
ADB36960.1
CP001769.1:1080068-1084629                         
Spirosoma linguale DSM 74                          

Receiver LYTTR His_kinase STox-51* Gp_dh_C   ?  

AKJ27440.1
CP011371.1:857042-863356                           
Caldimonas brevitalea                              

CBS HPP DUF3089 STox-51*   ?  GGDEF 7TMR-DISM_7TM 7TMR-DISMED2

ANO87373.1
CP015229.1:249316-254673                           
Escherichia coli                                   

FHA ClpABN-AAA ClpABC-AAA STox-51*   ?  T6SS_VipA

ARU32710.1
CP021138.1:2816575-2819742                         
Sulfuriferula sp. AH1                              

  ?    ?  STox-51* PAAR_motif His_Phos_1

ATY34551.1
CP024923.1:2300308-2305649                         
Sphingomonas psychrotolerans                       

Heme_oxygenase PAS_2 GAF PHY HWE_HK Receiver MLTR_LBD HTH   ?  STox-51*

AYM75508.1
CP033019.1:1442130-1447331                         
Janthinobacterium agaricidamnosum                  

Acetyltransf_7   ?  STox-51* DUF3079 TonB_dep_Rec PLUG

BBQ00666.1
AP022307.1:1390062-1396299                         
Burkholderia sp. SFA1                              

  ?  ab-Hydrolase STox-51* Rv2525c_GlyHyd-like PhoD

CFB66570.1
CFLA01000002.1:18723-22031                         
Yersinia enterocolitica                            

  ?    ?  STox-51*   ?  Phage_lysozyme

EDP70848.1
ABHI01000003.1:636984-638692                       
Flavobacteriales bacterium ALC-1                   

  ?  STox-23 STox-51*   ?    ?  

EFH8991087.1
AASXHF010000084.1:58-5906                          
Escherichia coli                                   

T6SS_VipA   ?  STox-51* ClpABN-AAA ClpABC-AAA FHA

EJF32119.1
AKXM01000010.1:21675-26975                         
Enterobacter sp. Ag1                               

DLH   ?  STox-51* Meth_synt_1 Meth_synt_2 LysR_substrate

HAU4884635.1
DACXLU010000010.1:187496-194447                    
Aeromonas hydrophila                               

T6SS_HCP Phage_GPD VgrG DUF2345 STox-51*   ?    ?  

HAY0637104.1
DADJFQ010000003.1:630640-632762                    
Serratia rubidaea                                  

LprI DUF2345 STox-51*   ?    ?  

HCC77934.1
DOZY01000226.1:6861-13609                          
Shigella sp.                                       

  ?  Phage_GPD VgrG T6SS_Vgr DUF2345 STox-51*   ?    ?  

HCV30272.1
DPLL01000187.1:12637-26838                         
Microcoleaceae cyanobacterium UBA9251              

Glyco_transf_41 TPR Glyco_hydro_108 ATG16 AAA_13 BNR_2 beta-propeller-membrane-conf Myosin_tail_1 MFS_1 STox-51*   ?    ?  

HIG72770.1
DUBZ01000137.1:176650-181347                       
Myxococcales bacterium                             

DUF3565 DUF1971 Rieske Ring_hydroxyl_A STox-51* NUDIX SNARE_assoc

HIL02800.1
DQLB01000154.1:3-4275                              
Myxococcales bacterium                             

APH STox-51* MFS_2 ENOYCOADEHYD

HIV71136.1
DXIO01000071.1:38285-42327                         
Candidatus Aquabacterium excrementipullorum        

adh_short DUF3734 Patatin STox-51*   ?    ?  

KAF5424766.1
QENI01000288.1:31882-34058                         
Candidatus Methanomarinus sp.                      

  ?    ?  STox-51*   ?  Metallopeptidase

KGD75291.1
JPKR02000004.1:743694-750376                       
Tatumella morbirosei                               

DUF943   ?  STox-51*   ?  Beta-Roll

KHK53828.1
JSZO01000014.1:138843-144663                       
Ralstonia sp. A12                                  

GST_C GST_N   ?  SRP54_N SRP54 Peptidase_M16_C Peptidase_M16 STox-51*

KRC68337.1
LMIU01000028.1:105435-117519                       
Achromobacter sp. Root83                           

ACR_tran ACR_tran Amidase_2 Caspase Tox-Peptidase STox-51*

KST68471.1
LMTZ01000062.1:370-4725                            
Mastigocoleus testarum BC008                       

PG_binding_1 STox-51* TPR Pentapeptide

MBA2372638.1
JACDAI010000015.1:476-2449                         
Chloroflexota bacterium                            

STox-51*

MBA3922974.1
JACDGJ010000577.1:1-3085                           
Nostocaceae cyanobacterium                         

PG_binding_1 PG-binding PG_binding_1 STox-51* CHAD Ferredoxin-RRM NIL

MBC7155002.1
JACIYW010000096.1:8193-11943                       
Rhodobacteraceae bacterium                         

adh_short GIY-YIG UVR UvrC_RNaseH_dom HhH STox-51*

MBC8876936.1
JACRUV010000903.1:8783-17014                       
Planctomycetota bacterium                          

Penicillinase_R Secretin Peptidase_M56 STox-51*   ?    ?  

MBE8968624.1
JADEXV010000129.1:911-7930                         
Nostocales cyanobacterium LEGE 12452               

Aldo_ket_red SAM-methylase PG_binding_1 STox-51* FtsH_ext Classical-AAA Peptidase_M41 MFS_2

MBF5005917.1
JADKYZ010000006.1:326799-333217                    
Diaphorobacter caeni                               

ImpA_N ClpABN-AAA ClpABC-AAA STox-51*   ?  GCV_T

MBH1619234.1
JADUKS010000008.1:48893-54467                      
Stenotrophomonas maltophilia                       

Ivy   ?  EFHAND STox-51*   ?    ?  

MBI1329946.1
WGMH01000004.1:32842-37243                         
Alphaproteobacteria bacterium                      

TetR-HTH TetR_C_8   ?  STox-51*   ?  Carboxyl_trans

MBI2927906.1
JACPRJ010000363.1:805-5409                         
Verrucomicrobia bacterium                          

DDE_Tnp_1 Polysacc_deac_1 STox-51*   ?  DUF2589

MBI3677689.1
JACQDN010000058.1:45789-49113                      
Proteobacteria bacterium                           

Carboxyl_trans   ?  STox-51*   ?  DUF2199

MBI3861434.1
JACQFH010000130.1:6788-12345                       
Planctomycetia bacterium                           

FHA DUF4123 PAAR_motif STox-51* DUF6861 Tox-Arc SecA Helicase_C

MBI4517004.1
JACQVA010000151.1:3386-5298                        
Deltaproteobacteria bacterium                      

  ?    ?  STox-51*

MBI4790791.1
JACQYF010000193.1:161-3528                         
Chloroflexi bacterium                              

Transposase_20 DEDD_Tnp_IS110 STox-51* Metallopeptidase PAAR_motif

MBI5256155.1
JACRAZ010000035.1:109943-117959                    
Burkholderiales bacterium                          

PFK   ?  STox-51* Aldolase_II Beta-Roll

MBK1713693.1
NRRU01000045.1:339-4484                            
Rubrivivax gelatinosus                             

Isochorismatase PRK STox-51* PAAR_motif RelE-ParE

MBK9203968.1
JADJUQ010000010.1:10136-14648                      
Candidatus Obscuribacter sp.                       

  ?    ?  STox-51*   ?  Peptidase_M17_N

MBL6852791.1
JADHQZ010000062.1:1-4210                           
Alphaproteobacteria bacterium                      

Carboxyl_trans STox-51* Ribonuc_L-PSP Peptidase_M28

MBL8171844.1
JAEUQO010000391.1:1526-4007                        
Acidobacteria bacterium                            

DUF3500 adh_short_C2 STox-51*

MBL9102626.1
JAEUJW010000041.1:17179-28971                      
Myxococcales bacterium                             

  ?  STY-kinase NACHT 68TM-wHTH STox-51* STY-kinase SWACOS GAF His-Kinase PTase_Orf2

MBL9135054.1
JAEUHG010000030.1:19872-30277                      
Verrucomicrobiales bacterium                       

  ?  TSP3_bac TSP3_bac Big_7 Big_5 TSP3_bac Big_5 CarboxypepD_reg ZU5 STox-51* Sigma70_ECF STY-kinase TPR

MBM3740026.1
VFZX01000402.1:93-2497                             
Acidobacteria bacterium                            

  ?    ?  STox-51* Receiver DUF2393

MBN2434338.1
JAFGRW010000038.1:83148-88630                      
Spirochaetes bacterium                             

PBP_dimer Transpeptidase FTSW_RODA_SPOVE STox-51* DZR_2 PRTase STAS

MBN9533861.1
JAFKFA010000036.1:14592-21081                      
Alphaproteobacteria bacterium                      

Peptidase_M28 Ribonuc_L-PSP STox-51* Ion_trans_2 TrkA_N Carboxyl_trans

MBN9570651.1
JAFKEV010000367.1:1-1992                           
Alphaproteobacteria bacterium                      

STox-51* Ion_trans_2 TrkA_N

MBO0720580.1
JAFMRT010000203.1:1653-5989                        
Blastocatellia bacterium                           

Amidohydro_1 FHA PG-binding PG_binding_1 STox-51*   ?  

MBS0198027.1
JAFEBP010000014.1:297358-307402                    
Planctomycetota bacterium                          

  ?    ?  Dockerin_1 Big_5 Glucodextran_B BactIG BactIG STox-51* Big_2 CarboxypepD_reg IgGFc_binding Dockerin_1   ?  

MBS0471648.1
JAFEEQ010000015.1:24409-29962                      
Proteobacteria bacterium                           

ATP12 Carboxyl_trans STox-51* Ribonuc_L-PSP FUSC_2 FUSC-like

MBS1783997.1
JAFDVN010000022.1:29-3057                          
Acidobacteria bacterium                            

  ?    ?  PKD IG RHS STox-51*

MBS1991120.1
JAFEAV010000023.1:60813-65209                      
Cyanobacteria bacterium SZAS LIN-3                 

OmpA CTP_transf_like STox-51*   ?  Peptidase_M48

MBT0727616.1
JABBFO010000008.1:16906-22372                      
Rosenbergiella australiborealis                    

  ?    ?  STox-51* PapD_N PapD_C Fimbrial

MBT6177095.1
JABITV010000164.1:2008-7626                        
Deltaproteobacteria bacterium                      

HAMP HisKA His-Kinase Receiver STox-51* Ppx-GppA Ppx-GppA_III ArsP_2

MBT9609082.1
JADMKF010000049.1:9756-12975                       
Aquabacterium sp.                                  

TGase PAAR_motif STox-51*   ?    ?  

MBU0917497.1
JAHIWN010000056.1:131008-134235                    
Gammaproteobacteria bacterium                      

  ?    ?  STox-51* PAAR_motif CarboxypepD-reg-IG 35exo

MBU1482032.1
JAHJMM010000037.1:979-5712                         
Gammaproteobacteria bacterium                      

  ?    ?  STox-51* Phage_GPD VgrG DUF2345 HigB-like_toxin

MBU6384703.1
JAGWZB010000015.1:9052-14981                       
Planctomycetota bacterium                          

DUF5722 FGS Pesticin STox-51* DNA_pol_B_exo2 Inositol_P

MBU6450963.1
JAGXAB010000007.1:40548-45972                      
Cyanobacteria bacterium REEB67                     

Peptidase_M48   ?  STox-51* CTP_transf_like TPR

MBV7538916.1
JAHUWK010000013.1:119554-123471                    
Duganella sp. sic0402                              

Peptidase_M28 Sulfatase STox-51* RelE-ParE Phd-YefM

MBW2229237.1
JAFDFB010000011.1:24244-30367                      
Deltaproteobacteria bacterium                      

  ?  DUF3604 STox-51* Pyrophosphatase APH

MBW2742700.1
JAFCZG010001567.1:1-1615                           
Deltaproteobacteria bacterium                      

STox-51* DAM-Chlorophyte   ?  

MBW4490949.1
JAHHIL010000058.1:15276-23938                      
Trichocoleus desertorum ATA4-8-CV12                

  ?  CobN-Mg_chel DUF3479 PG-binding STox-51* TPR TPR DUF4278

MBX2803005.1
JAHQVJ010000221.1:25844-34749                      
Myxococcales bacterium                             

REase UvrD_C UvrD-helicase   ?  STox-51*   ?    ?  

MBX3443884.1
JAHBXW010000015.1:67568-71550                      
Planctomyces sp.                                   

FHA PAAR_motif STox-51* PG_binding_1 NLPC ART-EvpP

MBX3578862.1
JAHBYW010000006.1:231289-237579                    
Rhizobiaceae bacterium                             

AMP-binding MFS_1 STox-56 STox-51* DAO   ?  

MBX3620009.1
JAHBZP010000013.1:15131-21994                      
Rhizobacter sp.                                    

HEPN SF2-DUF3427A EcoEI_R_C   ?  STox-51* PAAR_motif ParB XHH

MBY0294752.1
JAIEOY010000016.1:22623-31902                      
Methylobacterium sp.                               

Aminotran_1_2   ?  STox-56 STox-51*   ?    ?  

MBZ5601713.1
JAIQFJ010000037.1:1-4634                           
Terriglobia bacterium                              

STox-51*   ?  Glycos_transf_2 Glycos_transf_2 Glyco_trans_1_4

MCA1552843.1
JAIVJX010000037.1:151-2243                         
Chloroflexota bacterium                            

STox-51* Aldedh

MCA1568193.1
JAIVJZ010000049.1:67330-71531                      
Acidobacteria bacterium                            

RRM   ?  STox-51* DUF3616   ?  

MCA9696405.1
JAGQIO010000181.1:1-2943                           
Myxococcales bacterium                             

STox-51* Pesticin SH3 PG_binding_1   ?  

MCC6978111.1
JADYYD010000145.1:72-4642                          
Candidatus Melainabacteria bacterium               

STox-51* DDE_Tnp_IS66_C DDE_Tnp_IS66 DUF641 Aminotran_1_2 GntR-HTH

MCG2876717.1
JAKMAH010000094.1:1-951                            
Obesumbacterium proteus                            

  ?  STox-51*

MCH2184256.1
JAKVBJ010000003.1:1-5354                           
Myxococcota bacterium                              

AMP-binding DUF3604 STox-51* Pyrophosphatase   ?  

MCK5688417.1
JAGLFK010000224.1:3-2479                           
Myxococcota bacterium                              

  ?    ?  STox-51*

MCK6522978.1
JAKLKD010000091.1:4064-12004                       
Myxococcota bacterium                              

MMPL MMPL Discoidin Pesticin SH3 STox-51* Hexapep Hexapep LpxD tRNA-synt_2 N-OB

MCK9685460.1
JAJLJH010000001.1:1461934-1465621                  
Scleromatobacter humisilvae                        

LON-AAA   ?  STox-51* 5-nucleotidase   ?  

MCL9644017.1
JAKIVO010000003.1:372379-377923                    
Rahnella victoriana                                

DUF2345 DUF3828 iPRTase STox-51*   ?    ?  

MCP4499761.1
JAAEPO010000316.1:1572-6584                        
Deltaproteobacteria bacterium                      

Met_10 PRMT5_C SEC-C   ?  STox-51* CarboxypepD_reg   ?  

MCP4805550.1
JAAERV010000114.1:20613-28826                      
Proteobacteria bacterium                           

STY-kinase SWACOS TPR TPR Bestrophin STox-51*   ?  STY-kinase dCache_1

MDF0605528.1
JACCFC020000010.1:37464-40862                      
Neisseriaceae bacterium TC5R-5                     

T6SS_HCP   ?  STox-51* DUF2818 Proton_antipo_M

MTV54435.1
WNKZ01000051.1:11561-15926                         
Pseudoduganella buxea                              

DAO Methyltransf_30 Adenine_glyco STox-51*   ?    ?  

NJM45871.1
JAAUSA010000029.1:1-5480                           
Alkalinema sp. RU_4_3                              

LysR_substrate PG_binding_1 STox-51* Ferredoxin-betagrasp SPOUT

NJM51698.1
JAAURJ010000063.1:1135-5597                        
Sphingomonadales bacterium                         

Mbetalac   ?  PG_binding_1 STox-51* Synaptojanin DnaJ_C DnaJ_CXXCXGXG DnaJ

NJN48950.1
JAAUPX010000084.1:172-3566                         
Alkalinema sp. RL_2_19                             

PG_binding_1 STox-51*   ?    ?  

NML06150.1
JABBFY010000001.1:2057599-2063129                  
Sphingomonas sp. G-3-2-10                          

  ?  PAS_2 GAF PHY HWE_HK Receiver STox-51* 2OG-FeII_Oxy_3 MLTR_LBD HTH

OGP65146.1
MGQC01000180.1:502-7671                            
Deltaproteobacteria bacterium RBG_13_47_9          

UPF0175 Receiver NtrC-AAA STox-51*

OGU48280.1
MGZX01000018.1:3260-8222                           
Ignavibacteria bacterium GWB2_36_8                 

PTR2 Peptidase_M23 STox-51* DUF2589   ?  

PFH08495.1
PDBX01000001.1:948349-952298                       
Collimonas sp. PA-H2                               

HTH_Tnp_1 HTH_21 rve rve_2 STox-51*   ?    ?  

PIL41809.1
PDOB01000001.1:95798-100765                        
Massilia psychrophila                              

DapB_C DapB_N Imm-Barstar PAAR_motif STox-51* Anticodon_1 tRNA-synt_1g tRNA-synt_1_2 tRNA-synt_1

PMB03525.1
NQMF01000869.1:259-860                             
Fischerella thermalis CCMEE 5328                   

STox-51*

PZU10196.1
QFOB01000003.1:232750-239773                       
Sphingomonas sp.                                   

Type_III_YscX p450 PG-binding STox-51*   ?    ?  

PZW90818.1
QKZG01000016.1:38694-43329                         
Pseudomonas sp. 478                                

DUF4123   ?  STox-51* Phage_GPD VgrG DUF2345 T6SS_HCP

QBQ36430.1
CP038026.1:2240938-2246398                         
Pseudoduganella plicata                            

Bac_export_1   ?  STox-51* PAAR_motif   ?  

QEE26266.1
CP042807.1:362549-366118                           
Rhodanobacter glycinis                             

  ?    ?  Peptidase_M15_4   ?  STox-51*

QKC99918.1
CP033365.1:6021263-6044012                         
Mesorhizobium sp. NZP2298                          

  ?    ?  Amidohydro_2   ?  STox-51*

QND24521.1
CP050566.1:56784-61461                             
Rhizobium leguminosarum bv. viciae                 

SH3 Amidase_2 DUF3616 STox-51* Endonuclease_NS   ?  

QYK43023.1
CP075370.1:1677443-1684325                         
Paracoccaceae bacterium                            

Seryl_tRNA_N tRNA-synt_2b STox-51* DctP DctM SLT

RAN75377.1
NADW01000021.1:71899-77186                         
Bacillus sp. SRB_336                               

  ?  UvrD-helicase UvrD_C PcrA_UvrD_tudor   ?  TPR HemY_N STox-51*

RIK37343.1
QEUZ01000346.1:1-2331                              
Chloroflexi bacterium                              

Acetylase APH STox-51*

RKP45179.1
RBZV01000010.1:42734-49550                         
Trinickia fusca                                    

  ?    ?  LysM STox-51*   ?  Phage_GPD VgrG T6SS_Vgr DUF2345

RKV67468.1
RBKF01001731.1:1-2987                              
Neisseria sp.                                      

STox-51*   ?  TPR DUF6396

RPG07264.1
NHDZ02000103.1:69616-74086                         
Proteobacteria bacterium TMED72                    

PhyH STox-51* Pyrophosphatase APH MAPEG

RRD59064.1
RQYR01000001.1:45656-50492                         
Comamonadaceae bacterium OH2545_COT-014            

NapB Cytochrom_NNT   ?  Putative_PNPOx STox-51*

RZL98731.1
SEDD01004568.1:1-1057                              
Pedobacter sp.                                     

DUF1566 STox-51*

SDD67964.1
FMZS01000005.1:201011-206864                       
Massilia sp. PDC64                                 

  ?    ?  STox-51* Ivy Phage_GPD VgrG T6SS_Vgr DUF2345

TAK83948.1
SCTN01000566.1:918-1785                            
Aquabacterium sp.                                  

  ?  STox-51*

TDP82814.1
SNXW01000005.1:233-4645                            
Aquabacterium commune                              

STox-51*   ?  tRNA-synt_1 tRNA-synt_1_2 tRNA-synt_1 Anticodon_1

TEU14614.1
SOID01000303.1:20-2439                             
Anaerolineales bacterium                           

  ?  STox-51* MPTase-PVC

TMB72198.1
VBKB01000025.1:7669-12742                          
Chloroflexi bacterium                              

N-OB Competence DUF4396 STox-51*   ?  

TMD24330.1
VBIB01000028.1:12103-18141                         
Chloroflexi bacterium                              

Peptidase_M15_4 Peptidase_M15_4   ?  STox-51*   ?    ?  

UJP05318.1
CP091135.1:2342475-2348620                         
Nitrosomonas sp.                                   

Pyr_redox_dim Pyr_redox_2 SNARE_assoc iSvmX2 STox-51*   ?    ?  

WP_020996029.1
NZ_CABKOK010000009.1:995012-999102                 
Helicobacter bilis                                 

  ?    ?  STox-51*   ?    ?  

WP_045126108.1
NZ_JYGV01000023.1:194007-201750                    
Acinetobacter calcoaceticus                        

Phage_GPD VgrG T6SS_Vgr DUF2345   ?  HAD STox-51*   ?  

WP_019079700.1
NZ_CACY01000020.1:49923-53628                      
Yersinia enterocolitica NFO                        

Phage_lysozyme STox-51* Phage_TAC_15 TOPRIM-conflict   ?  

WP_025054992.1
NZ_JACIFU010000001.1:694943-700487                 
Sulfitobacter noctilucicola                        

Sigma70_r4_2 Sigma70_r2 YfbK_C vWF_A STox-51* HSP20 Trypsin

WP_026396493.1
NZ_AUBI01000001.1:223420-226748                    
Acetobacter nitrogenifigens DSM 23921 = NBRC 105050

  ?  STox-51*   ?    ?  Hydrolase_4

WP_152616545.1
NZ_JSXI01000063.1:87972-92491                      
Sphingomonas sp. ERG5                              

Lyase_1 ADSL_C PG_binding_1 STox-51* Asp_Arg_Hydrox SAM-methylase EF-hand_7

WP_240733882.1
NZ_CAXGHH010000009.1:145323-149358                 
uncultured Herbaspirillum sp.                      

HSP20 HPT STox-51*   ?  Flavodoxin_2

WP_051497582.1
NZ_CBTK010000100.1:5338-7725                       
Candidatus Contendobacter odensis Run_B_J11        

PIN   ?  STox-51*

WP_051776121.1
NZ_JNVM01000075.1:371-5263                         
Paenibacillus tyrfis                               

  ?  CBS ArsR-HTH MFS_1 STox-51*

WP_233299840.1
NZ_JAJTTJ010000009.1:367078-370048                 
Pseudomonas nitroreducens                          

Ni_hydr_CYTB PAAR_motif PAAR_motif STox-51* DUF2790

WP_131854657.1
NZ_SLZF01000001.1:1107266-1111672                  
Bosea sp. BK604                                    

Receiver   ?  STox-56 STox-51* FGase MarR-HTH

WP_186378052.1
NZ_CABHXR010000043.1:2944-9231                     
Yersinia kristensenii                              

  ?  Phage_GPD VgrG T6SS_Vgr DUF2345   ?    ?  STox-51*

WP_234555399.1
NZ_JAKCNG010000021.1:144562-150120                 
Obesumbacterium proteus                            

Kinase-PPPase DUF3024 DUF4123   ?  Phage_GPD VgrG DUF2345 STox-51*

WP_235471380.1
NZ_CP011409.1:1041438-1043995                      
Herbaspirillum hiltneri N3                         

PAAR_motif PAAR_motif   ?  DUF1566 STox-51*

WP_235491842.1
NZ_LJGO01000031.1:78108-82609                      
Paracidovorax avenae                               

LysR_substrate DAO STox-51   ?    ?  

WP_235491842.1
NZ_LJGO01000110.1:565059-569560                    
Paracidovorax avenae                               

LysR_substrate DAO STox-51*   ?    ?  

WP_060232680.1
NZ_LPLU01000018.1:60373-66758                      
Burkholderia ubonensis                             

  ?  LysM STox-51*   ?  PAAR_motif Phage_GPD VgrG T6SS_Vgr DUF2345

WP_205629950.1
NZ_LODL01000035.1:464839-467900                    
Dechloromonas denitrificans                        

  ?    ?  ABC_tran STox-51* PAAR_motif

WP_067561509.1
NZ_LVEG02000004.1:497094-503550                    
Halofilum ochraceum                                

ab-Hydrolase MFS_1 STox-51* HlyU GGDEF PAS_4 GAF_2 PAS

WP_217701976.1
NZ_JAATOX010000151.1:2144-5145                     
Phaeobacter sp. HF9A                               

Ribosomal_L2_C Ribosomal_L2 Ribosomal_S19   ?  S1COLD STox-51*

WP_212608348.1
NZ_CP073910.1:3240045-3247094                      
Sphingobium phenoxybenzoativorans                  

DnaJ_C DnaJ_CXXCXGXG DnaJ HSP70 Patatin DUF3376 PG_binding_1 STox-51*   ?  

WP_216094879.1
NZ_MINO01000021.1:1-3682                           
Sphingobium phenoxybenzoativorans                  

DnaJ_C DnaJ_CXXCXGXG DnaJ HSP70 STox-51*

WP_083654960.1
NZ_MSDV01000067.1:33297-39223                      
Burkholderia sp. SRS-W-2-2016                      

PAAR_motif LysM STox-51* Phage_GPD VgrG T6SS_Vgr DUF2345   ?    ?  

WP_258219213.1
NZ_JANQAU010000001.1:2449874-2456163               
Klebsiella variicola                               

Phage_GPD VgrG T6SS_Vgr DUF2345   ?    ?    ?  RNASEII STox-51*

WP_217806137.1
NZ_MUKQ01000007.1:218561-224001                    
Chromobacterium violaceum                          

PAAR_motif   ?    ?  Sirtuin MNS-STAND STox-51*

WP_206098004.1
NZ_JAFFHZ010000002.1:377339-380184                 
Paenibacillus apiarius                             

LexA-protease LexA_DNA_bind WYL STox-51*   ?    ?  

WP_088240070.1
NZ_CAWRIF010000169.1:42454-49656                   
Calothrix rhizosoleniae SC01                       

EamA EamA DUF1830 PG_binding_1 STox-51* Amidase_3 PG-binding PG-binding CobN-Mg_chel DUF3479

WP_197715448.1
NZ_AP018823.1:3847710-3851259                      
Aquitalea magnusonii                               

MFS_1   ?  PAAR_motif   ?  STox-51*

WP_090451154.1
NZ_FOZI01000002.1:1278977-1284521                  
Dyella sp. OK004                                   

OMP_b-brl   ?  VirB6 STox-51*   ?  LysR_substrate

WP_254789780.1
NZ_FOUG01000009.1:158456-161795                    
Variovorax sp. OV329                               

Cys_rich_CWC PFK PAAR_motif STox-51* PAAR_motif

WP_095617885.1
NZ_NSKD01000005.1:30423-35829                      
Halovibrio salipaludis                             

Glucosaminidase MS_channel_1st_1 MS_channel_1st_1 MS_channel_1st_1 MS_channel_1st_1 STox-51* Receiver His-Kinase PAS

WP_233212430.1
NZ_PDBX01000001.1:2155135-2160649                  
Collimonas sp. PA-H2                               

  ?  NIPSNAP   ?  STox-51* Phage_GPD VgrG T6SS_Vgr DUF2345

WP_257236174.1
NZ_NSHF01000085.1:12105-19922                      
Nostoc sp. 'Peltigera malacea cyanobiont' DB3992   

SAM-methylase RHOD-CDC25 ThiF MFS_2 PG_binding_1 STox-51*

WP_233199771.1
NZ_LT964854.1:643187-648009                        
Ottowia massiliensis                               

  ?  NAD_binding_1 FAD_binding_6 Ferredoxin-betagrasp DUF1732 YicC_N STox-51*   ?  

WP_146087266.1
NZ_FNVO01000002.1:358879-365467                    
Thermomonospora echinospora                        

HTH_30 Amino_oxidase Sigma70_r2 Sigma70_r4_2 DUF6596 STox-51* YCII

WP_108358141.1
NZ_NESO01000001.1:321225-327867                    
Limnohabitans sp. Rim8                             

EamA EamA DUF1566 LysM STox-51* adh_short Phage_GPD VgrG T6SS_Vgr DUF2345

WP_119410080.1
NZ_CP032869.1:3693408-3699293                      
Mucilaginibacter celer                             

SusD_RagB SusD-like_3 STox-51* ArsR-HTH   ?  DUF4953 DUF5117 DUF5118

WP_121306919.1
NZ_RBIW01000001.1:1334991-1337966                  
Paraburkholderia sp. BL17N1                        

Imm52 STox-51*   ?  Imm52 PAAR_motif

WP_199746903.1
NZ_RAWL01000053.1:1-8843                           
Corallococcus sp. AB049A                           

UDPGP   ?  GBD-PPC CarboxypepD_reg PAD_porph CarboxypepD-reg-IG STox-51*

WP_124153423.1
NZ_RQIS01000021.1:89768-96041                      
Paraburkholderia dinghuensis                       

PAAR_motif   ?  LysM STox-51*   ?  Phage_GPD VgrG T6SS_Vgr DUF2345

WP_124342668.1
NZ_BHYL01000124.1:1-3324                           
Cellulomonas algicola                              

PTS-HPr STox-51*   ?    ?  PEP-utilizers_C

WP_241188881.1
NZ_CP027723.1:512806-520994                        
Pseudomonas orientalis                             

REase ab-Hydrolase DUF3274   ?  Phage_GPD VgrG T6SS_Vgr DUF2345 CarboxypepD-reg-IG VgrG Phage_GPD STox-51*

WP_208110751.1
NZ_SNXW01000005.1:1-1772                           
Aquabacterium commune                              

  ?    ?  STox-51*

WP_206076743.1
NZ_BMWW01000001.1:850090-854870                    
Pseudoduganella plicata                            

  ?  Bac_export_1   ?  PAAR_motif STox-51*

WP_136407120.1
NZ_SSWX01000017.1:75454-80018                      
Lampropedia aestuarii                              

  ?  HTH HipA_C STox-51*   ?  DUF1348

WP_145250244.1
NZ_VIVC01000001.1:279608-284963                    
Pseudomonas sp. SJZ131                             

DUF4123 STox-51*   ?    ?    ?  

WP_169114482.1
NZ_CP051684.1:6171057-6177855                      
Duganella dendranthematis                          

  ?    ?  LysM STox-51*   ?  Phage_GPD Phage_base_V T6SS_Vgr DUF2345

WP_216364756.1
NZ_CP042807.1:362549-366118                        
Rhodanobacter glycinis                             

  ?    ?  Peptidase_M15_4   ?  PAAR_motif STox-51*

WP_223881486.1
NZ_VYKJ01000001.1:175572-182114                    
Affinibrenneria salicis                            

ZnuA UPF0231 Aconitase Aconitase_2_N Aconitase_B_N STox-51   ?  

WP_223881486.1
NZ_VYKJ01000001.1:893015-899557                    
Affinibrenneria salicis                            

ZnuA UPF0231 Aconitase Aconitase_2_N Aconitase_B_N STox-51*   ?  

WP_151971380.1
NZ_AP019860.1:8099473-8106102                      
Candidatus Uabimicrobium amorphum                  

TPP_enzyme_N TPP_enzyme_M TPP_enzyme_C CBP_BcsQ Amidase_2 CarboxypepD_reg STox-51* 2-Hacid_dh_C YjeF_N

WP_197742271.1
NZ_AP021855.1:745789-752453                        
Bradyrhizobium sp. TM102                           

Recombinase GDResolvase   ?    ?  TM-WP STox-51*

WP_167519593.1
NZ_WMJZ01000021.1:67304-73039                      
Intestinirhabdus alba                              

LysR_substrate Meth_synt_1 Meth_synt_2 DLH STox-51*   ?  

WP_155264591.1
NZ_WJSQ01000087.1:5862-10985                       
Sphingomonas segetis                               

BetaPropeller Peptidase_S9 STox-51*   ?  DUF2497 OEP OEP

WP_188916040.1
NZ_BMKG01000018.1:27304-34211                      
Pseudoduganella buxea                              

Phage_GPD VgrG T6SS_Vgr DUF2345   ?    ?    ?  LysM STox-51*

WP_155711603.1
NZ_BMWU01000015.1:99873-104602                     
Pseudoduganella dura                               

DUF4147 MOFRL PK PK_C STox-51*   ?  FMN_bind_2

WP_201634468.1
NZ_CAJGZW010000062.1:511-2735                      
Psychrobacter immobilis                            

  ?  STox-51* HTH_Tnp_IS630

WP_161007052.1
NZ_WWCN01000007.1:149763-153971                    
Duganella flavida                                  

RelE-ParE   ?  STox-51* Sulfatase Peptidase_M28

WP_202413732.1
NZ_WWCQ01000003.1:137308-142578                    
Duganella sp. CY15W                                

eIF-1a MA HAMP PAS MarR-HTH STox-51* GGDEF

WP_161084070.1
NZ_WWCX01000019.1:35085-39320                      
Duganella vulcania                                 

HIN-HTH HTH_38 rve PAAR_motif STox-51* LysR_substrate   ?  

WP_235992957.1
NZ_JACMYF010000010.1:370594-375710                 
Pseudomonas sp. p50(2008)                          

  ?    ?  LysR_substrate STox-51* MFS_1

WP_166042063.1
NZ_JAANPA010000050.1:11382-16371                   
Sphingosinicella sp. YJ22                          

HhH-RADC RadC Lyase_1 ADSL_C PG_binding_1 STox-51* Mbetalac Collar Collar Collar

WP_206118830.1
NZ_JAAOMA010000009.1:106111-108342                 
Chromobacterium fluminis                           

PAAR_motif PAAR_motif   ?    ?  STox-51*

WP_166930590.1
NZ_BAAADD010000001.1:206387-210519                 
Rhizomicrobium electricum                          

Ribonuc_L-PSP Peptidase_M28 ?* Acetylase DUF559

WP_167076114.1
NZ_VVIW01000004.1:67213-70302                      
Massilia aquatica                                  

  ?    ?  STox-51*   ?  ENOYCOADEHYD

WP_168854139.1
NZ_JABAID010000018.1:32954-38030                   
Novosphingobium sp. ERN07                          

Clp_N ClpABN-AAA ClpABC-AAA   ?  PG_binding_1 STox-51*   ?    ?  

WP_199240413.1
NZ_CP051684.1:1199053-1201536                      
Duganella dendranthematis                          

LuxR-HTH Receiver   ?  PAAR_motif OST-HTH STox-51*

WP_169564908.1
NZ_JAAXYH010000010.1:41260-47132                   
Shewanella salipaludis                             

  ?    ?  STox-51* Ferritin ACR_tran

WP_205959999.1
NZ_JABANE010000104.1:1830-7022                     
Flammeovirga aprica JL-4                           

  ?    ?  AAA-ToxA RHS STox-51*

WP_180308426.1
NZ_CP058952.1:1523765-1532180                      
Chitinibacter fontanus                             

Phage_GPD VgrG T6SS_Vgr DUF2345   ?  LysM STox-51*   ?  Clp_N ClpABN-AAA ClpABC-AAA

WP_220468537.1
NZ_JABXOB010000007.1:141488-145523                 
Chromobacterium violaceum                          

  ?    ?  Abhydrolase_1 STox-51* PAAR_motif

WP_197954379.1
NZ_CP065668.1:4522778-4525928                      
Delftia acidovorans                                

  ?    ?  STox-51* T6SS_HCP   ?  

WP_220810940.1
NZ_LZZU01000075.1:119885-124649                    
Cupriavidus sp. UME77                              

  ?    ?    ?    ?  STox-51*

WP_183102607.1
NZ_JACJUG010000001.1:305708-308811                 
Mitsuaria sp. WAJ17                                

Aminotran_4   ?  STox-51*   ?  ABM

WP_184085847.1
NZ_JACIJF010000003.1:217579-222871                 
Sphingomonas xinjiangensis                         

PAS_2 GAF PHY HWE_HK Receiver PG_binding_1 STox-51*   ?  DnaJ_C DnaJ_CXXCXGXG DnaJ

WP_190379721.1
NZ_JACJPM010000082.1:202665-207298                 
Leptolyngbya sp. FACHB-17                          

  ?  DUF3318 PG_binding_1 STox-51* Succ_DH_flav_C FAD_binding_2   ?  

WP_190426699.1
NZ_JACJOM010000043.1:42082-47915                   
Trichocoleus sp. FACHB-832                         

GDSL Amidase_3 PG_binding_1 PG-binding PG_binding_1 STox-51* Thioredoxin SLH

WP_190574235.1
NZ_JACJRC010000013.1:121572-126516                 
Alkalinema sp. FACHB-956                           

BPD_transp_1 BPD_transp_1_N GST_C_2 GST_N_3 PG_binding_1 STox-51* UPF0047 PsiE

WP_190718656.1
NZ_JACJSM010000018.1:36413-43177                   
Oscillatoria sp. FACHB-1406                        

IPPT   ?  PG-binding STox-51* DNA_gyraseB_C Toprim Intein_splicing DNA_gyraseB His-Kinase ParB

WP_193979786.1
NZ_JADEWG010000014.1:57449-64465                   
[Phormidium] sp. LEGE 05292                        

NAD_binding_10 CIA30 NAD_binding_10 LytR_C LytR_cpsA_psr PG_binding_1 STox-51* PG-binding Virul_fac_BrkB

WP_195825954.1
NZ_JADOBJ010000016.1:44272-49751                   
Rahnella laticis                                   

DUF3828 STox-51*   ?    ?  DUF2345

WP_201834255.1
NZ_JAERRK010000004.1:195745-204140                 
Streptomyces actinomycinicus                       

STox-51* Pyr_redox_2 Reductase_C MoxR-AAA Fer4_15 DUF4132

WP_202305584.1
NZ_JAERMU010000018.1:13456-18741                   
Cedecea sulfonylureivorans                         

MFS_2 Gal_mutarotas_2 Glyco_hydro_31_2nd Glyco_hydro_31_3rd STox-51* DUF903   ?  

WP_206862502.1
NZ_JADWPE010000008.1:57137-65115                   
Lysobacter changpingensis                          

  ?    ?  STox-51* Phage_GPD VgrG PCMT Erythro_esteras

WP_210801488.1
NZ_JAGQDE010000005.1:203882-207797                 
Ideonella aquatica                                 

GFA HTH_1 LysR_substrate PG-binding STox-51*   ?  Acyl-CoA_dh_1 Acyl-CoA_dh_M Acyl-CoA_dh_N

WP_214159880.1
NZ_JAHBAY010000016.1:176147-182597                 
Kineosporia corallincola                           

AhpC-TSA 1-cysPrx_C Glyco_hydro_35 STox-51* Beta_helix   ?  

WP_215218539.1
NZ_OU015430.1:2122913-2126805                      
Novilysobacter luteus                              

3-dmu-9_3-mt   ?  STox-51* Urocanase_N Urocanase Urocanase_C   ?  

WP_216965648.1
NZ_JAERQY020000004.1:149451-152392                 
Lysobacter sp. MMG2                                

  ?    ?  STox-51*   ?  PMSR

WP_222371436.1
NZ_JAAXDX010000021.1:5927-11878                    
Rhizobium leguminosarum                            

  ?  SERAprotease STox-51* GDResolvase GDRESOLVASE-HTH HNH_2

WP_224196659.1
NZ_JAIRAU010000052.1:139523-147692                 
Nannocystis pusilla                                

ART-EvpP PAAR_motif STY-kinase SH3 STox-51*   ?  Pesticin Drf_FH1

WP_225575767.1
NZ_CP084296.1:4043965-4051615                      
Providencia alcalifaciens                          

  ?    ?  STox-51* DUF3828 Phage_GPD VgrG T6SS_Vgr DUF2345

WP_226739858.1
NZ_JAJAUZ010000085.1:19832-25138                   
Streptomyces bambusae                              

PadR-HTH LysE STox-51* CorA AlkZ-like

WP_231059306.1
NZ_JAJNOC010000005.1:343917-349745                 
Massilia phyllostachyos                            

MFS_1 STox-51*   ?  DNA_gyraseB_C GyrB_insert GyrB_hook Toprim DNA_gyraseB His-Kinase HNH

WP_231440185.1
NZ_JAJOMB010000003.1:595639-601789                 
Kineosporia babensis                               

FecCD MFS_1 STox-51* Amino_oxidase DHDPS

WP_233853297.1
NZ_JAJEJS010000002.1:949135-953917                 
Paraburkholderia sp. HD33-4                        

  ?  LysM STox-51*   ?    ?  T6SS_Vgr DUF2345

WP_235076346.1
NZ_CP090953.1:2354252-2360822                      
Sphingomonas sp. S2-65                             

Methyltransf_25 MethyTransf_Reg PKMT_2nd   ?  STox-51* PAAR_motif DUF4123 RHS RHS CdiAC

WP_237810440.1
NZ_JAKLTS010000021.1:16403-27951                   
Massilia sp. TS11                                  

Transgly Transpeptidase BiPBP_C STox-51* SSF adh_short_C2 Big_10 bMG3 MG2 bMG5 A2M_BRD A2M bMG10

WP_241609234.1
NZ_JAKZKC010000016.1:60815-66642                   
Rosenbergiella australiborealis                    

PhyH STox-51*   ?    ?  SBP_bac_3

WP_241915708.1
NZ_CP093322.1:3118289-3127221                      
Yersinia intermedia                                

  ?    ?  STox-51* ClpABN-AAA ClpABC-AAA Phage_GPD VgrG T6SS_Vgr DUF2345

WP_252951948.1
NZ_JAFIRR010000023.1:73977-79256                   
Siccirubricoccus soli                              

DUF2218 SGL STox-51* SGL AidB_N Acyl-CoA_dh_M Acyl-CoA_dh_1

WP_258816784.1
NZ_JANUGW010000007.1:28239-33437                   
Massilia pinisoli                                  

  ?  He_PIG PKD STox-51*   ?  T2SSF T2SSF

WP_258857953.1
NZ_JANUGV010000006.1:275719-281932                 
Massilia solisilvae                                

DNA_methylase Vsr STox-51*   ?  DNA_gyraseB_C GyrB_insert GyrB_hook Toprim DNA_gyraseB His-Kinase


