
AFZ22679.1
CP003642.1:329225-335664                            
Cylindrospermum stagnale PCC 7417                   

dCache_1 HAMP His-Kinase 2OG-FeII_Oxy DIOX_N STox-25*   ?    ?  

CAM3763711.1
CBCSFI010000001.1:16421-19414                       
Flavobacterium branchiophilum                       

Imm17   ?  STox-25*   ?  RHS Tox-AHH

EIK3124916.1
ABDLDT010000016.1:91059-94940                       
Escherichia coli                                    

DDE_Tnp_1_assoc DDE_Tnp_1   ?  RHS STox-25*   ?    ?  

EKB01467.1
JH815505.1:748219-754778                            
Proteus mirabilis WGLW6                             

Colicin_D RHS STox-25*   ?  DcrB PrePAARTM PAAR PAAR_motif DUF6531 RHS_repeat RHS

EXU68091.1
JABQ01000013.1:54194-60881                          
Streptomyces sp. PRh5                               

DUF6188 MNS-STAND DUF234   ?  RHS STox-25*   ?  

GED68510.1
BJON01000008.1:341029-344300                        
Brevibacillus reuszeri                              

  ?  Imm46 RHS STox-25* DEDD_Tnp_IS110 Transposase_20   ?  

HCA42806.1
DOWN01000178.1:126-3558                             
Bacteroidetes bacterium                             

Tox-PL-2   ?  STox-25* Imm73 Imm73 HINT Tox-PL-2

KKD70132.1
LAPB01000025.1:1-3254                               
Salmonella enterica subsp. enterica serovar Thompson

RHS STox-25*   ?  RHS_repeat RHS_repeat RHS

KYP13814.1
LUKG01000067.1:13696-18937                          
Flavihumibacter sp. CACIAM 22H1                     

rve HIN-HTH STox-25*   ?  Imm-SUKH-SMI1

MBI0078019.1
JACFQK010000016.1:8566-10995                        
Snodgrassella sp. M0118                             

RHS   ?  RHS STox-25*

MBI1185567.1
WGNN01000146.1:10006-22136                          
bacterium Bacteria.                                 

SpvB BetaPropeller TcdB_toxin_midC PTX RHS RHS   ?  RHS STox-25* Imm46   ?  

MBI3410318.1
JACPZP010000109.1:22120-26611                       
Planctomycetota bacterium                           

Radical_SAM Imm55 STox-25* TGase Thiolase_C Thiolase_N

MBL9023052.1
JAEUKE010000104.1:79-1614                           
Myxococcales bacterium                              

RHS STox-25*   ?  DUF559

MBV8781839.1
JAFAVI010000541.1:47-2103                           
Phycisphaerae bacterium                             

STox-25* QRPTase_N QRPTase_C AbiEii

MBX9626221.1
JAIEQO010000672.1:3144-8233                         
Gemmataceae bacterium                               

Formyl_trans_N Formyl_trans_C NusB Methyltr_RsmB-F STox-25*   ?  UPF0004 RADICAL-SAM TRAM

MCB4226696.1
JAJAFQ010000006.1:128885-130406                     
Mannheimia haemolytica                              

ANK   ?  STox-25*

MQS16354.1
WBOF01000002.1:542622-552182                        
Streptomyces kaniharaensis                          

MFS_1   ?  ALF ALF ALF ALF ALF ALF ALF ALF PT-HINT STox-25* Trypsin   ?  

NLT53889.1
JAAYAH010000051.1:65744-73858                       
Actinomycetales bacterium                           

  ?  WXG T7SS_signal DUF6531 RHS_repeat RHS RHS RHS STox-25*   ?  MNS-STAND

OBX88491.1
LZOY01000007.1:9252-14943                           
Haemophilus haemolyticus                            

LD-RR   ?  Fil_haemagg_2 DUF637 PT-HINT STox-25*   ?    ?  

OCG65509.1
LZHM01000012.1:1-2188                               
Gilliamella sp. wkB18                               

  ?    ?    ?  STox-25*

PMR57406.1
PNOZ01000147.1:875-5485                             
Verrucosispora sp. ts21                             

  ?  Phd-YefM HINT STox-25*

RLC18181.1
QMMU01000214.1:1-2375                               
Deltaproteobacteria bacterium                       

FGS STox-25*   ?    ?  

TCK64997.1
SMGI01000004.1:1-2013                               
Winogradskyella wandonensis                         

RHS STox-25*   ?    ?  

WP_154663760.1
NZ_KE387099.1:58894-64882                           
Saccharomonospora iraqiensis subsp. iraqiensis      

  ?  WXG UPF0029 DUF1949 DUF6531 RHS_repeat RHS RHS_repeat RHS_repeat RHS_repeat RHS_repeat RHS_repeat RHS STox-25*   ?  

WP_157202861.1
NZ_KE387025.1:227475-230436                         
Calidithermus chliarophilus DSM 9957                

Imm11   ?  Big_7 STox-25* HINT Tox-AHH

WP_051169327.1
NZ_BAFP01000128.1:32047-40774                       
Nocardia abscessus NBRC 100374                      

SseB   ?    ?  T7SS_signal Cytadhesin_P30 DUF6531 RHS RHS RHS RHS STox-25* RRF2-HTH DUF4440

WP_078898192.1
NZ_CP011492.1:1853283-1861351                       
Streptomyces sp. CNQ-509                            

Methyltransf_11 APH   ?  WXG DUF6531 RHS_repeat RHS_repeat RHS RHS RHS STox-25* Glyco_hydro_19

WP_159025288.1
NZ_CP021080.1:2370567-2373627                       
Streptomyces pluripotens                            

  ?    ?    ?  STox-25* DDE_Tnp_1_assoc DDE_Tnp_1

WP_159047931.1
NZ_LGDD01000308.1:39174-46931                       
Streptomyces sp. WM6378                             

BetaPropeller Trypsin Beta-trefoil-C RicinB_lectin_2 ALF ALF ALF ALF ALF ALF ALF ALF HINT STox-25*   ?  

WP_157610214.1
NZ_LMEK01000025.1:357409-363492                     
Variovorax sp. Root434                              

zf-C4_Topoisom Mrr_cat HEPN-Toprim-NTD1 HEPN STox-25* SO_alpha_A3

WP_218021390.1
NZ_BDCH01000042.1:14049-16388                       
Nocardia crassostreae                               

  ?  DUF1152 STox-25*

WP_123806141.1
NZ_RKIL01000030.1:1-4378                            
Neisseria chenwenguii                               

  ?    ?  STox-25* PT-VENN

WP_133822026.1
NZ_SNZH01000039.1:668-10283                         
Tahibacter aquaticus                                

  ?  DUF6531 RHS_repeat RHS_repeat RHS RHS RHS STox-25* DUF2169 VgrG Gp5_C RVT

WP_145715914.1
NZ_BAAAFY010000005.1:80102-98273                    
Chitinophaga japonensis                             

SPVB Concanavalin-like   ?  DUF6443 LamininG RHS RHS STox-25*   ?    ?  

WP_166553553.1
NZ_JAAALB010000056.1:307-7239                       
Cellulophaga sp. BC115SP                            

  ?  HINT STox-25*   ?  RicinB_lectin_2 GLYCO IG HINT

WP_194891268.1
NZ_JACEGI010000004.1:42246-55642                    
Catenulispora pinisilvae                            

Acetylase Acetylase PIG-L SPVB RHS RHS LamininG RHS HINT STox-25*   ?  Esterase

WP_221909180.1
NZ_CM131227.1:1700695-1707734                       
Streptomyces sp. HJ7                                

HNH_2 McrA-NTD   ?  ALF ALF ALF ALF ALF ALF ALF ALF HINT STox-25*   ?  Trypsin

WP_224364525.1
NZ_JAHXBF010000008.1:215361-226646                  
Hyalangium versicolor                               

DUF4082 Big_7 G8   ?  DUF6531 RHS RHS RHS STox-25*   ?  DUF2345 VgrG Phage_GPD

WP_226227104.1
NZ_CP136804.1:1097772-1102967                       
Burkholderia semiarida                              

HEPN STox-25*   ?    ?  PspA

WP_232269565.1
NZ_CP086120.1:3078873-3084884                       
Streptomyces gobiensis                              

Putative_PNPOx   ?  MA PT-TG HINT STox-25*   ?    ?  

WP_232632953.1
NZ_JAJQXI010000105.1:1-1813                         
Tenacibaculum maritimum                             

RHS STox-25*   ?  RHS ColE3-nuclease

WP_235874094.1
NZ_CP067377.1:924112-929965                         
Flavobacterium oreochromis                          

  ?    ?  RHS STox-25*   ?  CHC2 Toprim-DNAG RNA_helicase


