
CUU26377.1
LN907829.1:116619-120288                              
Duffyella gerundensis                                 

  ?  SymE_toxin Fil_haemagg_2 DUF637 PT-VENN STox-39*   ?  DNA_pol3_theta

EDP9633542.1
AANPKL010000008.1:1-2080                              
Salmonella enterica subsp. enterica                   

RHS Ntox33* DUF4279 SymE_toxin

EFW30055.1
GL638135.1:240-5044                                   
Selenomonas artemidis F0399                           

  ?  Fil_haemagg_2 DUF637 PP2C STox-39*   ?  DUF637

EHO5065225.1
ABAPXE010000008.1:243326-245494                       
Salmonella enterica                                   

  ?    ?  -*

KKQ12043.1
LBSD01000004.1:1-2612                                 
candidate division TM6 bacterium GW2011_GWF2_36_6     

STox-39*   ?  REase-DUF4143 AAA_14

MBC8654374.1
JACTGV010000001.1:3147151-3150171                     
Providencia vermicola                                 

PT-VENN   ?  STox-39* SymE_toxin Imm36

MCB6944842.1
JAJCJR010000016.1:1-1084                              
Agathobacter rectalis                                 

STox-39*   ?    ?  

MCF7799865.1
JAIPJK010000007.1:17694-21961                         
Candidatus Babeliales bacterium                       

ANK   ?  STox-39*   ?    ?  

MCL2425181.1
WQWL01000008.1:16720-19267                            
Oscillospiraceae bacterium                            

Ntox7   ?  STox-39*   ?    ?  

MCM1259107.1
JAMPFA010000063.1:136-2174                            
Roseburia sp.                                         

  ?  STox-39*   ?    ?  

QQR49650.1
CP064957.1:513000-517169                              
bacterium Bacteria.                                   

  ?    ?  HINT STox-39* HGTP_anticodon tRNA-synt_His   ?  

SUI35323.1
UGYD01000002.1:1501129-1510559                        
Salmonella enterica subsp. enterica serovar Gallinarum

DUF6531 RHS_repeat RHS_repeat RHS_repeat RHS_repeat RHS_repeat RHS_repeat RHS_repeat RHS Tox-HopH1   ?  RHS STox-39* RHS DUF6531 RHS_repeat RHS_repeat RHS_repeat RHS_repeat RHS RHS

ULQ58605.1
CP084606.1:1799458-1806913                            
Brucepastera parasyntrophica                          

RHS   ?  RHS STox-39*   ?  TcdB_toxin_midN RHS RHS RHS Ntox42-ColicinM-2

WP_197051732.1
NZ_JPZN01000051.1:54306-58563                         
Anoxybacillus sp. KU2-6(11)                           

SecG   ?  ICAD STox-39*   ?    ?  

WP_237750587.1
NZ_JFZW01000009.1:21266-24313                         
Snodgrassella communis                                

  ?    ?    ?  STox-39* RHS Ntox24

WP_218966008.1
NZ_MDVA01000025.1:1-1991                              
Snodgrassella communis                                

  ?    ?  RHS STox-39*

WP_068845931.1
NZ_FRBT01000017.1:25034-28932                         
Flavobacterium chilense                               

  ?  RHS STox-39* NTF2-EC   ?    ?  

WP_217647787.1
NZ_FOVF01000002.1:165326-177056                       
Dokdonella immobilis                                  

  ?  Y1_Tnp SPVB BetaPropeller RHS RHS FN3 RHS STox-39* HTH SDH_alpha

WP_162846748.1
NZ_NIHB01000002.1:244912-252853                       
Marinicella litoralis                                 

  ?    ?    ?  RHS STox-39* cHTH

WP_117017389.1
NZ_QURG01000031.1:34570-39086                         
Aeribacillus pallidus                                 

DAO DAO_C STox-39*   ?  PT-TG Tox-SHH   ?  

WP_202614167.1
NZ_BHZK01000005.1:1-1532                              
Parageobacillus thermoglucosidasius                   

  ?  STox-39* Imm22

WP_200123057.1
NZ_JAEILV010000015.1:63766-66736                      
Chromobacterium haemolyticum                          

  ?  RHS   ?  RHS STox-39*   ?  

WP_204329211.1
NZ_WUFZ01000003.1:35714-41351                         
Rhizobium leguminosarum                               

DUF3618 WXG AI-2E_transport   ?  Acetylase STox-39*

WP_249641543.1
NZ_JABJXU010000010.1:15780-19085                      
Enterococcus sp. MMGLQ5-1                             

  ?    ?    ?  Ntox31 WXG STox-39*

WP_208067705.1
NZ_JABFCH010000001.1:6602-19476                       
Extibacter sp. GGCC_0201                              

HD HD_assoc   ?  DUF6531 RHS_repeat RHS_repeat RHS_repeat RHS_repeat RHS RHS RHS RHS_repeat RHS_repeat RHS RHS_repeat RHS RHS_repeat RHS STox-39*   ?    ?  

WP_243889883.1
NZ_JADZHX010000030.1:1-2436                           
Shewanella algae                                      

  ?    ?  RHS STox-39*

WP_243914253.1
NZ_JAAECY010000014.1:3209-15440                       
Pseudolactococcus paracarnosus                        

  ?    ?  STox-39*   ?  DUF2279-C DUF6531 RHS RHS_repeat RHS RHS RHS RHS_repeat RHS_repeat RHS_repeat RHS_repeat RHS RHS_repeat RHS_repeat RHS_repeat RHS_repeat RHS STox-39


