ACT05308.1 }
CPAO1655.1:481104-488955 STox-30

Dickeya chrysanthemi Ech1591

AF188507.1 , "
CPO3415.1:412761-415573 Ribonuclease STox-30 -

Pectobacterium parmentieri

AJH15241.1
CP010817.1:2304473-2310518
Myroides profundi

STox-307% Tox-URI

i

APUQ09445.1
CP015172.1:879942-882739
Cellulophaga lytica

CNG69748.1 |
CPZI01000088.1:43-971 STox-30

Yersinia similis

STox-30

~
-=~J
-~

EAB6428584.1
AAAFIS010000062.1:1-1914 STox-30 DUF2195

Salmonella enterica subsp. enterica serovar Amsterdam

KB976725.1:722971-728418 GHH 7 |STox-30

Bacillus cereus VD136

EOS27191.1 ’

KE159529.1:13391-23555 STox-30 Transposase_31

Lachnospiraceae bacterium A4

i

EOP55812.1

EXS33434.1 \
JFYD01000006.1:156422-159211 STox-30 ?
Acinetobacter sp. 826659

|

GCD81246.1
BHZK01000001.1:342470-345949 ?  PT-TG|STox-30 PT-TG
Parageobacillus thermoglucosidasius

i

GFD83746.1 ,

BLII01000238.1:284-5320 STox-30 Tox-URI1
Tenacibaculum sp. KUL118

GIM57751.1 }

B0OQI01000039.1:783-3358 -TOX-ART-RSE STox-30 ?

Capnocytophaga canimorsus

GIM57781.1 »
BOQIN1000045.1:3127-6646 STox-30 STox-7
Capnocytophaga canimorsus

KAB2896281.1
WBUZ01000634.1:288-2886 PD40 PD40 PD40 STox-30

Kofleriaceae bacterium

i

KAJ48834.1
APJS01000210.1:1-1918 STox-30
Clostridium tetanomorphum DSM 665

KIN49593.1
JXHRO1000033.1:104242-108363
Bacillus subtilis

KKB45308.1 . . .
KQ033924.1:10726-14276 Phage int SAM 4 Phage integrase Phage integrase STox-30% DUF4284- ?

Parabacteroides gordonii MS-1 = DSM 23371

K

PT-C0G5412 STOX-3§> ?  DUF5655

MBC6311007.1
JAASTT010000050.1:62-529 STox-30
Listeria portnoyi

MBC7664255.1
JACMOGO10000462.1:1-3902 Fe r4_10 POR DUF6537 ? STox-30 ABC_t ran

Vitreoscilla sp.

MBD5135760.1
JAAVHZ010000026.1:32069-35177 ? ? |STox-30 ?

Lachnospiraceae bacterium

g

MBD5260261.1 , _
JAAVERO10000029.1:6108-12917 ? OmpA |MORN STox-3(>Tr1corn_C1 Peptidase S41 DUF3316
Bacteroides sp.

MBD5541431.1 ,

JAAUZGO10000020.1:15144-18265 ?  Amidase_2(STox-30%DUF2589 7

Lachnospiraceae bacterium

MBE3596316.1

JADBKT010000014.1:87500-91503 ? ? |STox-30 ?

Hydrogenibacillus sp.

MBF1065874.1
JABZKU010000009.1:137-3533 ?  |STox-30

Prevotellaceae bacterium

MBI3836667.1
JACQFF010000026.1:1-2010 STox-30
Planctomycetia bacterium

MBJ7986751.1 5 =
JAEHCGO10000027.1:58136-62706 - STox-30°> GAD-like Ntox15

Bacillus cereus

?

MBL9014319.1

JAEUIX010000165.1:1-9460 Flg new 2 Flg new 2 Flg new 2 Flg new 2 Flg new 2 |STox-19 STox-3(>. ?
Myxococcales bacterium

MBO5533324.1 5 ; ,

JAGAHTO10000062 . 1:4425-14462 7 MARNA-Helicase |STox-3@%NYN

Fibrobacter sp.

MB06516384.1 . : \
JAEPQQ010000026.1:22121-37028 ABC_tran TetR-HTH-Cast Concanavalin-1like|DUF6443 STox-30 ? ?

Bacteroidia bacterium

MBO7437988.1 : ]
JAGCGGO10000082.1:59268-64490 ? WYL (MORN|MORN|MORN|MORN |MORN STOX-3(> OmpA HicA toxin

Bacteroidaceae bacterium

MBQ6084516.1
JA;%R5010000023.1:245836-253635 WG_beta rep WG_beta rep WG beta rep WG beta rep WG_beta rep WG beta rep WG_beta rep WG beta rep 7 [MORN|MORN[MORN|MORN|MORN STox-3§>>0mpA 7

Bacteroidales bacterium

MBQ9138052.1 S 3
JAFTOUO10000018.1:183096-187898 NAD_b1nd1ng_10 Hyd rolase_3 STox-30 ? Pyrophosphatase

Alistipes sp.
PT-TG STox-3(>- Gln-synt N Gln-synt C

MBR0606358.1
JAAZT0010000003.1:110836-117401
Bacillus safensis

i

MBR5333148.1

JAFYSMO10000008.1:1-2368 STOX-30> SSB LpxK

Alistipes sp.

MBS78443.1 }

PBYBO1000091.1:11-7518 STox-30 E1l dh

Variovorax sp.

MBW5413411.1 \

WOEJ01000006.1:2376-9200 STox-30 AHH

Pseudomonas sp. MAGOO2Y

MCA0236083.1 — :
JATUPLO10000006.1:49386-63189 Acetyltransf 5 7 _Ig_7 Ig 7|Ig 7|Ig 7 Ig_7-Concanava11n-11ke-STox-3ﬁ> Pentapeptide TRADDN HAD
Bacteroidetes bacterium

MCB1036658.1 ) ‘
JAGQSF010001393.1:1-2069 ! STox-30 STox-30

Acidobacteria bacterium

§

NFI151837.1 5 5 : 5 5
SWSQO1000003.1:72710-79369 - ?  |Phasin|STox-30|SUFU : -
Clostridium botulinum

NOU29744.1 5
JABFRG010000485.1:1-1730 STox-30 7
Polyangiaceae bacterium

00S07802.1 }
MUYC01000003.1:19213-22648 -Nt°X47 STox-30% 7 -TOX-PBFBL1

Moraxella cuniculi

OPZz88974.1 }
MWAJ01000469.1:1332-3730 1 7 STox-30

Firmicutes bacterium ADurb.Bin419

OuC11749.1 ; : :
MUGGO1000218.1:246490-255123 PVC-AAA 7?7 |Metallopeptidase|jAnnexinjAnnexin STox-30% 7?7 Uma2

Alkalinema sp. CACIAM 70d

i

PAY00824.1
NSDG01000064.1:1-1774
Pseudoalteromonas sp. HM-SAQ3

STox-30

:

PIT24007.1
MDVGO1000074.1:8-3438 STox-307% TPR_MalT HTH_21 rve_3 DUF4284

Snodgrassella alvi

PSA95041.1
PVWA01000002.1:537088-540712
Bacillus atrophaeus

;

PT-TG STOX-3(> DUF5344 7

PWKO00814.1
QGGJ01000002.1:435523-437617
Flavobacterium araucananum

STox-30

~J
-~J
-~J

PZ0O75705.1
QFNIO1000053.1:10442-17114
Mesorhizobium amorphae

STox-30 0UF2169 [Fhage GPOIVars
FilH[Fil_haemagg 2[Fil_haemagg 2[pUF637 STox-3(> POTRA 2 Sh1B Sell Sell

B
!

-
ju

—
X

QCM13004.1
CP039911.1:1406734-1417680
Agrobacterium tumefaciens

QDT76784.1 \ .
CP036341.1:253249-267300 ? STox-30 ?  FringeGT Glycos transf 2

Gimesia maris

QQG30593.1 ) ‘
CPOG6552. 1:4499990- 4509920 [PrePAART]PAAR DUF6531 [RHS RS [RHS [RHS_repeat [RHs_repeat[RHS  AHH ? [RAs[sTox-30

Pectobacterium carotovorum

RGM42500.1 N o
QSTGO1000025.1:1-7070 DUF4284 STox-30

Phocaeicola vulgatus

? [TPS

RHC69297.1 |
QSIF01000100.1:1-2072 ?  DUF4284 STox-30

Bacteroides uniformis

RUQ32877.1

RYZ701000001. 1: 365443 -368728 DDE_Tnp_ ISL3 HTH Tnp ISL3 zf-ISL3 - ? STox-30% ChlI

Peribacillus cavernae

RZJ93796.1 \
SECCO01000187.1:1-2690 DDE_3 STox-30 rve_3 HTH_Z]. HTH_Tnp_l

Hymenobacter sp.

RZJ94244.1 ’
SECC01000127.1:1779-3287 7 STox-30
Hymenobacter sp.

TGV01081.1 ,
SRS001000028.1:62038-65434 ?  RelE-ParE STox-30 ?

Flavivirga rizhaonensis

TMQ12238.1 _
VBL001000378.1:13066-20548 STY-kinase ? |STox-30 ?

Deltaproteobacteria bacterium

WP_197243450.1
NZ JARMM0016000018.1:33565-39277
Bacillus tropicus

SseB-PT-TG STox-3(> ?

WP_002036279.1
NZ CM000727.1:2021511-2025267
Bacillus cereus 95/8201

¥ ¥

Gly kinase STox-30 STox-36>

WP_002706584.1 _
NZ TQGRW01000055.1:44013-52832 MA HAMP dCache 1 ? MORN|MORN|MORN|MORN|MORN|MORN|MORN STOX-3G> ? FllG_C

Treponema saccharophilum DSM 2985

WP_003145528.1 , ,
NZ ACDZ02000014.1:112309-113862 ? |STox-30% 7 STox-30
Gemella haemolysans ATCC 10379
? PT-C0G5412 Ntox48 STox-30>
NZ CP045720.1:2456924-2466251 ? STox-30% STY-kinase
Pantoea eucalypti
WP_235182284.1 ‘
NZ_JINBNO1000026.1:106936-112407 ANK' Tox-ABHYDROLASE3 ? STox-30

Cronobacter sakazakii

WP_200907905.1
NZ LIJFKO1000016.1:8491-13264
Clostridium sporogenes

WP_039661310.1

¢ 8

WP_235662683.1 ‘
NZ RBNS01000088.1:1-1526 STox-30
Pseudomonas amygdali pv. morsprunorum

WP_148235373.1
NC_015321.1:354868-359306 ? ? ? ? |STox-30

Fluviicola taffensis DSM 16823

WP_186202867.1 >
NZ CADFBRO10000010.1:208082-216139 STox-30

Burkholderia gladioli

WP_015732047.1 . .
NC 013410.1:1888665-1894541 Radical SAM SatD-HTH GTPase-AIG MAD-NTD GTPase-AIG Flavi E stem STox-30>»
Fibrobacter succinogenes subsp. succinogenes 585

WP_207670602.1 \
NZ SLXC01000017.1:18474-29691 DUF4280 7 STox-30 STox-30

Flavonifractor plautii DSM 6740

WP_155024348.1 _
NZ_ AXVB01000027.1:5254-7902 AHH Cdil 2 7 |STox-30

Bacillus sp. UNC437CL72CviS29

WP_027643803.1
NZ AUJRO1000097.1:2003-6482 STox-30»Transposase 20 DEDD Tnp IS110
[Clostridium] clostridioforme AGR2157

|

WP_211224736.1
NZ AULTO1000056.1:33326-36987
Oceanospirillum beijerinckii DSM 7166

i

STox-30%

WP_051317268.1
NZ KE387247.1:110212-114038
Ectobacillus panaciterrae DSM 19096

WP_200880589.1
NZ CP020953.1:643968-649764 RNA pol A CTD HTH 28 Na MAD - STOX-30§> ?
Clostridium drakei

STox-30>

Phage_base V|Phage GPD Phage base V DUF4280[STox-30%

£

SMI1_KNR4[WXG[PT-TG STox-3<> Spore GerAC SseB

WP_161785814.1
NZ JQJB01000011.1:1-1348
Porphyromonas crevioricanis

1

WP_152612547.1
NZ JWLIO1000001.1:427495-432518
Leisingera sp. ANG-M7

WP_233277446.1
NZ CP009288.1:5957110-5961958
Paenibacillus durus

WP_144403229.1 o PR e
NZ APO14637.1:2326173-2338211 ?  DUF2247 TPS FilH FilH FilH FilH|Fil_haemagg 2|Fil haemagg 2|Fil haemagg 2|Fil haemagg 2 DUF637 HINT|Ntox19 PBECR1[HINT[DUF4951 STox-36>

Pseudomonas sp. StFLB209

WP_050659797.1 : —

NZ LFWC01000011.1:147400-155485 Peptidase S15 PepX C Discoidin DHOR|STox-30 ?
Gallaecimonas pentaromativorans

NZ_LMQHO1000011.1:2062458-2070444 STox-30> 7 ?

Chryseobacterium sp. Leaf394

WP_206336009.1 '

NZ_UWFB01000091.1:1-2329 STox-30

Pseudomonas viridiflava

i

WP_056081400.1

s

!

WP_060383621.1
NZ_CP013992.1:3073794-3077261 DUF4284|STox-30% 7 Tox-GHH2

Flavobacterium covae

8

WP_063514674.1
NZ CP011158.1:1964777-1972899
Moraxella ovis

|

STox-30% 7  ESPR TPS|DUF2345 DUF637N DUF637 [PT-VENN Ntox24 Cys_rich CPCC

Rense - [Ty 22 STox-30>

WP_196781601.1
NZ JAAQOW010000001.1:1020963-1026357
Tenacibaculum mesophilum

=)

WP_167377851.1
NZ CBCRZR010000020.1:1-3698
Pseudomonas floridensis

£

SMI1 KNR4|STox- 30>

STox-30"» PLDc_N HKD HKD ICLR-HTH ?

WP_084307962.1
NZ BCZZ01000020.1:77978-83347
Pseudomonas flavescens NBRC 103044

WP_144369055.1 , }
NZ NAHH016000030.1:1-3121 Tox-ART-HYD1  * STox-30

Snodgrassella alvi

|

WP_199914130.1 .
NZ_ORYF01000126.1:14252-17807 DUF4303 STox-30

Xanthomonas fragariae

WP_089370626.1
NZ BMEP01000003.1:401159-407391
Dokdonia pacifica

WP_139215477.1 )
NZ F0SS01000003.1:174439-183632 STox-30% 7 ? _ Tox-EDA39C

Lysobacter sp. cf310

3

Metallopeptidase STox-3(> ? ?

WP_139225722.1
NZ FOMQ01000009.1:1-2861
Paracidovorax konjaci

;

Methyltrans SAM STox-30%

WP_141215686.1
NZ MRYIO1000024.1:1415-15333 CN_hydrolase ? ? [SEN1 N STOX-3G> PVC-AAA
Hahella sp. CCB-MM4

WP_222103457.1
NZ_VDCU02000042.1:1-2346 KAP-NTPase ? [MA|STox-30
Chitinimonas sp. BJB300

WP_144340442.1
NZ MEILO100M019.1:1-3898 DUF4284 DUF4284-STOX-1 STox-307%

Snodgrassella alvi

WP_102315874.1 _

NZ MCYQ01000002.1:53028-58343 Pyr_redox_dlm Pyr_redox_2 ? PT-TG STOX-3G>. ?
WP_181005304.1

NZ CP047152.1:3008075-3011729

Enterovibrio norvegicus

STox-30
Pseudomonas putida
WP_146196385.1 - -
NZ QGDU01000071.1:890-4895 - ?  ABC-ATPase|STox-30
Fibrobacter sp. UWR4
NZ JACGX0010000005.1:298169-303395 STox-30% 7 ?
Phyllobacterium sp. P30BS-XVII
WP_228903209.1 - -
NZ_CAWQNU010000243.1:13-1506 - ? |STox-30% RxD-HxH-H

Photorhabdus bodei

|

WP_112524834.1

!

WP_113673562.1

Vallitalea guaymasensis

WP_116615942.1 . . :

NZ_QENY@l@@@@@4 1:21648-27784 ? STox-30 Peptldase_Ml ? Thio redOXln_7

Hallella colorans

WP_119546765.1 .. . . . .
NZ QXIR01000011.1:94613-105904 PT-C0G5412|STox-30% DUF5344 LTD N-OB IG N-OB Synaptojanin Calcineurin Calcineurin

Bacillus salacetis

WP_127908101.1

NZ RQXX01000016.1:2898-6420 ?  [STox-30% 7

Mesobaculum littorinae

NZ SHK001000001.1:434194-445363 CMD Pentapeptide 4 Pentapeptide 4 Pentapeptide 4 STox-30" DUF2169 Pentapeptide 4 Pentapeptide 4 Pentapeptide 4
Advenella incenata

WP_229102085.1 . .

NZ JADMQQ010000003.1:134107-138770 Rlbosomal_LSO EsaC . GAD-like -ADOLP- ITI STOX-3(>

Streptococcus australis

WP_130303187.1

£

WP_220668883.1
NZ RCDC01000003.1:1-1784 ? |DUF6862|STox-30
Stenotrophomonas rhizophila

WP_222706198.1 . .
NZ_VRL501000070. 1:7011-13877 ! ? SMI]._KNR4 MicroscillaN|STox-30

Mesonia sp. K4-1
Phage base V. 7 STox-30%>DUF4284 7

WP_152142674.1 . .
NZ WEIC01000003.1:127168-137069 2 [tPs|FitH[FitH[puFe37n]buF637 STox-3G> POTRA 2 Sh1B IalB.
Amylibacter sp. SFDW26

WP_163032557.1 - ? ?
NZ_JAUNHPO10000012.1:16750-19883 B ELCSELV AR :

Pseudomonas sp.

WP_160430444.1 , , ,
NZ_JAAEDV010000012.1:92690-95500 STox-30% 7 DUF4284 DUF4284 7 -

Gilliamella sp. ESLO250

WP_163834199.1
NZ CP04B878.1:3774076-3795373 i Top_1 7 | R - [s7ox 30> 0uFazso| 7

Spartinivicinus ruber

WP_166299494.1
NZ CP049910.1:2621295-2626323 STox-30 ?

Diaphorobacter sp. HDW4A

WP_176589959.1 ,
NZ JAAAB]010000374.1:1795-5287 - Tox-AHH 7 ? STox-30

Elizabethkingia argenteiflava

WP_149274987.1
NZ VTZT01000001.1:1678167-1686735
Pareuzebyella sediminis

I \)

WP_205763132.1 ,
NZ_JABAGO010000065.1:109-2973 STox-30

Aneurinibacillus aneurinilyticus

WP_182552754.1
NZ_JACGXN010000022.1:1-5921 ? |STox-30% 7

Phyllobacterium myrsinacearum

!

WP_188387474.1 _
NZ BMFKO1000001.1:1099528-1104602 Flavodox1n_l . PT-TG|Nuc_N|STox- 3(> Gln- synt N Gln- synt C MerR 1
Priestia taiwanensis

WP_234030547.1 _
NZ JAENGSO10000004.1:311437-318035 PhyH TonBC TonBC TonBC TonBC Metallopeptidase |MPTase-PVC STOX-3G>
Undibacterium sp. 14-3-2

WP_200880456.1 }
NZ JRAKO1000110.1:2999-4649 STox-30% 7

Porphyromonas gulae

WP_211140819.1 , ;
NZ JAEEGB010000003.1:40755-43893 ? ?  |Apolipoprotein|STox-30 ?

Clostridium aciditolerans

WP_217838739.1 : : : : |
NZ CPO77076.1:3203559-3217984 TerC CorC HlyC ? [TPS|FilH|FilH|JFilH|FilH STox-30% POTRA 2 Sh1B HTH DSBH

Pseudomonas fakonensis

WP_222493561.1 , , ,
NZ JAHVIV010000001.1:1564795-1569990 Fe-S_biosyn ? |STox-30% 7

Vannielia litorea

WP_227128484.1 ‘
NZ JAJCGY010000139.1:26-585 STox-30

Flavonifractor plautii

i

i



