APR76957.1
CP016211.1:2633709-2638923
Minicystis rosea

APX64088.1
CP015615.1:2848024-2855957
Acinetobacter schindleri

EDZ98585.1
ABYL01000141.1:8757-14779
Burkholderia sp. H160

EHJ6287579.1
AAZZA0010000027.1:34-1338
Salmonella enterica

EIB0447361.1
ABCGIUO10000315.1:1-1940
Salmonella enterica

ESQ14940.1
AVFRO1000511.1:5077-9043
Thiohalocapsa sp. PB-PSB1

GIL38819.1
BOPV01000001.1:1065427-1068873
Rhodospirillales bacterium TMPK1

HAV4200704.1
DADAQWO10000191.1:1-703
Acinetobacter baumannii

KAA0088122.1
NPKM01000010.1:99968-107069
Paraburkholderia sp. T12-10

KHP98271.1
JWRGO1000030.1:906-3568

Salmonella enterica subsp. enterica serovar Livingstone

KQB58003.1
LHUP01000167.1:20398-29212
Acidovorax sp. SD340

KQY16278.1
LMEW01000004.1:192366-201742
Massilia sp. Root133

MAW98806.1
PAIS01000041.1:3160-11379
Sphingomonas sp.

MBA4183529.1
JACDHB010000159.1:346-4372
Acidobacteria bacterium

MBB3345792.1
JACHZH010000001.1:250045-255218
Sphingomonas sp. BK069

MBB5725666.1
JACIING10000004.1:182396-186243
Sphingomonas endophytica

MBC7583221.1
JACMOUO10000188.1:1154-5626
Tardiphaga sp.

MBHO0111915.1
JADZGI010000001.1:618759-623438
Novosphingobium aureum

MBP9014868.1
JAGPFC010000067.1:47-3198
Smithella sp.

MBV9908351.1
JAFAZ0010000512.1:1-2765
Hyphomicrobiales bacterium

MBZ6379224.1
JAGSGB010000002.1:961578-966182
Pacificimonas aurantium

MCA3255261.1
JADCGM010000222.1:1-4312
Alphaproteobacteria bacterium

MCB1489008.1
JAGRKY010000570.1:1-3005
Bauldia sp.

MCB2014219.1
JAGRES010000010.1:40808-46160
Sphingobium sp.

MCK9384996.1
JALNYUO10000009.1:24673-29549
Nevskia sp.

MCP4937129.1
JAAETJ010001122.1:77-4427
bacterium Bacteria.

NJC04442.1
JAATICO010000001.1:256319-261792
Sphingomonas kaistensis

PWF40981.1
PXWF02000321.1:9928-19668
Massilia glacieil

PzU16814.1
QFOP01000006.1:7638-11803
Citromicrobium sp.

RJG06963.1
QYUNO1000002.1:2984540-2993355
Noviherbaspirillum cavernae

SPL72573.1
00GT01000353.1:276-1633
Acinetobacter stercoris

TAM22609.1
SCRY01000301.1:2352-7991
Rhodanobacter sp.

UuXx98960.1
CP088296.1:3160514-3165843
Sphingomonas sp. J315

WP_007372568.1
NZ CP018016.1:5293970-5302608
Kosakonia radicincitans DSM 16656

WP_008953053.1
NZ ACIS01000002.1:528309-534586
Pseudogulbenkiania ferrooxidans 2002

WP_057689766.1
NZ LLFD01600110.1:1-5688
Acinetobacter nosocomialis

WP_010125756.1
NZ AFMPO1000036.1:81208-86057
Sphingomonas sp. KC8

WP_010410946.1
NZ AEUE01000003.1:256404-262040
Citromicrobium sp. JLT1363

WP_081629234.1
NZ ARWBO1000001.1:1548331-1554569
Methylopila sp. M107

WP_020415427.1
NZ AQYJ01000029.1:831314-840427
Microbulbifer variabilis ATCC 700307

WP_208246950.1
NZ CP148092.1:441092-447285
Rhizobium sp. T1470

WP_052408657.1
NZ BAXZ01000001.1:30867-38206
Paraburkholderia acidipaludis NBRC 101816

WP_029050986.1
NZ_ FNJ001000004.1:316128-319260
Ralstonia sp. 25mfcol4.1

WP_126847993.1
NZ RWKS01000012.1:5121-9767
Sphingomonas sp. TF3

WP_035051600.1
NZ JONMO1000001.1:119285-127777
Andreprevotia chitinilytica DSM 18519

WP_037536890.1
NZ JFYV01000056.1:75045-79138
Sphingomonas sp. RIT328

WP_088902959.1
NZ CABGOY010000023.1:1-6281
Citrobacter freundii

WP_060527516.1
NZ LMLWO1000012.1:221148-225637
Sphingomonas sp. Leaf242

WP_082577363.1
NZ LMEWO1000004.1:192990-199397
Massilia sp. Rootl33

WP_056638453.1
NZ LMLS01000005.1:315468-320438
Sphingomonas sp. Leaf231

WP_061542004.1
NZ CP013232.1:5403123-5409872
Collimonas fungivorans

WP_066779976.1
NZ LSKH01000203.1:8770-13134
Sphingomonas sp. CCH5-D11

WP_231862611.1
NZ CP014545.1:2683369-2688467
Sphingorhabdus sp. M41

WP_074768950.1
NZ FNKP01000002.1:1548689-1554787
Paraburkholderia fungorum

WP_077509607.1
NZ CP019511.1:1803070-1807776
Sphingomonas sp. LM7

WP_236549108.1
NZ BLJHO1000003.1:13904-19384
Novosphingobium sp. TCAI

WP_087621975.1
NZ NEXX01000012.1:1580-6016
Acinetobacter populi

WP_210186899.1
NZ FNWP01000024.1:90408-99211
Methylobacterium sp. 275MFSha3.1

WP_092746642.1
NZ FMYLO1000001.1:422249-430533
Acinetobacter boissieri

WP_101827038.1
NZ PJZH01000060.1:1-2413
Chimaeribacter coloradensis

WP_106512112.1
NZ PXYI01000002.1:516770-521713
Sphingomonas deserti

WP_147212826.1
NZ QNPJ01000045.1:1-2414
Xanthomonas oryzae pv. oryzae

WP_115418443.1
NZ CP031358.1:376839-381283
Erythrobacter aureus

WP_116469669.1
NZ QENQO1000001.1:2980120-2984828
Sphingomonas pokkalii

WP_124946936.1
NZ BHVT01000051.1:1644-8698
Sulfurirhabdus autotrophica

WP_126538771.1
NZ BSPMO1000007.1:45340-55201
Oharaeibacter diazotrophicus

WP_129404168.1
NZ SBKP01000007.1:34477-39576
Sphingobium fluviale

WP_133770654.1
NZ SNZRO1000013.1:260223-269403
Enterovirga rhinocerotis

WP_136420141.1
NZ CP176528.1:5718432-5726175
Noviherbaspirillum sp. ST 5-3

WP_143554897.1
NZ VIWA01000001.1:848136-854488
Glacieibacterium frigidum

WP_146329481.1
NZ CP040128.1:1405824-1412353
Noviherbaspirillum sp. UKPF54

WP_147079099.1
NZ VOQRO1000001.1:160703-167601
Sphingomonas ginsenosidivorax

WP_153099828.1
NZ QPES01000001.1:1260810-1268532
Paraburkholderia hayleyella

WP_155453470.1
NZ WNKX01000005.1:14949-21262
Massilia eburnea

WP_156545773.1
NZ BBQION1000027.1:208-2190
Cupriavidus sp. D384

WP_160591259.1
NZ CP047895.1:289614-295556
Sphingomonas changnyeongensis

WP_161027470.1
NZ WWCJ01000017.1:97359-104238
Pseudoduganella guangdongensis

WP_161046242.1
NZ WwWCS01000011.1:185948-192230
Duganella margarita

WP_162085379.1
NZ AP021881.1:2452460-2457110
Sulfuriferula nivalis

WP_167107172.1
NZ_ JAASQKO10000008.1:130103-134435
Sphingomonas oligoaromativorans

WP_168132671.1
NZ JAAVIHO10000001.1:164988-170219
Sphingomonas corticis

WP_171743731.1
NZ CP053346.1:1240186-1245791
Sphingomonas sp. AP4-Rl1

WP_182295107.1
NZ CP059851.1:2577426-2583569
Sandaracinobacteroides saxicola

WP_246351887.1
NZ JACIJP010000002.1:546042-551268
Sphingobium subterraneum

WP_184244867.1
NZ JACHLRO10000008.1:47731-53496
Novosphingobium chloroacetimidivorans

WP_188054491.1
NZ CP060494.1:3037145-3041822
Sphingosinithalassobacter sp. CS137

WP_189580824.1
NZ BMZR01000001.1:406381-413695
Psychrobacter glaciei

WP_189620596.1
NZ BMZAO1000004.1:41503-50005
Novosphingobium colocasiae

WP_192127638.1
NZ JACYUGO10000010.1:122842-127244
Sphingomonas sp. CFBP 8760

WP_206688153.1
NZ CP062167.1:2499957-2508235
Aureimonas sp. 0T7

WP_210810940.1
NZ JAGQDGO10000008.1:78875-86297
Ideonella paludis

WP_214187607.1
NZ BSDS01000001.1:2023663-2029400
Geobacter hydrogenophilus

WP_246543927.1
NZ JABWCUO10000017.1:129857-134900
Novosphingobium profundi

WP_218640056.1
NZ JXGRO1000445.1:1-604
Xanthomonas oryzae pv. oryzae

WP_242139740.1
NZ JAKNQQO10000005.1:139087-143624
Sphingomonas sp. TREG-RG-20F-R18-01

WP_242148693.1
NZ JAKNQHO010000003.1:204386-208916
Sphingomonas sp. BAUL-RG-20F-RO5-02

WP_250118802.1
NZ CP097462.1:466731-471563
Sphingomonas sp. KRR8

WP_252165821.1
NZ CP084930.1:2422170-2427210
Sphingomonas morindae

WP_258829141.1
NZ JANUHA010000013.1:29620-38068
Massilia agri

WP_259278761.1
NZ JAKFIA010000001.1:2702600-2708314
Pedomonas mirosovicensis
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