AGB76921.1
CP003938.1:889196-892893 ? ?  |STox-49">T6SS HCP SLATT
Enterobacteriaceae bacterium strain FGI 57

EAQ6499991.1 ‘ - ,
AADILNO1000O0O064.1:254-1809 ‘STOX-49 / 7

Salmonella enterica

EFH2036098.1
AASVDZ010000005.1:8553-12600 ? ? |STox-49°T65S_HCP ImpA N VasL

Escherichia coli

ESL40560.1

KI535406.1:1228977-1231957 ImpA N VasL|T6$S_H§B>STox-4§>>DDE_Tnp_ISl HTH Tnp IS1 Zn Tnp IS1
Escherichia coli BIDMC 37

KPX28958.1

LJQKO1000102.1:63598-71250 MA HAMP HBM @F2345|Vgre\|Phage_GPD\ STox-4‘.>GDResolvase MA PSBP

Pseudomonas coronafaciens pv. garcae

MQI62082.1 ‘
RYAW01001013.1:1-344 ‘STOX-49

Escherichia coli

PKA30093.1 .

PIQMO1000002.1:1855222-1860258 CyaA ?  |STox-49%T6SS HCP Frataxin_Cyay

Cedecea lapagei

PVF32451.1 , , , |
LZNCO1000098.1:8974-16811 60KD_IMP YidC periplas MnmE_helical TrmE_N STox-49§>Xan_ur_permease
Yersinia pestis

QLY50452.1

Citrobacter freundii

SUC47711.1 |

UGUCO1000002.1:1820739-1822667 ? ? [STox-49° 7 DUF1240

Providencia stuartii

VDZ85957.1
LR134138.1:3882940-3886397 DUF2500 ‘TGSS_HC STOX-49> ? STox-49

Kluyvera intermedia

WP_000157705.1 . \
NZ CAFD01000080.1:29291-33752 I"‘PA_N VasL|STox-49% STox-49 7

Salmonella enterica subsp. salamae str. 3588/07

WP_019250237.1 . \
NZ ADQWO1000017.1:1-1145 ! DUF1240‘ST0X-49

Yersinia pestis CMC(C43032

WP_223500514.1
NZ CP074137.1:5442446-5446502 ? DUF1240 DUF1240(STox-49|PrePAARTM F_bP_aldolase

Serratia sp. JSRIV0O06

WP_051873627.1
NZ JMPI01000018.1:282-2145 i 6SS_HCP|STox-49
Buttiauxella agrestis ATCC 33320

WP_231500465.1 ‘
NZ CP070239.1:842327-850434 Phosphorylase ? MalT TPR MalT GerE STox-49>

Citrobacter sp. MGH 55

WP_072125174.1 _ ::
NZ CABMNP0O10000277.1:5630-10226 TRAM_Z RADICAL-SAM UPF0004 DUF1240 DUF1240 Sugar-blnd DeoR-HTH|[STox-49

Morganella morganii

WP_064556643.1 .
NZ JAISOVO10000006.1:156756-162726 T6SS HC STox-4§}> ? ? IcmF-related N IcmF-related IcmF helical IcmF C
Buttiauxella ferragutiae

WP_086113264.1 TVTE .
NZ CAWNHF010000113.1:76680-82292 FAD_b1nd1ng_2 Fer4d 8 CCG CCG|STox-49 WD40_2> ? DUF4172 DOC CitB-HTH

Xenorhabdus beddingii

WP_086113605.1 |
NZ_CAWNHF010000129.1:68589-70329 DUF1240|STox-49% DUF1240

Xenorhabdus beddingii

WP_120131382.1
NZ RAHHO1000003.1:151189-155373 ABC_t ran ABC_t ran_th ABC_t ran |TGSS_HC> STOX-49> STox-49 DUF1240

Rahnella woolbedingensis

WP_103675173.1
NZ PQGD01000004.1:121351-125306 FCD GntR-HTH ? STOX-4%T655_H£> PBPI
Superficieibacter electus

WP_129035266.1 _ _
NZ SDDX01000009.1:147923-154582 TetR-HTH TetR_C_6 MFS_]. STOX-49>T6$S_H(> Pept1dase_M20 Peptldase_MZE)

Lelliottia nimipressuralis

WP_256125283.1 ; : ; ::}
NZ CAWOQH010000159.1:885-8799 RNA-Helicase My051n_ta11_1 AAA_].]. DUF1240 DNA_processg_A STox-49 ?
Photorhabdus luminescens subsp. sonorensis

WP_206598984.1
NZ LMCKO1000027.1:1-1495 “ ‘ ‘STOX-49

Pseudovibrio sp. WM33

WP_211993558.1 _ _
NZ JAERIDO1000O012.1:75950-80208 adh_sho rt_C2 ‘PAAR_mOtl PAAR_ITIOtlf STOX-49> ? DUF4087

Citrobacter sp. JGM124

WP_218208420.1 .
NZ JAAHTMO10000017.1:15027-22931 ImpA_N VasL DUF1240 STox-49> IcmF-related N IcmF-related IcmF_helical IcmF_C ImpA_N

Salmonella enterica subsp. salamae serovar II 1,4,12,27:e,n,x:e,n,x

WP_229015722.1 :‘/\ . s
NZ CAWQKC010000033.1:44-4772 STox-49» ketoacyl-synt Aminotran 3 PP-binding ketoacyl-synt
Photorhabdus bodei

WP_238790119.1 _ | P
NZ_JAKNNY01000@463 .1:1-2659 Antite rm‘ STox-49%» EMP70 Fimbrial

Vibrio parahaemolyticus

WP_248944350.1 ‘
NZ_JAGQDCO10000002.1:242962-246310 DUF1240|STox-49% 72 MFS_1 DUF1240

Serratia silvae

WP_258992565.1
NZ JALIGF010000051.1:23234-29540 PBPI Glyco hydro 1 PTSEIIB PTS EIIC STOX—49>T6$S_H(>
Scandinavium hiltneri




