HBA9130488.1
DADTKV010000351.1:1-599
Escherichia coli

MBS4924352.1
JAGZMHO10000001.1:30254-32706

Ruminococcus bicirculans (ex Wegman et al.

MBW2661651.1
JAFCZU010000075.1:1624-11290
Deltaproteobacteria bacterium

MGG1929260.1
JBDLZB010000032.1:9694-12030
Enterobacter soli

NRB75105.1
JABSSQ010000249.1:1-3433
Verrucomicrobiales bacterium

OAT34591.1
LXERO1000002.1:55-1293
Buttiauxella brennerae ATCC 51605

WP_004100023.1
NZ AFGF01000281.1:70-756
Acetonema longum DSM 6540

WP_145973683.1
NZ_CABKSF010000005.1:9617-16501

Phytobacter massiliensis

WP_218158281.1
NZ FONNO1000068.1:182-1837

Paenibacillus algorifonticola

WP_061554608.1
NZ CP014608.1:3523907-3530939
Obesumbacterium proteus

WP_118163888.1
NZ_JAC0GJ010000014.1:38964-42548

Ruminococcus bicirculans (ex Wegman et al.

WP_212593413.1
NZ JAAIKR010000028.1:8362-9627
Shewanella intestini

WP_161738858.1
NZ JAAAXNO10000011.1:151670-158494
Serratia fonticola
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