-PVC PG-binding   ?    ?  

WP_114789448.1
NZ_CP139960.1:1974961-1979130                           
Niabella yanshanensis                                   

Phage_GPD Phage_base_V DUF2345   ?  STox-19* TssD TssD

WP_123216916.1
NZ_RJTM01000106.1:14399-18429                           
Sinomicrobium pectinilyticum                            

  ?  TssD STox-19*   ?  Phage_GPD Phage_base_V DUF2345

WP_129740281.1
NZ_LR136958.1:4361704-4367976                           
Alteromonas sp. 76-1                                    

PfkB ATP-LIGASE STox-19* BirA-HTH ROK Mbetalac

WP_126978447.1
NZ_PQSP01000001.1:904324-909092                         
Saezia sanguinis                                        

PspA   ?  STox-19*   ?  DUF4123

WP_127715997.1
NZ_QOCL01000003.1:260501-266880                         
Halobacteriovorax sp. HLS                               

Receiver His-Kinase PAS PAS_4   ?  STox-19* SBP_bac_3   ?  

WP_128095563.1
NZ_QAIW01000065.1:10988-15453                           
Stenotrophomonas sp. HMWF003                            

SIMPL   ?  PAAR_motif STox-19* GATase SIMPL

WP_128152347.1
NZ_CP034930.1:2229462-2234324                           
Apibacter raozihei                                      

  ?    ?  STox-19*   ?    ?  

WP_128153030.1
NZ_CP034930.1:3000950-3006817                           
Apibacter raozihei                                      

NT5C GIY-YIG STox-19*   ?  SbcC SbcC UvrA_DNA-bind ABC_tran

WP_133270644.1
NZ_SMSK01000024.1:54857-61054                           
Segetibacter sp. 3557_3                                 

  ?  DUF4123 STox-19* GPW_gp25   ?  

WP_135440742.1
NZ_SRLE01000001.1:235037-241936                         
Mangrovimicrobium sediminis                             

MotA_ExbB Cast DUF3450 Metallopeptidase STox-19*   ?    ?  

WP_135491951.1
NZ_PDIF01000038.1:31561-36132                           
Escherichia sp. E2748                                   

T6SS_Tgi2PP STox-19* Phage_GPD VgrG Glucosaminidase   ?  

WP_136919947.1
NZ_CP079217.1:5798652-5802459                           
Polyangium aurulentum                                   

  ?    ?  STox-19*   ?  ThiS

WP_137188882.1
NZ_CP128802.1:1255370-1262438                           
Stenotrophomonas rhizophila                             

TonB_dep_Rec PLUG Mqo PAAR_motif STox-19*   ?    ?  

WP_138368099.1
NZ_VCEJ01000008.1:219519-226318                         
Dyadobacter luticola                                    

  ?  Clp_N ClpABN-AAA ClpABC-AAA STox-19* FN3   ?  

WP_145088009.1
NZ_CP036274.1:2809158-2816028                           
Anatilimnocola aggregata                                

PDH_N PDH_C PurS FGAR-AT_linker AIRS AIRS_C AIRS AIRS_C STox-19* SQHop_cyclase_C Prenyltrans FliL

WP_145385451.1
NZ_CP037423.1:2197882-2203080                           
Stieleria neptunia                                      

  ?  DLH STox-19* SQHop_cyclase_C   ?  

WP_211104401.1
NZ_VITE01000003.1:91763-97706                           
Azospirillum baldaniorum                                

Malt_amylase_C Alpha-amylase Cons_hypoth95 PSYN STox-19 Beta-Roll* DHBP_synthase

WP_219906769.1
NZ_PVNK01000117.1:270-1632                              
Enhygromyxa salina                                      

  ?  Y2_Tnp STox-19*

WP_146545919.1
NZ_VOHA01000022.1:71803-77417                           
Reyranella sp. CPCC 100927                              

Aldedh   ?  STox-19*   ?  SnoaL_4

WP_146861351.1
NZ_BKAU01000002.1:137648-145396                         
Chitinophaga cymbidii                                   

CIS_TMP IG VWA STox-19* MPTase-PVC AAA-ToxA

WP_223883357.1
NZ_VVIN01000009.1:25196-35364                           
Arenibacter lacus                                       

nSTAND1 FIVAR TIR Metallopeptidase Metallopeptidase STox-19* PVC-AAA

WP_152284853.1
NZ_WFLI01000044.1:22073-29745                           
Janthinobacterium violaceinigrum                        

Trp_halogenase   ?  Phage_GPD VgrG T6SS_Vgr DUF2345 STox-19* DotU T6SS_VasE

WP_156863928.1
NZ_CP041352.1:3765904-3770272                           
Casimicrobium huifangae                                 

HemN_C RADICAL-SAM Pantoate_transf STox-19* DUF480 HAM

WP_157678116.1
NZ_CP021425.1:536672-541748                             
Oleiphilus messinensis                                  

MUG113   ?  STox-19* Receiver Receiver His-Kinase BarAN OpuAC

WP_159470211.1
NZ_VTOL01000006.1:316426-321070                         
Dyadobacter sp. 3J3                                     

FN3   ?  STox-19* STox-19 OmpA

WP_159523313.1
NZ_WVEM01000019.1:15762-21315                           
Sunxiuqinia indica                                      

  ?  CBS MPTase-PVC MPTase-PVC PG-binding STox-19* AAA-ToxA CIS_TMP

WP_160127497.1
NZ_CP019288.1:40968-47135                               
Kordia antarctica                                       

MarR-HTH   ?  MPTase-PVC STox-19* AMP-binding cNMPBD

WP_160425931.1
NZ_WTEW01000027.1:6568-9445                             
Gilliamella sp. Pas-s27                                 

HTH_21 rve HTH_21 HTH_Tnp_1 STox-19*   ?  

WP_163506455.1
NZ_WOTN01000001.1:1672686-1678082                       
Fodinicola acaciae                                      

BPD_transp_1   ?  STox-19* SBP_bac_5 BPD_transp_1_N BPD_transp_1

WP_163507491.1
NZ_WOTN01000001.1:2945484-2950218                       
Fodinicola acaciae                                      

adh_short_C2 HTH_1 STox-19*   ?  ADH_zinc_N_2

WP_164327444.1
NZ_CP048641.1:8972260-8976953                           
Streptomyces aureoverticillatus                         

  ?  Glyoxalase_6 SPASM Radical_SAM STox-19*   ?  DUF6734

WP_217701935.1
NZ_JAATOX010000009.1:9514-12854                         
Phaeobacter sp. HF9A                                    

PEMT   ?  DnaJ BolA PG_binding_1 STox-19*

WP_167963108.1
NZ_CP050831.1:3395569-3399047                           
Bacteroides faecium                                     

  ?  HU-HIG STox-19* PAAR_motif   ?  

WP_169697987.1
NZ_LS974202.1:79111-86338                               
Mesotoga infera                                         

Pyridox_ox_2 Flg_new_2 HEAT STox-19 BactIG* DUF2207 DUF2207_C H_PPase   ?  

WP_169981139.1
NZ_JABBYO010000027.1:24631-28506                        
Tautonia rosea                                          

PAIREDC-HTH   ?  STox-19* GDSL YhcG_C

WP_172303200.1
NZ_JABJWV010000001.1:2492344-2500860                    
Pseudenhygromyxa sp. WMMC2535                           

OEP OEP   ?  Phage_GPD VgrG STox-19*   ?    ?  

WP_174139933.1
NZ_JABUFE010000018.1:32870-35807                        
Parasulfitobacter algicola                              

OmpA-beta-barrel STox-19* HTH_21

WP_182376586.1
NZ_CP053928.1:3415866-3420757                           
Nocardioides sp. WS12                                   

OmpR-HTH Aminotran_4 STox-19*   ?  PadR-HTH

WP_183891398.1
NZ_JACHCG010000003.1:31536-36441                        
Pedobacter cryoconitis                                  

Phage_GPD Phage_base_V DUF2345 Tox-ABHYDROLASE STox-19* TssD TssD

WP_183889009.1
NZ_JACHCG010000001.1:1712505-1718862                    
Pedobacter cryoconitis                                  

His-Kinase PHY GAF PAS_2 Glyco_hydro_76 STox-19*   ?    ?  

WP_186417984.1
NZ_FYAS01000013.1:116563-120869                         
Bosea sp. CS1GBMeth4                                    

SAF DRL_cat GFO_IDH_MocA TctC STox-19*   ?    ?  

WP_187760363.1
NZ_CP061038.1:3171738-3176707                           
Sphingomonas alpina                                     

Aminotran_3   ?  STox-19* Glyco_transf_28 EryCIII-like_C ABC2_membrane

WP_188753336.1
NZ_BMIK01000021.1:64245-70398                           
Parapedobacter defluvii                                 

AAA-ToxA   ?  Metallopeptidase STox-19*   ?  MPTase-PVC

WP_191728122.1
NZ_JACSQJ010000001.1:532629-536157                      
Luteimonas colneyensis                                  

HNH   ?  STox-19*   ?  Glutaminase

WP_192127232.1
NZ_JACYUG010000009.1:76820-81564                        
Sphingomonas sp. CFBP 8760                              

  ?  STox-19* SM-MscS SSF PhyH

WP_195254227.1
NZ_JADMXI010000211.1:1-1710                             
Hoylesella timonensis                                   

STox-19*   ?  

WP_199091393.1
NZ_JAELTI010000086.1:20770-23812                        
Bosea sp. ASV33                                         

  ?    ?  STox-19* CusF_Ec Copper-bind

WP_199609778.1
NZ_CP059888.1:3445785-3450557                           
Flocculibacter collagenilyticus                         

PLUG TonB_dep_Rec   ?  STox-19*   ?  cHTH

WP_201842247.1
NZ_JAERQD010000097.1:3444-10725                         
Microvirga zambiensis WSM3693                           

  ?  Epimerase STox-19 Beta-Roll* EamA EamA   ?  

WP_203913165.1
NZ_BONY01000068.1:1-4772                                
Rhizocola hellebori                                     

STY-kinase   ?  WXG STox-19* Cu-oxidase_2 Cu-oxidase Cu-oxidase_3 DUF6220

WP_203980416.1
NZ_BAAAKY010000075.1:13508-19730                        
Planotetraspora silvatica                               

MerR-HTH MerR STox-19* MLTR_LBD HTH_3 Glyoxalase_6 Erythro_esteras

WP_204658537.1
NZ_CP056775.1:4851437-4857984                           
Dyadobacter sandarakinus                                

  ?  Clp_N ClpABN-AAA ClpABC-AAA STox-19* OmpA FN3

WP_207460449.1
NZ_JAFIQV010000029.1:371-10795                          
Azospirillum sp. SYSU D00513                            

Beta-Roll Calx-beta Beta-Roll Calx-beta Beta-Roll Beta-Roll STox-19 Beta-Roll* AMP-binding_C AMP-binding Acyltransferase MFS_1 TetR_N

WP_209361238.1
NZ_JAGISH010000006.1:237021-242158                      
Sagittula salina                                        

PfkB STox-19*   ?  PTA_PTB Malic_M malic PMSR

WP_209564331.1
NZ_JAFICC010000007.1:245039-248839                      
Flavobacterium sp. 1355                                 

YTCD-HTH DUF4886 STox-19*   ?  YqeY

WP_211636554.1
NZ_JADRFQ010000029.1:11827-18188                        
Porphyromonas levii                                     

STox-19*   ?  TssD AbiEii Helicase_C

WP_212448059.1
NZ_CP073577.1:1745998-1751209                           
Erythrobacter sp. JK5                                   

BD-FAE   ?  STox-19* tRNA-synt_His 2-Hacid_dh 2-Hacid_dh_C PGDH_inter ACT

WP_218444417.1
NZ_JAGSPA010000001.1:911385-918789                      
Pacificimonas pallii                                    

TPP_enzyme_N TPP_enzyme_M TPP_enzyme_C   ?  STox-19* PPDK_N PEP-utilisers PEP-utilisers-C tRNA_synt_2f

WP_220394270.1
NZ_VDAY01000023.1:54321-57199                           
Citrobacter sp. EC_71                                   

STox-19*   ?    ?    ?  RHS

WP_223405172.1
NZ_JAGSHT010000010.1:99141-105558                       
Occultella gossypii                                     

ICLR-HTH   ?  STox-19* Inositol_P NAGPA Invasin_D3 Calcineurin

WP_223670582.1
NZ_JACNML010000008.1:22905-26285                        
Kangiella shandongensis                                 

YicC_N DUF1732   ?  STox-19* PP2A DUF525


