
EBU4591336.1
AAHCCR010000139.1:479-2176        
Salmonella enterica               

  ?  SymE_toxin RHS STox-3*

ECZ6303202.1
AALHHP010000003.1:241819-245480   
Salmonella enterica               

Ank_2   ?  RHS STox-3* SymE_toxin Cys_rich_CPCC

MBI2147407.1
JACPCA010000027.1:13709-23153     
Candidatus Woesearchaeota archaeon

IF5A-like_N   ?  IG IG IG RHS STox-3*   ?  SPVB TcdB_toxin_midN RHS RHS

MBI2147889.1
JACPCA010000058.1:4735-13234      
Candidatus Woesearchaeota archaeon

Hydrolase_3 SPVB FG-GAP_3 TcdB_toxin_midN RHS RHS RHS STox-3*

MBI2548845.1
JACPJR010000020.1:235-4506        
Candidatus Woesearchaeota archaeon

  ?  RHS STox-3*   ?    ?  

MBK8801195.1
JADKBN010000003.1:30726-38973     
Fibrobacteres bacterium           

  ?    ?  RHS STox-3* DUF6531 RHS RHS Ntox41 AtpR

MBR1432478.1
JAFUUI010000105.1:18147-19732     
Ruminococcus sp.                  

  ?  HINT STox-3*   ?  RHS

MBR1863217.1
JAFVCV010000019.1:7-4213          
Ruminococcus sp.                  

  ?  SHH HINT STox-3*   ?  HINT Tox-SHH

MBR4085803.1
JAFXCD010000081.1:1-2158          
Lachnospiraceae bacterium         

STox-3*   ?  RHS

MBT1696050.1
JAHESF010000003.1:146935-158728   
Chryseosolibacter histidini       

Adenine_glyco   ?  Ig_2 Ig_7 Ig_7 IG DUF6443 RHS STox-3* SPVB RHS   ?  

RLS47678.1
QWOU01000009.1:4637-6282          
Planctomycetota bacterium         

Y1_Tnp   ?  STox-3*

WP_213658280.1
NZ_CP070982.1:4974363-4984139     
Pseudomonas entomophila           

T6SS_HCP DUF3077   ?  DUF6531 RHS_repeat RHS RHS RHS STox-3* Phage_GPD VgrG T6SS_Vgr DUF2345

WP_172670451.1
NZ_LCWR01000244.1:1370-3615       
Chromobacterium subtsugae         

  ?    ?  RHS STox-3*

WP_100126593.1
NZ_MEIX01000088.1:3189-5157       
Snodgrassella alvi                

STox-3*   ?    ?  RHS RHS

WP_112937805.1
NZ_CP030092.1:2594975-2602791     
Massilia sp. YMA4                 

  ?  DUF6531 RHS RHS_repeat RHS_repeat RHS_repeat RHS STox-3*   ?    ?  DUF3734 Patatin

WP_168947037.1
NZ_JABAGL010000001.1:281549-288782
Bacteroides eggerthii             

  ?    ?  DUF6531 RHS_repeat RHS RHS_repeat RHS STox-3* Imm17   ?  


