
AXI04030.1
CP031222.1:3309523-3318260                                  
Aquirhabdus parva                                           

FAD_binding_4 FAD-oxidase_C   ?  RHS RHS_repeat RHS STox-23*   ?  Beta-lactamase

EBX7348412.1
AAHLRA010000064.1:1-1379                                    
Salmonella enterica subsp. enterica serovar Livingstone     

RHS STox-23*   ?  SymE_toxin

HAP74486.1
DMQJ01000006.1:2784-5268                                    
Acidimicrobiaceae bacterium                                 

  ?    ?  STox-23*   ?  Tox-CompNuc

HBE78587.1
DNPP01000230.1:1-10555                                      
Bacillota bacterium                                         

Glucodextran_B Glucodextran_B Glucodextran_B Big_13 RHS RHS RHS_repeat RHS RHS_repeat RHS PG_binding_1 STox-23*   ?    ?  

HCA67596.1
DOWT01000059.1:935-3590                                     
Candidatus Jacksonbacteria bacterium                        

  ?    ?  RHS STox-23*   ?    ?  

HIF10387.1
DUDI01000432.1:210-2022                                     
Sneathiellales bacterium                                    

STox-23* eIF-1a MAF

KJS53024.1
JZKG01000154.1:1-9811                                       
Streptomyces rubellomurinus subsp. indigoferus              

RHS Stv   ?  RHS PT-HINT STox-23* ab-Hydrolase Abhydrolase_1

KKW18095.1
LCQM01000001.1:1418-14413                                   
Candidatus Kaiserbacteria bacterium GW2011_GWB1_50_17       

RHS   ?  SPVB BetaPropeller RHS_repeat DUF6443 RHS RHS RHS STox-23* Capsule_synth GFO_IDH_MocA

KQN96007.1
LMLV01000035.1:31579-38595                                  
Paenibacillus sp. Leaf72                                    

  ?  RHS_repeat RHS RHS HINT HINT STox-23*   ?  Cu_amine_oxidN1 Trypsin

KQT28482.1
LMQN01000009.1:3606-9801                                    
Chryseobacterium sp. Leaf405                                

DUF6443 RHS   ?  RHS STox-23*   ?    ?  

MBA3559090.1
JACDCM010000157.1:2344-7283                                 
Gemmatimonadaceae bacterium                                 

RHS DUF6572 RHS STox-23*   ?    ?  

MBD2495334.1
JACJSD010000015.1:105022-111040                             
Nostoc sp. FACHB-280                                        

  ?  TrkA_N Ion_trans_2 TrkA_N STox-23*   ?  VWA_3 VIT

MBD2612831.1
JACJTC010000011.1:153119-157420                             
Nostoc punctiforme FACHB-252                                

LysR_substrate DUF4140 DUF4139 STox-23*   ?  DUF1627

MBD2741641.1
JACJTV010000006.1:92998-96891                               
Coleofasciculus sp. FACHB-1120                              

  ?  Aminotran_1_2 STox-23*   ?    ?  

MBI1916066.1
JACOUH010000201.1:970-5158                                  
Planctomycetota bacterium                                   

  ?    ?  STox-23* 2-oxoacid_dh E3_binding BLBD TGase TPR

MBI2804405.1
JACPPF010000036.1:3679-10820                                
Planctomycetota bacterium                                   

DUF1501   ?  STox-23*   ?  Big_2 PSCyt2 PSD1

MBI2807073.1
JACPPF010000115.1:49549-55841                               
Planctomycetota bacterium                                   

Peptidase_S9 Beta-Prop   ?  STox-23* GTP_EFTU GTP_EFTU_D2 EFG_III EFG_C LepA_C   ?  

MBI3411485.1
JACPZP010000162.1:10900-13553                               
Planctomycetota bacterium                                   

AAA_25   ?  STox-23*   ?  PIN

MBI3425800.1
JACPYM010000075.1:57224-62695                               
Acidobacteria bacterium                                     

RHS   ?  RHS RHS RHS_repeat RHS STox-23*

MBI3797223.1
JACQEL010000287.1:1920-5021                                 
Deltaproteobacteria bacterium                               

ParD_antitoxin RelE-ParE STox-23*   ?  CoA_transf_3

MBI4613834.1
JACQVV010000170.1:303-9349                                  
Planctomycetota bacterium                                   

  ?  DUF6531 RHS RHS_repeat RHS_repeat RHS_repeat RHS_repeat RHS STox-23* MshEN Thermonuclease

MBI4924128.1
JACRAF010000069.1:20225-28757                               
Devosia nanyangense                                         

HTH DUF3862 SPVB BetaPropeller TcdB_toxin_midN RHS_repeat RHS_repeat RHS_repeat RHS RHS STox-23*   ?  Peptidase_A24

MBI5692759.1
JACRQG010000032.1:38572-52874                               
Verrucomicrobia bacterium                                   

PLUG TonB_dep_Rec   ?  RHS RHS RHS STox-23*   ?  FN3 GLYCO IG

MBK8252951.1
JADJRH010000001.1:2534226-2539983                           
Polyangiaceae bacterium                                     

  ?  Imm26 RHS STox-23* Imm26   ?  

MBL0028891.1
JADKGG010000005.1:238067-241907                             
Rhodanobacteraceae bacterium                                

  ?  RHS Tae2 STox-23*   ?    ?  

MBL0320049.1
JADKJE010000006.1:3779-6542                                 
Alphaproteobacteria bacterium                               

DDE_Tnp_IS66_C Imm53 STox-23* DDE_Tnp_1_6 DDE_Tnp_1   ?  

MBL8260845.1
JAEUPQ010000002.1:62892-74860                               
Lysobacteraceae bacterium                                   

  ?    ?  RHS RHS_repeat RHS_repeat RHS STox-23* NAD_kinase NAD_kinase_C GDH_ACT1 GDH_HM1 GDH_ACT2 GDH_HM2 GDH_ACT3 GDH_HM3 Bac_GDH_CD GDH_C

MBM3235664.1
VGLC01000011.1:11526-13714                                  
Candidatus Poribacteria bacterium                           

  ?  PFO_beta_C STox-23*   ?    ?  

MBM3242357.1
VGLC01000250.1:8216-12490                                   
Candidatus Poribacteria bacterium                           

  ?    ?  STox-23* PQQ_3 ASH-Ig Dockerin_1 Cohesin FlgD_ig

MBN1207446.1
JAFGNZ010000204.1:1-3700                                    
Myxococcaceae bacterium                                     

RHS_repeat RHS STox-23*   ?  adh_short_C2

MBN8787899.1
JAFKMJ010000410.1:537-1817                                  
Terrimonas sp.                                              

  ?  RHS PT-TG STox-23*

MBN9064178.1
JAFKJS010000106.1:1-4948                                    
Hyphomicrobiales bacterium                                  

RHS STox-23* Transposase_20 DEDD_Tnp_IS110

MBR4733724.1
JAFZNO010000103.1:184-10000                                 
Lachnospiraceae bacterium                                   

Big_2 IG IG STox-23*   ?    ?  

MBS0219459.1
JAFEBU010000010.1:19212-23073                               
Proteobacteria bacterium                                    

  ?    ?  STox-23* Tox-ALFMPTase VHL   ?  

MBS1511483.1
JAFDZS010000010.1:127076-137766                             
Bacteroidetes bacterium                                     

SPVB RHS   ?  DUF6443 RHS RHS RHS STox-23*   ?  HNH

MBS1790163.1
JAFDVI010000026.1:85813-90148                               
Acidobacteria bacterium                                     

DinB_2   ?  STox-23* OmpR-HTH FlaToC TPR TPR TPR

MBS4051171.1
JAGXRE010000226.1:1-3621                                    
Methylomonas sp.                                            

RHS_repeat RHS RHS RHS RHS STox-23*   ?    ?  

MBV7270741.1
JAGSPD010000034.1:1-1279                                    
Winogradskyella luteola                                     

RHS STox-23*   ?  

MBV8129421.1
JAFAHT010000407.1:23071-31049                               
Planctomycetaceae bacterium                                 

D6 COG2_C STox-23* TPR MTase MTase MmeI_TRD

MBV8987446.1
JAFASS010000118.1:397-4144                                  
Solirubrobacterales bacterium                               

Tox-RelA   ?  STox-23*   ?    ?  

MBX9585247.1
JAIEQN010001143.1:1-1921                                    
Gemmataceae bacterium                                       

tRNA-synt_1e DALR_2 STox-23*   ?    ?  

MBY0513590.1
JAIEMF010000305.1:1-3097                                    
Gemmataceae bacterium                                       

RuvC   ?  STox-23* tRNA-synt_1e DALR_2 YgbB

MCA1586192.1
JAIVJN010000331.1:1-953                                     
Acidobacteria bacterium                                     

STox-23*   ?  DtxR-HTH

MCC6227147.1
JADLFH010000076.1:65095-68340                               
Microthrixaceae bacterium                                   

  ?  ASCH STox-23* DUF4915 Usp

MCC6739388.1
JADLHC010000136.1:696-6210                                  
Planctomycetia bacterium                                    

HlyD_3 DADA-Ligase RHS STox-23* rve DJC28_CD

MCC7075330.1
JADZDP010000257.1:78055-87254                               
Deltaproteobacteria bacterium                               

Methyltransf_32 GBD-PPC SPVB IG RHS RHS RHS STox-23*   ?  

MSP00160.1
SHWL01000011.1:14401-18007                                  
Acetobacteraceae bacterium                                  

Abhydrolase_1 CHROMO STox-23* CcdB FGS

NHA16195.1
JAANBD010000029.1:361567-365442                             
Thioalkalivibrio sp. XN279                                  

  ?    ?  STox-23* SAP-LEM-HEH RhoN ATP-synt_ab Thioredoxin

NQE32519.1
SRRZ01000003.1:1102-4152                                    
Microcoleus asticus IPMA8                                   

  ?  STox-23* Hsp60 Cpn10

OGS50447.1
MGWA01000071.1:342-2936                                     
Euryarchaeota archaeon RBG_16_68_12                         

STox-23* HicB_lk_antitox Ldh_2

OGZ45577.1
MHNL01000006.1:171972-173336                                
Candidatus Ryanbacteria bacterium RIFCSPHIGHO2_01_FULL_48_27

HicA_toxin   ?  STox-23*

PKQ31645.1
PHEY01000004.1:157776-168920                                
Actinobacteria bacterium HGW-Actinobacteria-2               

Beta-lactamase2   ?  SPVB RHS_repeat RHS RHS STox-23*   ?  Imm11

PYP89930.1
QHVH01000002.1:113057-120757                                
Blastocatellia bacterium AA13                               

  ?    ?  RHS RHS STox-23* Cupredoxin BetaPropeller

RKU25685.1
PYJD01000041.1:36168-40940                                  
Candidatus Poribacteria bacterium                           

Amidase   ?  STox-23* SGL GFO_IDH_MocA GFO_IDH_MocA_C

RKZ78628.1
QNER01000793.1:934-4438                                     
Candidatus Parabeggiatoa sp. nov. 1                         

UPF0150 HicA_toxin STox-23*   ?  FGAR-AT_N

TXR28166.1
VRYD01000078.1:115-7227                                     
Escherichia coli                                            

  ?    ?  CNHydrolase RHS STox-23*

WP_082591201.1
NZ_CBCSJW010000049.1:18241-30458                            
Stenotrophomonas pavanii                                    

GATase NAD_synthase GMP_synt_C AAA_13   ?  RHS STox-23* RHS FN3 FN3 FN3

WP_006296393.1
NZ_AEGR01000026.1:1-1842                                    
Hylemonella gracilis ATCC 19624                             

STox-23*   ?  

WP_015207870.1
NC_019757.1:2812639-2822535                                 
Cylindrospermum stagnale PCC 7417                           

GD_N GD_N STox-23* STY-kinase SWACOS TPR GAF PAS SHELIX MNS-STAND RPE65

WP_154663955.1
NZ_CP025979.1:2249320-2255050                               
Escherichia marmotae                                        

DcrB PrePAARTM PAAR_motif DUF6531 RHS_repeat RHS_repeat RHS RHS STox-23*   ?    ?  

WP_027402420.1
NZ_CP099464.1:4050720-4054515                               
Dolichospermum heterosporum TAC447                          

  ?  STox-23* Pro_CA_2   ?  STAS Sulfate_transp

WP_052116111.1
NZ_JRKJ01000003.1:108695-114795                             
Lysobacter dokdonensis DS-58                                

Gln-synt_N Gln-synt_C GDE_C GDE_N_bis ?*   ?  Ammonium_transp

WP_236253175.1
NZ_CP056088.1:2233707-2237721                               
Stenotrophomonas maltophilia                                

SHS2   ?  RHS Peptidase_M15_3   ?  RHS STox-23*

WP_082576521.1
NZ_LMGS01000009.1:533799-543579                             
Lysobacter sp. Root604                                      

Sel1 Thymidine-kinase RHS STox-23*   ?    ?  

WP_082485956.1
NZ_LMLY01000023.1:96-6925                                   
Acidovorax sp. Leaf76                                       

  ?  RHS STox-23* RHS RHS_repeat RHS RHS

WP_157652057.1
NZ_LPEA01000037.1:64939-73029                               
Burkholderia ubonensis                                      

IMM-LBR   ?  STox-23* PrePAARTM PAAR_motif DUF6531 RHS_repeat RHS_repeat RHS_repeat RHS_repeat RHS RHS   ?  

WP_066196744.1
NZ_MAYU01000001.1:1069250-1075434                           
Bacillus sp. FJAT-27225                                     

Tox-HNH   ?  STox-23* Resolvase Recombinase DNMT3-treble-clef Resolvase Recombinase

WP_068536386.1
NZ_LVJH01000048.1:197826-204521                             
Paenibacillus glacialis                                     

WXG PT-TG DUF6531 RHS RHS_repeat RHS_repeat RHS_repeat RHS RHS RHS RHS RHS RHS   ?  RHS STox-23*   ?  RHS

WP_075016837.1
NZ_FODD01000011.1:37088-53058                               
Actinacidiphila rubida                                      

ENOYCOADEHYD 3HCDH_N 3HCDH SPVB DUF6588 RHS RHS PT-HINT STox-23* Big_13 LamininG LamininG LamininG   ?  Peptidase_M1_N Peptidase_M1

WP_143137973.1
NZ_JAVB01000075.1:40936-44489                               
Burkholderia ubonensis MSMB153                              

Tox-ColicinC ImmE5 TPS STox-23*   ?  

WP_073280607.1
NZ_FRAC01000060.1:1-4057                                    
Anaerocolumna jejuensis DSM 15929                           

  ?  RHS STox-23* RHS   ?    ?  

WP_075343587.1
NZ_MSMP01000025.1:4757-9237                                 
Tenacibaculum agarivorans                                   

Receiver LuxR-HTH   ?  STox-23* GTP_cyclohydroI tRNA-synt_His

WP_198207894.1
NZ_JACFSI010000006.1:79078-87885                            
Snodgrassella sp. W6238H14                                  

DcrB Phage_GPD VgrG PrePAARTM PAAR_motif DUF6531 RHS_repeat RHS_repeat RHS RHS STox-23*   ?  RHS Tox-ParBL1

WP_087465102.1
NZ_CP021382.1:163179-169792                                 
Cellvibrio sp. PSBB006                                      

  ?  RHS STox-23* RHS RHS_repeat RHS RHS   ?  ketoacyl-synt

WP_179830556.1
NZ_OCMW01000002.1:193674-199795                             
Variovorax sp. YR752                                        

TnpB_IS66   ?  EGF_MSP1_1 RHS HTH RHS RHS_repeat RHS RHS RHS STox-23*

WP_101201385.1
NZ_PJCF01000018.1:3069-4998                                 
Paraglaciecola sp. MB-3u-78                                 

  ?    ?  RHS STox-23*

WP_102395082.1
NZ_JBFRLP010000024.1:135198-138910                          
Enterovibrio norvegicus                                     

DUF2589   ?  STox-23*   ?    ?  

WP_109102337.1
NZ_QDKQ01000063.1:62731-69933                               
Caulobacter endophyticus                                    

Hexapep RHS_repeat RHS RHS RHS_repeat RHS STox-23*   ?    ?  RHS

WP_223250373.1
NZ_CP029843.1:2794698-2799420                               
Marilutibacter maris                                        

  ?    ?  RHS RHS STox-23* RHS

WP_133228749.1
NZ_SOZE01000006.1:117565-132928                             
Mucilaginibacter psychrotolerans                            

  ?  ZU5 SPVB BetaPropeller TcdB_toxin_midN DUF6443 RHS RHS STox-23* SprB Por_Secre_tail OmpA-beta-barrel Beta-Prop CHU_C

WP_141622421.1
NZ_CP041242.1:542746-547465                                 
Marilutibacter alkalisoli                                   

Trp_halogenase   ?  STox-23* MACPERFORIN   ?  

WP_152289378.1
NZ_VTPV01000003.1:196945-200181                             
Chryseobacterium viscerum                                   

  ?    ?  STox-23*   ?  RHS Tox-DUF4105

WP_232446603.1
NZ_LPFD01000114.1:128315-129954                             
Burkholderia ubonensis                                      

  ?    ?  RHS STox-23*

WP_167222901.1
NZ_VUYU01000004.1:18369-22369                               
Massilia rubra                                              

Ldh_2 ab-Hydrolase STox-23* Glucosaminidase   ?  

WP_170036459.1
NZ_JABDTL010000002.1:324733-334419                          
Longimicrobium terrae                                       

  ?    ?  RHS RHS STox-23* ASH-Ig RHS RHS RHS RHS DUF6883 MPAB_Lcp_cat

WP_173153295.1
NZ_AP022871.1:537614-544573                                 
Phytohabitans suffuscus                                     

ABC_tran TOBE_2 AraC_binding_2 HTH_18 HINT STox-23* Methyltransf_11 RVT

WP_223154833.1
NZ_JACVXB010000016.1:1-1712                                 
Aestuariibaculum sediminum                                  

  ?    ?  RHS STox-23*

WP_188429707.1
NZ_BAABKH010000001.1:57972-61194                            
Ornithinimicrobium tianjinense                              

  ?  STox-23* TUDOR   ?  DUF6804

WP_191187582.1
NZ_JACWMY010000002.1:168188-177455                          
Mucilaginibacter pankratovii                                

  ?    ?  DUF6443 RHS RHS STox-23* SPVB RHS   ?  

WP_198218035.1
NZ_JACFQM010000002.1:187922-195467                          
Snodgrassella sp. M0110                                     

  ?    ?  PrePAARTM PAAR_motif DUF6531 RHS_repeat RHS_repeat RHS_repeat RHS_repeat RHS_repeat RHS_repeat RHS STox-23* STox-23 RHS STox-23

WP_202262960.1
NZ_AP024235.1:4461651-4469327                               
Alteromonas sp. KC3                                         

IlvN IlvC IlvC RHS RHS_repeat RHS RHS_repeat RHS STox-23*   ?  CTD10

WP_207860628.1
NZ_JAFREP010000018.1:185673-210221                          
Acanthopleuribacter pedis                                   

Imm73   ?  FN3 RHS RHS LamininG RHS STox-23* SPVB Concanavalin-like RHS P_proprotein P_proprotein

WP_208933399.1
NZ_CP013656.1:714009-721228                                 
Rheinheimera sp. F8                                         

Y1_Tnp AviRa   ?  RHS RHS RHS RHS RHS STox-23*

WP_209746385.1
NZ_JBHSMH010000007.1:11730-23969                            
Cohnella suwonensis                                         

  ?    ?  DUF6531 RHS RHS_repeat RHS_repeat RHS_repeat RHS_repeat RHS_repeat RHS_repeat RHS RHS RHS_repeat RHS_repeat RHS_repeat RHS_repeat RHS_repeat RHS RHS RHS STox-23* Esterase GMC_oxred_C

WP_217468869.1
NZ_CABVQD010000088.1:1-730                                  
Burkholderia paludis                                        

RHS STox-23*   ?  

WP_226654910.1
NZ_BPER01000004.1:167543-170883                             
Leifsonia sp. LS1                                           

  ?    ?  STox-23* RNaseH NLPC

WP_230526730.1
NZ_JAJGAK010000001.1:1843684-1850027                        
Noviluteimonas lactosilytica                                

Gln-synt_N Gln-synt_C RHS STox-23*   ?  GDE_C GDE_N_bis Ammonium_transp


