
ADW68367.1
CP002480.1:1529115-1535449                                                 
Granulicella tundricola MP5ACTX9                                           

VWA VWA STox-50 PG-binding* DEAD Helicase_C HrpB_C adh_short

AKX51714.1
CP012361.1:2005808-2008627                                                 
Thiopseudomonas alkaliphila                                                

Phage_tail_X Phage_holin_3_1 PG_binding_1 STox-50* P2_Phage_GpR Phagetail-S

ATC34181.1
CP023315.3:3522822-3526102                                                 
Caulobacter vibrioides                                                     

  ?    ?  STox-50*   ?  DUF4996 GDPD

BAL95906.1
AP012320.1:2698043-2704423                                                 
Rubrivivax gelatinosus IL144                                               

  ?    ?  STox-50* Phage_GPD Phage_base_V T6SS_Vgr DUF2345   ?  

BBK09361.1
LC483177.1:125357-127679                                                   
Klebsiella phage 05F01                                                     

Glutaredoxin   ?  STox-50* PhoH   ?  

BCA63544.1
AP022673.1:3100509-3104132                                                 
Sphingomonas sp. HMP9                                                      

  ?  T6SS_TssG STox-50*   ?    ?  

BCN08514.1
AP024161.1:437647-440093                                                   
Ralstonia solanacearum                                                     

Phage_holin_8 Phage_holin_3_7 PG_binding_1 STox-50*   ?  P2_Phage_GpR

CAA6808671.1
CACVAX010000019.1:113-6119                                                 
uncultured Sulfurovum sp.                                                  

Trypsin nSTAND1 TPR PG_binding_1 Muramidase* Caspase ab-Hydrolase

CAG8999239.1
OU461276.1:1240533-1246152                                                 
Candidatus Celerinatantimonas neptuna                                      

SBP_bac_3 SAM-methylase STox-50* HAMP His-Kinase Receiver Trans_reg_C

DAF07825.1
BK056103.1:216276-222016                                                   
Caudoviricetes sp.                                                         

35exo PG_binding_1 STox-50*   ?    ?    ?  

DAT82302.1
BK046900.1:28082-30061                                                     
Caudoviricetes sp.                                                         

Phage_holin_8 PG_binding_1 STox-50*   ?    ?  Phage_holin_3_7

DAY37639.1
BK041466.1:2181-5506                                                       
Caudoviricetes sp.                                                         

DUF285 DUF285 Glucosaminidase PG_binding_1 Muramidase* DUF6549

ESZ86313.1
AYSC01000033.1:12857-14940                                                 
Blastomonas sp. CACIA14H2                                                  

Phage_tail_X STox-50* P2_Phage_GpR   ?    ?  

GAJ73058.1
BAYR01000018.1:96756-100002                                                
Vibrio sp. JCM 18904                                                       

Seryl_tRNA_N tRNA-synt_2b PG_binding_1 STox-50*   ?  zf-dskA_traR

GBQ88286.1
BAPG01000006.1:29018-34806                                                 
Acetobacter nitrogenifigens DSM 23921 = NBRC 105050                        

SPOR DALR_1 tRNA-synt_1d Arg_tRNA_synt_N STox-50*   ?  Glyco_transf_9 TibC_1st

GGY19060.1
BMXT01000001.1:983846-987553                                               
Rhodanobacter panaciterrae                                                 

Dyp_perox_N Dyp_perox_C   ?  STox-50*   ?  DUF4440

GHH60780.1
BNBA01000049.1:440-7157                                                    
[Pseudomonas] boreopolis                                                   

  ?  STox-50* Phage_GPD Phage_base_V T6SS_Vgr DUF2345 DotU

GJH39067.1
BPUT01000055.1:29317-31420                                                 
Paraburkholderia hospita                                                   

P2_Phage_GpR   ?  STox-50* Phage_holin_3_7 Phage_holin_8

GJQ43841.1
BQMS01000042.1:102850-105518                                               
Ignavibacteriaceae bacterium                                               

  ?    ?  STox-50*   ?    ?  

HBE51693.1
DNOV01000498.1:1431-5346                                                   
Cyanobacteria bacterium UBA11369                                           

  ?  VanY PG-binding PG_binding_1 PG_binding_1 STox-50* LapA_dom Flavoprotein

HBN62668.1
DOCB01000037.1:131-2874                                                    
Porphyromonadaceae bacterium                                               

Muramidase* Peptidase_M20 M20_dimer Peptidase_M20   ?  

HCC55700.1
DOZZ01000006.1:6882-10782                                                  
Bryobacterales bacterium                                                   

Receiver His-Kinase PAS PAS STox-50 PG_binding_1* Lysine_decarbox   ?  

HCK84866.1
DPWD01000315.1:1-1745                                                      
Hyphomonadaceae bacterium                                                  

STox-50*   ?    ?  

HIX04170.1
DXFT01000168.1:2501-7244                                                   
Candidatus Odoribacter faecigallinarum                                     

MgtE MgtEN ADI Muramidase* DUF6266 DUF6266

KAA6462972.1
VANK01000002.1:144149-149510                                               
Acidobacteria bacterium AB60                                               

OTCace OTCace_N Amidohydro_1 STox-50 PG_binding_1* PadR-HTH   ?  

KGM41952.1
JRKM01000001.1:1442522-1454085                                             
Aquabacterium sp. NJ1                                                      

PTA_PTB Malic_M malic   ?  Acyl-CoA_dh_N Acyl-CoA_dh_M Acyl-CoA_dh_1 LysM STox-50* EamA

KND22819.1
LGSW01000001.1:355130-357298                                               
Enhydrobacter aerosaccus                                                   

  ?    ?  STox-50* P2_Phage_GpR Phage_tail_S

KPF61040.1
LJHT01000007.1:32277-41390                                                 
beta proteobacterium AAP51                                                 

Nitroreductase-like Nitroreductase DUF2062 Caspase ab-Hydrolase Peptidase_S9 STox-50*

KTR85012.1
LDRW01000004.1:192774-198549                                               
Novosphingobium barchaimii                                                 

DPBB_1   ?  STox-50 PG_binding_1* PLUG TonB_dep_Rec SpoIID

MBA1187568.1
JAAMQI010000001.1:162560-164812                                            
Pseudomonas entomophila                                                    

P2_Phage_GpR   ?  STox-50* Phage_holin_3_1 Phage_tail_X

MBA4155674.1
PNJW01000126.1:35-2604                                                     
Flavobacterium sp.                                                         

  ?    ?  LysM STox-50* DUF2345

MBC7909320.1
JACMLC010000098.1:1-2748                                                   
Pyrinomonadaceae bacterium                                                 

  ?  STox-50* Gp5_C   ?  

MBC8738392.1
VZQP01000017.1:65931-69451                                                 
Paraburkholderia sp. UCT31                                                 

Glycos_transf_N   ?  STox-50* STox-50   ?  

MBD8192074.1
JACYMX010000003.1:614733-619598                                            
Pseudomonas fluorescens                                                    

  ?    ?  STox-50* OEP OEP Biotin_lipoyl_2 HlyD_D23

MBD9426001.1
JACVAA010000004.1:70420-78738                                              
Pseudomonas sp. PDM15                                                      

STY-kinase Phage_GPD VgrG DUF2345 STox-50*   ?  SIS SIS GATase_6

MBE0438291.1
JACUUH010000001.1:135445-138412                                            
Gammaproteobacteria bacterium                                              

  ?    ?  PG_binding_1 STox-50*   ?  LamininG

MBE0627246.1
JACZJV010000167.1:792-6264                                                 
Burkholderiales bacterium                                                  

HpcH_HpaI ab-Hydrolase STox-50 PG-binding* HD_assoc HD Sigma70_r2 Sigma70_r4_2

MBE2186751.1
JACSSA010000109.1:42001-46729                                              
Rhodothermales bacterium                                                   

Terminase-LS Phage-portal STox-50*   ?    ?  

MBE9028417.1
JADEXQ010000003.1:61676-67934                                              
Romeriopsis navalis LEGE 11480                                             

AI-2E_transport   ?  PG_binding_1 PG_binding_1 PG_binding_1 PG_binding_1 STox-50* SIN18   ?  

MBE9102778.1
JADEXA010000074.1:15174-17760                                              
Vacuolonema iberomarrocanum LEGE 07170                                     

LexA_DNA_bind   ?  STox-50* Phage_Mu_Gp27   ?  

MBF0308071.1
JADGAQ010000003.1:53667-59031                                              
Magnetococcales bacterium                                                  

TPR TPR STox-50 PG_binding_1*   ?  PHP

MBF0325973.1
JADGAI010000030.1:2478-4589                                                
Alphaproteobacteria bacterium                                              

  ?    ?  STox-50* Phage_holin_3_3   ?  

MBF1634970.1
JABZWY010000147.1:226-3584                                                 
Prevotella sp.                                                             

  ?  RHS STox-50*

MBH2042029.1
JAECRK010000002.1:61-9872                                                  
Comamonadaceae bacterium                                                   

DDE_Tnp_1 STox-50 PG_binding_1* ab-Hydrolase ab-Hydrolase RNaseH-CATRA Caspase TPR-S TIR Receiver RNaseH-CATRA Caspase

MBI1187022.1
WGOB01000026.1:50448-56537                                                 
Alphaproteobacteria bacterium                                              

Meth_synt_2 STox-50 STox-50 STox-50* tRNA-synt_1g Anticodon_3 Acetylase

MBI4781629.1
JACQYI010000010.1:4208-8623                                                
Oscillatoriophycideae cyanobacterium NC_groundwater_1537_Pr4_S-0.65um_50_18

ABC_tran Y1_Tnp STox-50*   ?  Alpha-amylase Alpha-amylase_C

MBK1688971.1
NRRI01000029.1:60749-65196                                                 
Rubrivivax gelatinosus                                                     

  ?    ?  LysM LysM STox-50* Acetylase   ?  

MBK1691076.1
NRSK01000004.1:42979-45521                                                 
Ectothiorhodospira mobilis                                                 

  ?  GTA_holin_3TM PG_binding_1 STox-50* Phage_holin_3_7 Phage_holin_8

MBK3745699.1
JAAGES010000152.1:1-4785                                                   
Paraburkholderia aspalathi                                                 

MPtase LPD39 LPD4 STox-50* Seryl_tRNA_N   ?  

MBK6356494.1
JADIYD010000008.1:28693-37966                                              
Betaproteobacteria bacterium                                               

Fil_haemagg_2 TPS CdiB POTRA_2 STox-50*   ?  HEAT

MBK6973024.1
JADJEV010000003.1:658651-663115                                            
Candidatus Methylophosphatis roskildensis                                  

  ?    ?  PG_binding_1 STox-50*   ?  Transposase_mut

MBK7692188.1
JADJML010000012.1:61709-67123                                              
Bacteroidetes bacterium                                                    

Ribosomal_L28 MgtEN MgtE PG_binding_1 Muramidase* Por_Secre_tail BLUF

MBL7975894.1
JAEUSN010000757.1:1-3664                                                   
Candidatus Kapaibacterium sp.                                              

  ?  STox-50* prokYEATS LIPOX

MBL8043534.1
JAEURX010000042.1:20087-26787                                              
Nitrospira sp.                                                             

Sel1 Sel1 Cast Caspase Autotransporter STox-50* Ntox48 Macro

MBL8329719.1
JAEUOZ010000045.1:40889-45043                                              
Rubrivivax sp.                                                             

SURF4 Glutaredoxin STox-50* SAF hexdehydrataseC FAA_hydrolase

MBM9595882.1
JAFFOB010000022.1:48472-53902                                              
Roseitranquillus sediminis                                                 

Aminotran_3 DUF3459 Alpha-amylase STox-50 PG_binding_1*   ?  ATP-synt_DE_N

MBN3816815.1
JAAGPJ010000086.1:12030-13683                                              
Paraburkholderia sp. Se-20369                                              

P2_Phage_GpR   ?  PG_binding_1 STox-50*

MBP7240687.1
JAGOID010000005.1:1-4579                                                   
Amaricoccus sp.                                                            

  ?  STox-50 PG-binding* Fer2_3 Fer4_17 FAD_binding_2 Succ_DH_flav_C

MBQ0714175.1
JAGPVX010000027.1:21127-23623                                              
Paraperlucidibaca sp.                                                      

Phage_holin_8   ?  PG-binding STox-50*   ?  P2_Phage_GpR

MBQ2154264.1
JAFPFL010000073.1:250-5118                                                 
Oscillospiraceae bacterium                                                 

Peptidase_C13 Bmp STox-50* LRR

MBR2775630.1
JAFWCV010000020.1:36-2683                                                  
Prevotella sp.                                                             

Muramidase* Radical_SAM PqqD

MBR3878412.1
JAFWXX010000055.1:7264-11211                                               
Bacteroidaceae bacterium                                                   

MED14   ?  PG_binding_1 Muramidase* TIR BAM MatE MatE

MBU3917689.1
JAHIEK010001054.1:158-2901                                                 
bacterium Bacteria.                                                        

STox-50* TPR DNAG_N

MBU6246131.1
JAGWVM010000001.1:24873-30320                                              
Lysobacteraceae bacterium                                                  

TPR   ?  STox-50* Toast-rack VgrG Phage_GPD   ?  

MBU6408500.1
JAGWZH010000158.1:1-3414                                                   
Alphaproteobacteria bacterium                                              

STox-50* Beta-lactamase2 tRNA-synt_1g Anticodon_3

MBV8048346.1
JAFAGV010000294.1:27295-29760                                              
Paludibacterium sp.                                                        

  ?  Amidase_2 STox-50 PG_binding_1*   ?  DSBH

MBV8050750.1
JAFAGX010000193.1:4930-8090                                                
Acidobacteriaceae bacterium                                                

  ?    ?  STox-50 PG_binding_1* MFS_1

MBV8632631.1
JAFAMZ010000414.1:5051-12410                                               
Silvibacterium sp.                                                         

Glyco_hydro_15 Glucodextran_N Glycoamylase STox-50 PG-binding* Sod_Fe_N Sod_Fe_C DUF6134

MBV8795552.1
JAFAUJ010000523.1:172-4031                                                 
Hyphomicrobiales bacterium                                                 

Peripla_BP_6 CHAP STox-50 PG_binding_1* Acylphosphatase

MBV9889428.1
JAFAZR010000050.1:1-4118                                                   
Rhizobacter sp.                                                            

Phage_GPD   ?  STox-50* ClpABN-AAA ClpABC-AAA

MBW4475143.1
JAHHIE010000106.1:10021-13754                                              
Stenomitos rutilans HA7619-LM2                                             

  ?  PG_binding_1 Peptidase_M15_3 PG-binding STox-50*

MBX2855087.1
JAHQVS010000147.1:8503-11895                                               
Rhodobacteraceae bacterium                                                 

ABC_tran FemAB_like STox-50*   ?  

MBX9720842.1
JAIERA010000388.1:1-1052                                                   
Candidatus Obscuribacterales bacterium                                     

STox-50*   ?  

MBX9843406.1
JAIESI010000135.1:38362-43091                                              
Xanthobacteraceae bacterium                                                

TctC Amidohydro_2 STox-50 PG-binding* TctC ISOCOT

MBZ5553753.1
JAIQFV010000012.1:24315-35288                                              
Terriglobia bacterium                                                      

  ?  MPTase-PVC STox-50* REase UvrD-helicase UvrD_C REase

MCA0186595.1
JAIUPR010000113.1:6097-10299                                               
Proteobacteria bacterium                                                   

TIR   ?  STox-50 PG_binding_1* GGDEF NifQ

MCA3174867.1
JADCHG010000132.1:15-3860                                                  
Burkholderiales bacterium                                                  

  ?  LysM STox-50*   ?  VgrG T6SS_Vgr DUF2345

MCB1955212.1
JAGRFX010000035.1:6819-8559                                                
Rhodocyclaceae bacterium                                                   

Phage_holin_2_3   ?  STox-50*   ?  GTA_holin_3TM

MCB6267220.1
JAJCQP010000002.1:656-4997                                                 
Bacteroides cellulosilyticus                                               

KOW UpxZ Muramidase* Epimerase_2 NTP_transferase

MCC5811315.1
JAFIFV010000097.1:83481-85597                                              
Ectothiorhodospiraceae bacterium                                           

Phage_holin_8 Phage_holin_3_7 PG_binding_1 STox-50*   ?  KASH_CCD

MCC7005286.1
JADYYQ010000028.1:6753-9176                                                
Ottowia sp.                                                                

Phage_holin_8 Phage_holin_3_7 STox-50*   ?  P2_Phage_GpR

MCC7069670.1
JADZDK010000143.1:5756-9918                                                
Burkholderiales bacterium                                                  

Tox-Metpeptidase DUF72 STox-50*   ?    ?  

MCE3261825.1
JAJTCO010000009.1:16028-20201                                              
Pseudoduganella sp.                                                        

  ?    ?  STox-50* YhfG DOC

MCH7862764.1
JADFNJ010000464.1:1-2293                                                   
Proteobacteria bacterium                                                   

  ?  STox-50*   ?  AIRC

MCJ8317002.1
JALJPF010000006.1:178043-180415                                            
Idiomarina sp.                                                             

  ?  GTA_holin_3TM PG_binding_1 STox-50* Phage_holin_3_7 Phage_holin_8

MCL2875133.1
WREK01000009.1:12246-19638                                                 
Betaproteobacteria bacterium                                               

LuxR-HTH Receiver His-Kinase HisKA_3 DUF3365 STox-50*   ?    ?  

MCL4715443.1
JAHDXR010000009.1:1817-3588                                                
Hyphomonadaceae bacterium                                                  

  ?    ?  STox-50*   ?    ?  

MCP5255919.1
JACKMC010000014.1:31877-38249                                              
Zoogloeaceae bacterium                                                     

NLPC   ?  LysM STox-50* Phage_GPD VgrG T6SS_Vgr DUF2345 DUF779

MCP9760039.1
RJTZ01000077.1:6426-8391                                                   
Aquitalea sp. S1-19                                                        

Phage_holin_8 Phage_holin_3_7 PG_binding_1 STox-50*   ?    ?  

MGS1802636.1
JADRTF020000045.1:1-841                                                    
Klebsiella pneumoniae                                                      

STox-50*

MPS68206.1
SPFB01000002.1:366930-372407                                               
Novosphingobium sp.                                                        

  ?    ?  STox-50 PG_binding_1 PG_binding_1* Peptidase_M28 ABC1

NBB68785.1
JAAAPF010000011.1:6652-12250                                               
Alphaproteobacteria bacterium                                              

Abhydrolase_1   ?  STox-50 PG_binding_1* Subtilisin MGS AICARFT_IMPCHas

NBR11424.1
RFZR01000062.1:4158-8265                                                   
Alphaproteobacteria bacterium                                              

GST_N GST_C SNARE_assoc STox-50 PG-binding* GatB_N GatB_Yqey Uma2

NDB69895.1
RGXI01000623.1:1-1756                                                      
Methylocystaceae bacterium                                                 

  ?  STox-50* 2TM-pepa   ?  

NJO55114.1
JAAURA010000018.1:2445-5764                                                
Rhodospirillales bacterium                                                 

ChapFlgA FlgH STox-50 PG-binding* zf-dskA_traR DksA_CC   ?  

NLA66812.1
JAAZHF010000028.1:2628-5029                                                
Gammaproteobacteria bacterium                                              

  ?    ?  STox-50* PAS   ?  

NLY33940.1
JAAYGK010000052.1:14516-16902                                              
Alcaligenaceae bacterium                                                   

P2_Phage_GpR HetE-N1 PG_binding_1 STox-50*   ?    ?  

NMM10649.1
JABBPC010000028.1:1-2880                                                   
Polaromonas sp.                                                            

DUF2345 LysM STox-50*   ?    ?  

NNC59752.1
JABDMZ010000118.1:10743-16664                                              
Erythrobacter sp.                                                          

FecCD ABC_tran STox-50 PG_binding_1*   ?  Peptidase_M3

NNE68283.1
JABDKD010000231.1:3246-9077                                                
Pyrinomonadaceae bacterium                                                 

OmpA GTP_EFTU GTP_EFTU_D2 SelB-wing_2 SelB-wing_3 STox-50 PG_binding_1*   ?  

NQZ32519.1
JABSRB010000032.1:39656-42057                                              
Oceanospirillaceae bacterium                                               

Phage_holin_8 Phage_holin_3_7 PG_binding_1 STox-50*   ?  P2_Phage_GpR

OAN53964.1
LWQT01000038.1:75262-77514                                                 
Paramagnetospirillum marisnigri                                            

  ?    ?    ?    ?  STox-50*

OGC76252.1
MEWG01000047.1:7686-11549                                                  
candidate division WWE3 bacterium RIFOXYD1_FULL_39_9                       

SbcC CHASE3   ?  STox-50* RecA   ?  

OGU56272.1
MHAE01000112.1:9630-12219                                                  
Ignavibacteria bacterium RBG_13_36_8                                       

  ?    ?  PG_binding_1 STox-50*

OLP19632.1
MQTZ01000012.1:87777-93147                                                 
Leptolyngbya sp. 'hensonii'                                                

Hexapep Hexapep LpxD DUF4870 FrhB_FdhB_C FrhB_FdhB_N STox-50* NusB Methyltr_RsmB-F

OQC01925.1
MWEC01000237.1:135-3576                                                    
Bacteroidetes bacterium ADurb.Bin090                                       

DDE_3   ?  LysM STox-50* VgrG Gp5_C Gp5_C

PHX39417.1
LKCF01003270.1:1-2278                                                      
Pseudomonas sp. NZIPFR-PS2                                                 

STox-50* SH3 LysR_substrate

PLC03524.1
PKMT01000004.1:393437-400970                                               
Variovorax sp. RO1                                                         

DHDPS Phage_GPD VgrG T6SS_Vgr DUF2345 STox-50*   ?  MoaE

PPQ39510.1
NHRY01000033.1:8442-13738                                                  
Rhodopila globiformis                                                      

AhpC-TSA MFS_1 Hydantoinase_B PhdYeFM_antitox STox-50*

PSB47307.1
PVWL01000023.1:63628-66182                                                 
Cyanosarcina cf. burmensis CCALA 770                                       

DUF4082   ?  STox-50*   ?    ?  

PSG89410.1
PXOT01000024.1:78837-83560                                                 
Mesoflavibacter zeaxanthinifaciens subsp. sabulilitoris                    

DUF6712   ?    ?    ?  STox-50*

PWT75595.1
PSQZ01000131.1:273-5110                                                    
Chloroflexi bacterium                                                      

Resolvase BetaPropeller STox-50 PG_binding_1* ab-Hydrolase Resolvase Recombinase

PXA98432.1
QHKA01000093.1:3392-7700                                                   
Nostoc sp. 3335mG                                                          

  ?    ?  PG_binding_1 STox-50* ABM Ni_hydr_CYTB

PYR66068.1
QHWP01000322.1:15272-18533                                                 
Acidobacteria bacterium                                                    

FHA SpoIIE GAF STox-50 PG_binding_1* Secretin   ?  

PYR74202.1
QHWR01000183.1:1-6751                                                      
Acidobacteria bacterium                                                    

  ?    ?  FtsX MacB_PCD FtsX MacB_PCD STox-50 PG_binding_1*

QDQ89151.1
CP041732.1:1864677-1867837                                                 
Alcaligenaceae bacterium SJ-26                                             

Phage_tail_S P2_Phage_GpR   ?    ?  PG_binding_1 STox-50*

QEM40954.1
MK799650.1:20979-24084                                                     
Pseudomonas phage PAP-JP                                                   

Phage_tail_APC   ?  STox-50*   ?  SHE3

QEY72154.1
CP043626.1:2527999-2531651                                                 
Pseudomonas denitrificans (nom. rej.)                                      

  ?  SH3 STox-50* STox-50   ?  

QNO00248.1
MT670419.1:55203-58255                                                     
Pseudomonas phage phiPsa315                                                

  ?  STox-50*   ?    ?    ?  

QRE00659.1
MW460249.1:58478-61777                                                     
Pseudomonas phage Itty13                                                   

  ?    ?  STox-50* LPD4

QYM94603.1
CP040816.1:174946-178253                                                   
Dickeya ananatis                                                           

  ?    ?  PG_binding_1 STox-50* SNARE_assoc ACT

QZI85621.1
MZ326855.1:18483-21979                                                     
Stenotrophomonas phage Suzuki                                              

  ?    ?  STox-50* LamininG   ?  

RMO67778.1
RBPZ01000099.1:259329-264626                                               
Pseudomonas fluorescens                                                    

  ?  STox-50 STox-50*   ?  zinc-ribbon_6 Peptidase_Mx

RQM36932.1
RHHM01000016.1:76411-81186                                                 
Erwinia psidii                                                             

VipB VipB_2 T6SS_HCP   ?    ?  PG_binding_1 STox-50*

RUT67889.1
QWDM01000025.1:41055-45132                                                 
Flavobacterium cupreum                                                     

  ?    ?  RHS STox-50*

RWR03591.1
JMEE01000001.1:201271-206379                                               
[Pantoea] beijingensis                                                     

Glyoxalase YceI STox-50* Glyco_hydro_16   ?  

RYE58507.1
SEFL01000102.1:1-3919                                                      
Sphingobacteriales bacterium                                               

ab-Hydrolase STox-50* LDcluster3 Gasdermin

RYF34848.1
SEAU01000040.1:55-1838                                                     
Comamonadaceae bacterium                                                   

STox-50* DUF1993   ?  

RYZ30002.1
SEAE01000080.1:4932-9200                                                   
Chitinophagaceae bacterium                                                 

DUF4136 OMP_b-brl STox-50* OMP_b-brl_3 PLUG

RZM20815.1
SEGE01003990.1:1-1321                                                      
Sphingomonas sp.                                                           

EAL   ?  STox-50*

SAL57935.1
FCNW02000038.1:12718-17930                                                 
Caballeronia humi                                                          

DUF4148   ?  STox-50 PG_binding_1*   ?  Receiver LuxR-HTH cNMPBD

SKB83278.1
FUYT01000012.1:184823-191732                                               
Luteibacter sp. 22Crub2.1                                                  

TonB_dep_Rec Plug CarboxypepD_reg   ?  STox-50*

SPF33254.1
OMOG01000032.1:3952-6343                                                   
Candidatus Sulfopaludibacter sp. SbA4                                      

  ?    ?  STox-50 PG-binding* ParB-HTH   ?  

TDL99632.1
PTET01000002.1:305429-310681                                               
Flavobacteriaceae bacterium                                                

  ?  Phage_holin_3_3 STox-50*   ?    ?  

TFW03292.1
SPQI01000287.1:5121-13652                                                  
Oxalobacteraceae bacterium OM1                                             

NAD_binding_2 NAD_binding_11 GGDEF LysM STox-50*   ?  Sugar_tr

TGT78433.1
SRTB01000001.1:402251-406898                                               
bacterium M00.F.Ca.ET.159.01.1.1 Bacteria.                                 

  ?  VanY STox-50 PG-binding*   ?  Autoind_synth

TNI79327.1
NKXD01000011.1:107268-114685                                               
Aeromonas veronii                                                          

MFS_1_like   ?  Phage_GPD VgrG T6SS_HCP STox-50*

TPW02083.1
VFBF01000210.1:2432-5100                                                   
Alphaproteobacteria bacterium                                              

GST_N GST_C Nucleos_tra2_N Gate Nucleos_tra2_C STox-50* STox-50

TXH53813.1
SSEM01000206.1:3098-5602                                                   
Desulfurellales bacterium                                                  

  ?    ?  STox-50*   ?    ?  

TXT37901.1
VIKI01000103.1:2487-7125                                                   
Comamonadaceae bacterium                                                   

Asp_Arg_Hydrox Sulfotransfer STox-50 PG-binding* DUF2063 DUF692

UAV84556.1
OK040171.1:42010-45072                                                     
Pseudomonas phage PHB09                                                    

  ?    ?  STox-50*   ?    ?  

UCS82818.1
OK042081.1:9694-12049                                                      
Yersinia phage vB_YenS_P400                                                

HNH_3   ?  STox-50* 2-ph_phosp   ?  

UGO52713.1
OL539452.1:1-1282                                                          
Serratia phage vB_SmaS_Opt-155                                             

STox-50*   ?    ?  

UPT64971.1
CP096134.1:2057085-2062839                                                 
Hyphomonadaceae bacterium JAD_PAG50586_4                                   

CytC STox-50 STox-50 STox-50* tRNA-synt_1g Anticodon_3 2OG-FeII_Oxy_4

UUZ68721.1
CP087965.1:369667-374729                                                   
Polaromonas sp. P2-4                                                       

Phagesheath Phagesheath STox-50 PG_binding_1*   ?  Ribosomal_S21

VWX63544.1
LR732703.1:2396288-2399135                                                 
Burkholderiales bacterium 8X                                               

TMP-TENI   ?  STox-50*   ?    ?  

WP_000596722.1
NZ_AEJX01000145.1:1-2735                                                   
Escherichia sp. TW15838                                                    

  ?  HlyD_D23 Biotin_lipoyl_2 PsbY STox-50*

WP_241957727.1
NZ_AEXD01000021.1:3448-7782                                                
Escherichia coli STEC_7v                                                   

  ?  EFHAND STox-50*

WP_153568920.1
NZ_VYSQ01000015.1:62106-66429                                              
Acinetobacter haemolyticus                                                 

Phage_holin_3_2   ?  Phage_integrase Arm-DNA-bind_3 STox-50*   ?  

WP_077262666.1
NZ_CP019635.1:317414-323214                                                
Vibrio campbellii                                                          

DUF3297   ?  PVC-AAA STox-50* PMT_2

WP_008990263.1
NZ_AMSG01000002.1:28886-30836                                              
Galbibacter marinus                                                        

  ?  STox-50*   ?    ?    ?  

WP_076481831.1
NZ_MTJZ01000064.1:119417-121433                                            
Burkholderia ubonensis                                                     

Phage_holin_3_7 Phage_holin_8 PG_binding_1 STox-50* DUF2205   ?  

WP_239881888.1
NZ_JAJAWO010000009.1:3753-5909                                             
Laribacter hongkongensis                                                   

Phage_holin_3_7 Phage_holin_8 zf-dskA_traR PG_binding_1 Muramidase*   ?  

WP_012702273.1
NC_012560.1:3798818-3800902                                                
Azotobacter vinelandii DJ                                                  

PG_binding_1 STox-50* Phage_holin_3_1 Phage_tail_X   ?    ?  

WP_015173563.1
NC_019703.1:4298951-4302877                                                
Geitlerinema sp. PCC 7407                                                  

ab-Hydrolase GATase PG-binding STox-50*   ?    ?  

WP_187978438.1
NZ_CP017024.1:2529782-2531888                                              
Pseudomonas oryzihabitans                                                  

Phage_holin_3_1   ?  PG_binding_1 STox-50* Phage_tail_X   ?  

WP_221305793.1
NZ_JACHDJ010000009.1:92944-100425                                          
Paraburkholderia sp. WSM4177                                               

Glycos_transf_N   ?  cobW UreF SH3 STox-50*

WP_018629171.1
NZ_KB893643.1:140387-142519                                                
Niabella aurantiaca DSM 17617                                              

DUF5053   ?  STox-50*   ?    ?  

WP_019397267.1
NZ_ALIP01000015.1:52055-56122                                              
Pseudoxanthomonas sp. GW2                                                  

CLP_protease Mu-like-gpT DUF2190 STox-50*   ?    ?  

WP_019562281.1
NZ_KB905984.1:3139-6402                                                    
Caldimonas manganoxidans ATCC BAA-369                                      

  ?    ?  LysM STox-50* DUF2345   ?  

WP_036251897.1
NZ_JQKS01000021.1:2577-6443                                                
Methylobacter sp. BBA5.1                                                   

  ?    ?  PG_binding_1 STox-50*   ?    ?  

WP_084611105.1
NZ_AUAF01000012.1:62258-70747                                              
Zooshikella ganghwensis DSM 15267                                          

ILVD_EDD   ?  Acetylase TGase_elicitor LysM STox-50*

WP_159223367.1
NZ_LR733469.1:2499223-2504255                                              
Pantoea brenneri                                                           

DUF3750 Phage_holin_8 Phage_holin_3_7 STox-50* DUF2514

WP_034948182.1
NZ_JNVB01000042.1:11747-20930                                              
Erwinia oleae                                                              

VipB VipB_2 T6SS_HCP   ?  T6SS_HCP PG_binding_1 STox-50*   ?  Metallopeptidase   ?  STox-50* LprI

WP_081868266.1
NZ_CADFFX010000054.1:12292-19677                                           
Caballeronia glathei                                                       

VipB VipB_2   ?  PAAR_motif Phage_GPD VgrG T6SS_Vgr DUF2345 LysM STox-50*

WP_036234265.1
NZ_AZND01000230.1:620-2744                                                 
Methylibium sp. T29                                                        

STox-50* Polysacc_lyase   ?    ?    ?  

WP_255296566.1
NZ_CAWNPE010000001.1:2173111-2181483                                       
Xenorhabdus szentirmaii                                                    

T6SS_HCP DUF3828   ?    ?  STox-50*

WP_039045593.1
NZ_JWHQ01000013.1:214631-217154                                            
Plesiomonas shigelloides                                                   

PG_binding_1 STox-50* P2_Phage_GpR   ?  Phage_holin_3_7   ?  

WP_040041870.1
NZ_JWJG01000028.1:4928411-4938037                                          
Noviherbaspirillum autotrophicum                                           

CytC CytC CytC LysM STox-50*   ?  Phage_GPD VgrG T6SS_Vgr DUF2345 EAL GGDEF GAF_2 PAS dCache_1

WP_211344897.1
NZ_QUMU01000017.1:32619-42844                                              
Archangium gephyra                                                         

Amidohydro_1   ?    ?  STY-kinase STox-50 PG_binding_1*

WP_051334818.1
NZ_AUEZ01000059.1:11332-15813                                              
Bradyrhizobium sp. Ai1a-2                                                  

STox-50 PG_binding_1*   ?    ?    ?    ?  

WP_229001677.1
NZ_CAWQOZ010000181.1:149-1649                                              
Photorhabdus aegyptia                                                      

  ?    ?  STox-50*

WP_054702309.1
NZ_BBCC01000347.1:827-3405                                                 
Desulfosarcina cetonica JCM 12296                                          

Na PG_binding_1 STox-50* TrkA_N Na_H_Exchanger

WP_159061411.1
NZ_CABKVG010000008.1:198994-201142                                         
Vitreoscilla massiliensis                                                  

Phage_holin_3_7 Phage_holin_8   ?  PG_binding_1 STox-50*   ?  

WP_058379124.1
NZ_CABPSE010000012.1:53164-55038                                           
Pandoraea communis                                                         

  ?  STox-50*   ?    ?    ?  

WP_059136423.1
NZ_LMAI01000004.1:282450-285577                                            
Chryseobacterium aquaticum subsp. greenlandense                            

  ?    ?  STox-50*   ?  Acyl_transf_3

WP_172588523.1
NZ_AP018738.1:1572527-1574652                                              
Ferriphaselus amnicola                                                     

  ?    ?    ?    ?  PG_binding_1 STox-50*

WP_063378704.1
NZ_AUXT01000199.1:48696-51120                                              
Pseudoalteromonas luteoviolacea NCIMB 1942                                 

Phage_holin_8 PG_binding_1 STox-50* P2_Phage_GpR Phagetail-S Phage_holin_3_7

WP_063433495.1
NZ_CP027708.1:7181361-7190518                                              
Pseudomonas chlororaphis subsp. piscium                                    

STox-50* OmpA_membrane   ?  DUF5351   ?  

WP_231110434.1
NZ_CM004192.1:2474174-2481643                                              
Burkholderia territorii                                                    

MlaC MlaA PNPase   ?  STox-50 PG_binding_1*

WP_064025668.1
NZ_CP023669.1:4452101-4456763                                              
Methylomonas koyamae                                                       

DDE_Tnp_1 DUF772 STox-50 PG_binding_1* Rdx Mur_ligase Mur_ligase_M Mur_ligase_C   ?  

WP_064598381.1
NZ_CP134782.1:5072287-5078405                                              
Mangrovibacter phragmitis                                                  

DUF386 PG_binding_1 STox-50*   ?    ?  ADI

WP_064619038.1
NZ_CP170124.1:1683421-1685831                                              
Moraxella sp. ATCC 23246                                                   

Phage_holin_8   ?  PG_binding_1 STox-50* P2_Phage_GpR Phagetail-S

WP_141670602.1
NZ_LZHI01000014.1:442-2657                                                 
Gilliamella sp. Choc6-1                                                    

  ?  STox-50*

WP_065618748.1
NZ_LZGM01000070.1:9503-11317                                               
Gilliamella sp. wkB108                                                     

Phage_holin_8 Phage_holin_3_7 STox-50*   ?    ?  

WP_081405989.1
NZ_CP015110.1:3239560-3242134                                              
Acinetobacter sp. TGL-Y2                                                   

PAIREDC-HTH   ?  DDE_3 STox-50*   ?  

WP_068336430.1
NZ_LVHF01000033.1:908214-914579                                            
Photobacterium jeanii                                                      

Amidohydro_1   ?  PG-binding STox-50*   ?  MFS_1

WP_239283269.1
NZ_CAHPRG010000069.1:10016-15054                                           
Citrobacter werkmanii                                                      

  ?  CZB STox-50*

WP_070048305.1
NZ_CBCSDO010000001.1:104037-111225                                         
Rheinheimera salexigens                                                    

BPD_transp_1 BPD_transp_1 ABC_tran TOBE_2 STox-50* TgpA_N ab-Hydrolase

WP_070962636.1
NZ_LJJE01000005.1:225-3017                                                 
Vibrio sonorensis                                                          

STox-50* Subtilisin PatG_D PatG_C

WP_072998858.1
NZ_FRAM01000003.1:106980-111446                                            
Epilithonimonas mollis                                                     

PrmA STox-50*   ?  iSvmX2 TonB_dep_Rec PLUG

WP_236350075.1
NZ_CAWQUP010000006.1:120889-123115                                         
Aeromonas veronii                                                          

Phage_holin_8 Phage_holin_3_7 PG_binding_1 STox-50*   ?    ?  

WP_093071406.1
NZ_BSOK01000002.1:24778-26980                                              
Psychrobacter pacificensis                                                 

  ?  Phagetail-S P2_Phage_GpR STox-50*   ?  

WP_093071406.1
NZ_BSOK01000020.1:192955-195157                                            
Psychrobacter pacificensis                                                 

  ?  Phagetail-S P2_Phage_GpR STox-50   ?  

WP_078059475.1
NZ_CABKVU010000001.1:1-2936                                                
Xanthomonas massiliensis                                                   

LysM STox-50* DUF2345   ?  

WP_139382668.1
NZ_FUYT01000005.1:1-3841                                                   
Luteibacter sp. 22Crub2.1                                                  

  ?    ?  STox-50*

WP_176167776.1
NZ_FUYT01000006.1:172289-178672                                            
Luteibacter sp. 22Crub2.1                                                  

Glyoxalase   ?  3-dmu-9_3-mt STox-50* PAS HWE_HK His-Kinase

WP_084227660.1
NZ_JXSS01000052.1:171-2609                                                 
Lysobacter sp. A03                                                         

LysM STox-50 LysM CHAP*   ?  Glrx-like

WP_089417208.1
NZ_CP022423.1:2607916-2615363                                              
Vitreoscilla filiformis                                                    

Neisseria_PilC TonBC STox-50* UreD HI0933_like

WP_089851503.1
NZ_FPAQ01000039.1:5726-7978                                                
Halomonas saccharevitans                                                   

P2_Phage_GpR GTA_holin_3TM PG_binding_1 STox-50*   ?  Phage_tail_X

WP_089895104.1
NZ_FOJG01000001.1:2966573-2968983                                          
Chitinophaga arvensicola                                                   

  ?    ?  STox-50*   ?    ?  

WP_090835646.1
NZ_CADFGJ010000009.1:231355-233470                                         
Paraburkholderia hospita                                                   

Phage_holin_3_3 STox-50*   ?  Phage_lysis MetJArc-HTH

WP_092006143.1
NZ_FMYQ01000047.1:13125-15104                                              
Paraburkholderia lycopersici                                               

Phage_holin_8 Phage_holin_3_7 PG_binding_1 STox-50* ATG16   ?  

WP_092683756.1
NZ_FNMZ01000007.1:14556-24692                                              
Albimonas donghaensis                                                      

ADH_zinc_N ADH_N   ?  STox-50 PG_binding_1* TamB POTRA_TamA_1 Omp85

WP_092685330.1
NZ_FNMZ01000012.1:119280-122000                                            
Albimonas donghaensis                                                      

  ?    ?  STox-50 PG_binding_1*   ?  HicB_lk_antitox

WP_177236332.1
NZ_FOQH01000009.1:145605-152069                                            
Albimonas pacifica                                                         

adh_short_C2 Fis-HTH NtrC-AAA   ?  DbpA DEAD STox-50 PG_binding_1*

WP_092865535.1
NZ_FOQH01000015.1:91462-93993                                              
Albimonas pacifica                                                         

  ?  DUF6527 STox-50*   ?    ?  

WP_093161681.1
NZ_FNRO01000002.1:699450-701556                                            
Variovorax sp. YR216                                                       

P2_Phage_GpR STox-50*   ?  Phage_tail_X Phage_tail_S

WP_094268999.1
NZ_NOIH01000015.1:165055-167409                                            
Thauera propionica                                                         

Phage_GPL Phage_tail_X PG_binding_1 STox-50*   ?    ?  

WP_094984593.1
NZ_NHNI01000001.1:2118350-2124326                                          
Cellvibrio mixtus                                                          

  ?  STox-50*   ?  Polysacc_lyase LamininG

WP_170954699.1
NZ_NBZV01000009.1:29925-33611                                              
Polaromonas sp. AER18D-145                                                 

  ?  B3_4   ?    ?  STox-50 PG-binding*

WP_099789642.1
NZ_JBHLYV010000017.1:42583-46701                                           
Massilia eurypsychrophila                                                  

DSBH HTH_18 STox-50* Hydrolase_4 ALAD   ?  

WP_193702702.1
NZ_JAFMUP010000031.1:33738-36318                                           
Tenacibaculum finnmarkense genomovar finnmarkense                          

  ?    ?  STox-50*   ?    ?  

WP_168426902.1
NZ_JBKBLA010000009.1:82638-87722                                           
Limnobacter sp.                                                            

  ?  SLT_2 PG-binding STox-50* PALP SSF

WP_220084869.1
NZ_PYUQ02000016.1:290180-292464                                            
Halomonas sp. SL1                                                          

Phage_tail_X   ?  GTA_holin_3TM P2_Phage_GpR PG_binding_1 STox-50*

WP_108262760.1
NZ_QBKZ01000024.1:107773-113944                                            
Mangrovicoccus ximenensis                                                  

  ?  STox-50 PG_binding_1* Aldo_ket_red DHQ_synthase SpoIID

WP_109095297.1
NZ_LGQW01000004.1:3372-6764                                                
Azospirillum sp. TSH64                                                     

  ?  YfbU STox-50 PG_binding_1* MctB Phage_GPD

WP_111409996.1
NZ_QKXH01000005.1:320423-326092                                            
Flavobacterium aquariorum                                                  

LYTTR   ?  STox-50*   ?  DUF4468

WP_114233176.1
NZ_QDGN01000146.1:83-705                                                   
Pseudomonas aeruginosa                                                     

STox-50*

WP_114772650.1
NZ_QQBB01000013.1:49010-53938                                              
Microvirga subterranea                                                     

PG-binding STox-50 PG_binding_1* ab-Hydrolase   ?    ?  

WP_114968554.1
NZ_QEII01000227.1:35003-37164                                              
Rhodoferax ferrireducens                                                   

  ?    ?  STox-50*   ?    ?  

WP_114998245.1
NZ_JBQMUH010000001.1:1311249-1314519                                       
Empedobacter falsenii                                                      

STox-50*   ?    ?    ?  Acyl_transf_3

WP_115372622.1
NZ_QASA01000001.1:2321818-2328390                                          
Adhaeribacter pallidiroseus                                                

  ?    ?  STox-50*   ?    ?  

WP_119020539.1
NZ_CP032147.1:271263-277977                                                
Halomonas sp. JS92-SW72                                                    

DUF3617   ?  PG_binding_1 STox-50* EAL EAL GGDEF PAS

WP_119701059.1
NZ_QJSA01000005.1:105678-107753                                            
Pseudomonas jilinensis                                                     

Phage_holin_3_7 PG_binding_1 STox-50*   ?  Phage_holin_8   ?  

WP_119978196.1
NZ_BPFB01000012.1:85439-88031                                              
Shewanella algidipiscicola                                                 

Phage_holin_8 Phage_holin_3_7 PG_binding_1 STox-50*   ?  P2_Phage_GpR

WP_122124348.1
NZ_QSUN01000001.1:19667-22893                                              
Bacteroides sp. OM05-12                                                    

ZnR PG_binding_1 STox-50* HTH Couple_hipA HipA_C   ?  

WP_168967091.1
NZ_CAWPKQ010000002.1:783449-785577                                         
Aeromonas sp. DNRA1                                                        

Phage_holin_3_7 Phage_holin_8   ?  PG_binding_1 STox-50*   ?  

WP_123879915.1
NZ_CP033920.1:3504977-3507513                                              
Chryseobacterium carnipullorum                                             

  ?    ?  STox-50*   ?    ?  

WP_124541799.1
NZ_QUSW01000005.1:134647-139615                                            
Albitalea terrae                                                           

7TMR-DISMED2 7TMR-DISM GGDEF   ?  LysM LysM NLPC_P60 STox-50* eIF-1a   ?  

WP_143706915.1
NZ_MVFU01000080.1:1-2194                                                   
Xanthomonas oryzae pv. oryzicola                                           

  ?  STox-50* Phage_GPD

WP_126777629.1
NZ_PIPM01000016.1:9317-11661                                               
Aliidiomarina sanyensis                                                    

Phage_holin_8 Phage_holin_3_7 PG_binding_1 STox-50*   ?    ?  

WP_127789876.1
NZ_SACL01000011.1:82366-85485                                              
Rhodovarius crocodyli                                                      

  ?    ?  STox-50 PG_binding_1*   ?    ?  

WP_128782371.1
NZ_RJLM01000001.1:747394-755044                                            
Photobacterium chitinilyticum                                              

ACR_tran HlyD_D23 PG_binding_1 STox-50* LTD LTD   ?  

WP_192897984.1
NZ_RDSM01000001.1:2138144-2143783                                          
Granulicella sibirica                                                      

CarboxypepD_reg Peptidase_M1_N Peptidase_M1 Aldose_epim Ribonuc_L-PSP Aminotran_5 STox-50 PG-binding*

WP_129569930.1
NZ_CP071878.2:2314862-2318329                                              
Mucilaginibacter gossypii                                                  

  ?  DUF6712 STox-50*   ?    ?  

WP_250697822.1
NZ_SJOH01000003.1:114399-118112                                            
Acinetobacter sp. ANC 3781                                                 

DUF4113 IMS_C IMS_HHH IMS   ?    ?    ?  STox-50*

WP_135246300.1
NZ_SIHO01000002.1:1034650-1038655                                          
Polymorphobacter arshaanensis                                              

  ?  PG_binding_1 STox-50*   ?    ?  SAM-methylase

WP_135277065.1
NZ_PQVH01000008.1:129991-132081                                            
Methylotenera oryzisoli                                                    

  ?  PG_binding_1 STox-50* Phage_tail_X Phage_holin_3_3   ?  

WP_135962741.1
NZ_SRXT01000002.1:239899-246599                                            
Sphingomonas gei                                                           

Alpha-amylase Alpha-amylase DUF3459 STox-50 PG-binding* TIMbarrel UDG DUF4130

WP_136931172.1
NZ_SSMQ01000024.1:15369-20612                                              
Polyangium fumosum                                                         

  ?  DUF2169 LysM STox-50*   ?    ?  

WP_137938592.1
NZ_SCOH01000023.1:75687-81927                                              
Chitinivorax sp. B                                                         

Transgly_assoc Acid_phosphat_B STox-50 PG_binding_1* PBPB EAL GGDEF PAS 8TMR-UT

WP_140219819.1
NZ_CP021645.1:3723157-3729937                                              
Pseudomonas oryzihabitans                                                  

UDG   ?  SH3 STox-50* Phage_GPD VgrG DUF2345 STY-kinase

WP_204814827.1
NZ_JAPZLP010000001.1:397610-401094                                         
Agrobacterium salinitolerans                                               

Calcineurin   ?    ?    ?  STox-50*

WP_143488013.1
NZ_VJOY01000005.1:262264-264716                                            
Pseudomonas mangiferae                                                     

Phage_tail_X Phage_holin_3_1 PG_binding_1 STox-50* P2_Phage_GpR   ?  

WP_144106614.1
NZ_CAAJGK010000011.1:45603-49501                                           
Paraburkholderia sp. BCC1886                                               

RelE-ParE Phd-YefM PG_binding_1 STox-50*   ?    ?  

WP_144154963.1
NZ_CAAJGM010000122.1:1-5244                                                
Paraburkholderia sp. BCC1885                                               

VgrG T6SS_Vgr DUF2345   ?    ?  STox-50*

WP_222705563.1
NZ_CP042806.1:2581268-2586042                                              
Terriglobus albidus                                                        

  ?    ?  PP2C 3keto-disac_hyd 3keto-disac_hyd confTPR FHA PG_binding_1 STox-50*

WP_147892021.1
NZ_VRTS01000007.1:50567-56856                                              
Alkalisalibacterium limincola                                              

ab-Hydrolase Phage_GPD Phage_base_V T6SS_Vgr DUF2345 LysM STox-50*   ?    ?  

WP_151956803.1
NZ_BKVV01000022.1:1-3965                                                   
Acinetobacter guillouiae                                                   

STox-50* GSDH   ?    ?  

WP_152321706.1
NZ_RQVV01000034.1:19913-25002                                              
Erwinia endophytica                                                        

  ?  PG_binding_1 STox-50* T6SS_HCP VipB VipB_2   ?  

WP_228112002.1
NZ_SSXU01000025.1:12136-18580                                              
Zoogloea sp. 1C4                                                           

FHA T6SS_FHA_C   ?    ?  RHS RHS Ntox48 STox-50*

WP_153235727.1
NZ_WINI01000008.1:49388-55926                                              
Glaciimonas soli                                                           

STox-50   ?  STox-50* Phage_GPD VgrG T6SS_Vgr DUF2345   ?  

WP_158823704.1
NZ_LMUH01000025.1:572509-577403                                            
Granulicella sp. S156                                                      

MgtC   ?  PG_binding_1 STox-50*   ?  PMT_2

WP_159288668.1
NZ_CACSGT010000002.1:21660-23939                                           
Tenacibaculum maritimum                                                    

  ?    ?  STox-50*   ?    ?  

WP_159341525.1
NZ_CP024621.1:1090737-1093114                                              
Vreelandella aquamarina                                                    

P2_Phage_GpR   ?  PG_binding_1 STox-50* Phage_holin_3_7 Phage_holin_8

WP_159793463.1
NZ_WTYM01000033.1:155967-160344                                            
Croceibacterium salegens                                                   

Peptidase_M13 Peptidase_M13_N   ?  STox-50 PG_binding_1 PG_binding_1*   ?    ?  

WP_160287311.1
NZ_CP047698.1:3223995-3229789                                              
Pseudomonas knackmussii                                                    

Mbetalac PG_binding_1 Peptidase_M15_4 STox-50 PG_binding_1* DUF2860 Xan_ur_permease

WP_160623454.1
NZ_CP028271.1:4593720-4597899                                              
Mixta intestinalis                                                         

LprI T6SS_HCP PG_binding_1 STox-50*   ?  LprI

WP_160780015.1
NZ_BAAAZF010000001.1:882541-888687                                         
Parerythrobacter jejuensis                                                 

Peptidase_M3   ?  STox-50 PG_binding_1 PG-binding* ABC_tran FecCD

WP_160928707.1
NZ_WWEU01000002.1:544574-549856                                            
Vibrio tetraodonis subsp. pristinus                                        

ISOCOT PilZ STox-50*   ?  PVC-AAA

WP_206678896.1
NZ_QORI02000003.1:50395-56097                                              
Pseudomonas sp. SST3                                                       

Pirin_C_2 Pirin Abhydrolase_1   ?  LrgB SH3 STox-50*

WP_210797205.1
NZ_CBCSJL010000009.1:16300-19204                                           
Pseudoalteromonas ostreae                                                  

DUF6795   ?    ?  PG_binding_1 STox-50*   ?  

WP_169434361.1
NZ_CP051685.1:1157040-1189490                                              
Massilia forsythiae                                                        

PA   ?  DUF6531 RHS RHS RHS RHS RHS RHS_repeat RHS RHS RHS RHS DUF4214 RHS RHS_repeat RHS_repeat RHS LysM STox-50*   ?  DUF6531 RHS RHS RHS_repeat RHS RHS RHS RHS RHS RHS DUF4214 DUF4214 RHS RHS RHS LysM Ntox32

WP_172999748.1
NZ_CP053617.1:1197268-1199262                                              
Achromobacter xylosoxidans                                                 

Phage_holin_8 Phage_holin_3_7 PG_binding_1 STox-50*   ?    ?  

WP_180539387.1
NZ_CAJCHS010000129.1:1-6096                                                
Nevskia soli                                                               

Glyco_transf_20 STox-50 PG_binding_1* TonB_dep_Rec CarboxypepD_reg

WP_183088448.1
NZ_JACJUD010000002.1:462626-468701                                         
Aquipseudomonas ullengensis                                                

DUF2784   ?  STox-50 PG_binding_1* adh_short RapA_C SNF Tudor_RapA Tudor_1_RapA

WP_183346802.1
NZ_BLXY01000002.1:894454-898301                                            
Geomonas paludis                                                           

MqsA_antitoxin   ?  STox-50* LemA Cation_efflux

WP_183380133.1
NZ_JACHYE010000007.1:1-4445                                                
Herbaspirillum sp. Sphag64                                                 

DUF2345 LysM STox-50*   ?    ?  

WP_183700306.1
NZ_JACHFE010000002.1:307623-309848                                         
Marinobacter oulmenensis                                                   

  ?    ?  PG_binding_1 STox-50*   ?  Phage_tail_X

WP_187336701.1
NZ_CP060495.1:1385001-1389819                                              
Novosphingopyxis iocasae                                                   

Esterase STox-50* AI-2E_transport PG_binding_1 Aldedh

WP_229710296.1
NZ_BMLK01000012.1:14693-18947                                              
Novosphingobium indicum                                                    

  ?  Peptidase_M28   ?  STox-50 PG_binding_1 PG_binding_1* DPBB_1

WP_189987631.1
NZ_BMZS01000002.1:159199-162837                                            
Thalassobaculum fulvum                                                     

CMD HD_3 STox-50 PG_binding_1* 2-Hacid_dh_C   ?  

WP_190334987.1
NZ_JAAUWT010000007.1:19667-27494                                           
Vibrio sp. S9_S30                                                          

CdiB POTRA_TamA_1 BetaPropeller FG-GAP_3 STox-50* LTD LTD   ?  

WP_228519739.1
NZ_JADKYT010000001.1:1253917-1256463                                       
Methylophilus sp. QUAN                                                     

P2_Phage_GpR   ?  Phage_holin_3_7 Phage_holin_8 PG_binding_1 STox-50*

WP_199030239.1
NZ_JAELUI010000042.1:1-2126                                                
Ralstonia sp. ASV6                                                         

STox-50*   ?    ?  

WP_200204715.1
NZ_VCGZ01000010.1:120432-122669                                            
Marinobacter sp. 1-3A                                                      

Phage_tail_X   ?  PG_binding_1 STox-50*   ?    ?  

WP_200380391.1
NZ_NRRU01000197.1:162-2769                                                 
Rubrivivax gelatinosus                                                     

  ?  LysM STox-50* DUF2345

WP_202832526.1
NZ_JAETWB010000006.1:44611-50108                                           
Belnapia arida                                                             

Peptidase_S58 PG-binding STox-50* Peptidase_M20 M20_dimer Omp85 POTRA   ?  

WP_238999846.1
NZ_JAESND010000001.1:802255-804865                                         
Jeongeupia naejangsanensis                                                 

  ?  Phage_lysis P2_Phage_GpR   ?  PG_binding_1 STox-50*

WP_204193918.1
NZ_JAFEMC010000001.1:533706-541145                                         
Sphingomonas longa                                                         

EAL GGDEF CHASE2 TUDOR PG_binding_1 STox-50* Peptidase_M1_N Peptidase_M1 ERAP1_C NMO

WP_205224850.1
NZ_JAFFQD010000071.1:10657-15247                                           
Desulfogranum marinum                                                      

DUF2868 DUF3482 MMR_HSR1 STox-50 PG_binding_1* Tox-ABHYDROLASE

WP_207483115.1
NZ_JAFIQU010000015.1:117-2911                                              
Arenibaculum pallidiluteum                                                 

GTA_holin_3TM STox-50*   ?    ?  

WP_208178747.1
NZ_JAGETZ010000024.1:15846-20926                                           
Hymenobacter negativus                                                     

TssD   ?  STox-50* DUF2345 Phage_base_V Phage_GPD   ?  

WP_212915182.1
NZ_CP025532.1:2224804-2228586                                              
Marinomonas sp. A3A                                                        

DUF2589 DUF2589 STox-50* Methyltransf_31 SBP_bac_3

WP_213259850.1
NZ_JAGYWA010000009.1:114497-121200                                         
Flavobacterium branchiicola                                                

CorA   ?  STox-50* Sel1 Sel1 Sel1 Por_Secre_tail   ?  

WP_218444239.1
NZ_JAGSPA010000001.1:754265-759979                                         
Pacificimonas pallii                                                       

  ?  TIR FlaToC TPR STox-50 PG_binding_1* SNF TPR

WP_219209439.1
NZ_JAAAFX010000004.1:46933-49359                                           
Variovorax boronicumulans                                                  

Thermonuclease DUF2514 STox-50*   ?    ?  

WP_220816055.1
NZ_BPFX02000015.1:7209-8978                                                
Pseudomonas paralcaligenes                                                 

Phage_tail_X PG_binding_1 STox-50* TY-Chap3   ?  Phage_holin_3_1

WP_226572813.1
NZ_JAIVKM010000007.1:97095-104304                                          
Mangrovibacter yixingensis                                                 

  ?    ?  PG_binding_1 STox-50* DcrB PAAR_motif DUF6531 RHS_repeat RHS RHS RHS_repeat RHS Tox-AHH

WP_226660753.1
NZ_JAIVKK010000001.1:26635-32906                                           
Microbulbifer aggregans                                                    

CBM_5_12 Polysacc_deac_1 HTH_18 AraC_N PG_binding_1 STox-50* Acetyltransf_10 ab-Hydrolase

WP_227308391.1
NZ_JAESVA010000005.1:200184-203872                                         
Acidisoma cellulosilyticum                                                 

Calcineurin   ?  STox-50*   ?    ?  

WP_232594484.1
NZ_BSPD01000027.1:73191-77838                                              
Marinibactrum halimedae                                                    

HTH_24 AsnC_trans_reg SPOUT SpoU_sub_bind STox-50*   ?  GGDEF

WP_232879536.1
NZ_JAJSQJ010000004.1:282595-285094                                         
Pseudomonas monteilii                                                      

Phage_holin_3_1 P2_Phage_GpR   ?  PG_binding_1 STox-50* Phage_tail_X

WP_236638264.1
NZ_QBKZ01000014.1:293381-302894                                            
Mangrovicoccus ximenensis                                                  

FecCD TctA STox-50 PG_binding_1*   ?    ?  

WP_247067359.1
NZ_CP094848.1:104490-107522                                                
Novacetimonas hansenii                                                     

HTH_3 DUF2285 STox-50* DUF1176   ?  

WP_238745903.1
NZ_JAKOOW010000009.1:91914-94107                                           
Kingella pumchi                                                            

  ?    ?  PG_binding_1 STox-50* Phage_holin_3_7   ?  

WP_239492196.1
NZ_AP024452.1:1649619-1657014                                              
Luteitalea sp. TBR-22                                                      

Sigma70_r2 Sigma70_r4_2 STox-50 SERAprotease* PAP2-diffusible-family2 GDSL STY-kinase

WP_243919007.1
NZ_JALHLG010000006.1:5142-19296                                            
Novosphingobium beihaiensis                                                

AAA-ToxA Tox-ART-HYD2 STox-50 PG-binding* Patatin Mbetalac

WP_243928431.1
NZ_JAKSXW010000099.1:8067-13724                                            
Methylobacterium sp. J-076                                                 

T6SS_TssG ClpABN-AAA ClpABC-AAA STox-50*   ?    ?  

WP_244071993.1
NZ_BQXC01000001.1:1132336-1140242                                          
Nitrosomonas sp. PY1                                                       

  ?    ?  STox-50 STox-50* CdiB POTRA_2 Caspase FG-GAP_2 FG-GAP_2 FG-GAP_2 FG-GAP_2 FG-GAP_2 FG-GAP_2 TPS

WP_244079747.1
NZ_BNCT01000107.1:151-778                                                  
Escherichia coli                                                           

  ?  STox-50*

WP_249071162.1
NZ_CAWQZR010000069.1:5725-9904                                             
Argonema antarcticum A004/B2                                               

  ?  PG-binding PG_binding_1 STox-50*   ?  FAD_binding_3

WP_250450486.1
NZ_CP067396.1:2948615-2956587                                              
Lysobacter enzymogenes                                                     

GMC_oxred_C GMC_oxred_N NAD_binding_8 STox-50* VGCC_beta4Aa_N ACR_tran AP_endonuc_2

WP_250679087.1
NZ_JAKLOY010000004.1:325494-329936                                         
Geomonas sp. Red32                                                         

DUF3463 Radical_SAM   ?  LysM STox-50* PAAR PAAR_motif PAP2

WP_256053555.1
NZ_JAMOHY010000024.1:42496-45035                                           
Stutzerimonas stutzeri                                                     

NLPC Phage_holin_3_1 PG_binding_1 STox-50* P2_Phage_GpR   ?  

YP_001956952.1
NC_010821.1:158624-165758                                                  
Pseudomonas phage 201phi2-1                                                

  ?    ?  PG_binding_1 STox-50*   ?    ?  

YP_009006538.1
NC_023570.1:33863-39978                                                    
Acinetobacter phage Petty                                                  

Phage_T7_tail Phage_holin_3_1 STox-50*   ?  Terminase

YP_009837671.1
NC_048702.1:56617-63069                                                    
Erwinia phage vB_EamM-Bue1                                                 

ATPcone Ribonuc_red_lgN Ribonuc_red_lgC PhoH PG_binding_1 STox-50*   ?    ?  

YP_009997613.1
NC_052974.1:56055-59451                                                    
Achromobacter phage vB_AchrS_AchV4                                         

HTH MiaE STox-50* Arm-DNA-bind_3 Phage_int_SAM_3 Phage_integrase Phage_AlpA

YP_010052796.1
NC_054463.1:32923-35039                                                    
Ralstonia phage Bakoly                                                     

  ?    ?  PG-binding STox-50*   ?    ?  

YP_010078891.1
NC_054965.1:61133-14722                                                    
Klebsiella phage LASTA                                                     

Lysozyme LPD9 LPD36 MTase D6 MPtase LPD39 LPD4   ?    ?  ADIP STox-50*

YP_010105029.1
NC_055823.1:47614-49192                                                    
Acinetobacter phage VB_ApiP_XC38                                           

  ?    ?  STox-50*   ?    ?  

YP_010348186.1
NC_062582.1:156159-162216                                                  
Pseudomonas phage Phabio                                                   

  ?    ?  PG_binding_1 STox-50* Collagen Collagen Collagen   ?  

YP_010356634.1
NC_062745.1:18778-21170                                                    
Polaribacter phage Danklef_1                                               

  ?    ?  STox-50* DUF6808   ?  


