CAB5278249.1
CAGK0QO10000038.1:388-1800 ? STox-53

Burkholderia multivorans

EBV1891924.1 : ‘
AAHELR010000078.1:4651-6049 SymE_toxin m

Salmonella enterica subsp. enterica serovar Coquilhatville

EM066162.1 5
AKWG02000068.1:590-2366 ? [Ntox10|STox-53

Leptospira kirschneri str. 200803703

MBA3545676.1 5 ; Y
JACCS0010000119.1:5556-14492 ’ ’ m

Nannocystis sp.

MBB5649188.1 : " :
JACHCGO10000010.1:1542-5724 CHTH .STox-53> Phage_int_SAM_1 Phage_integrase Phage_integrase

Pedobacter cryoconitis

MBK6464596.1
JADIZX010000017.1:139129-142231 ? NHL|STox-53% 7  CarboxypepD_reg
Myxococcales bacterium

MBK7201979.1
JADJHC010000036.1:614-2563 STox-53

Candidatus Amarolinea dominans

MBK7636795.1 \
JADILUG10000059.. 1:28695-31059 i W Qi

Saprospiraceae bacterium

MBK9263682.1 :}
JADIXLO10000020.1:707816-716042 TIR Caspase AP-ATPase TPR. STox-53%YHS Phenol_Hyd rox TmoB

Polyangiaceae bacterium

MBV8255082.1 TN o
JAFATX010600012 . 1: 1132352 1148912 SPVB| FXa_inhibition PA14 Concanavalin-like 7 DUF6443-5Tox-53>.HTH_3
Chitinophaga sp.

MBX3475139.1 Y
JAHBXZ010000010. 1:99089-118975 ! Calx-beta|IG w ! !

Planctomycetota bacterium

MBX8553948.1
JAIGPLO10000003.1:253154-255018

Pseudomonas cichorii

MCB9235036.1 }
JACIYVO10000007.1:523150-526485 ? ?

Bacteroidia bacterium

MCD6011789.1 . :
JAINBI010000008.1:103010-108725 Resolvase Recombinase Zn_r1bbon_recomcHTH ?

Flavipsychrobacter sp.

MCG3786166.1 ‘ ;

Delftia acidovorans

?
MCP4163142.1 ‘
JAAENHO10000418.1:1335-3318 L] m

Deltaproteobacteria bacterium

MCP9752446.1
RJUBO1000141.1:55744-58447 STox-53 ?

Ferruginibacter sp. HRS2-29

NYF11414.1 .

Leifsonia sp. AKO11

PZR03170.1
QFQP01000114.1:256-2045 ?

Archangium gephyra

QQS69724.1 , , ,
CP065016.1:209324-212865 - -

Candidatus Saccharibacteria bacterium

RDB35089.1 _ _ _
QOVW01000107 .1:1-9616 FilH FilH FilH _DUF637 STox- 53>. DUF4096

Spirobacillus cienkowskii

TDMO5503.1 — |
PTEUO1000002.1:216949-225043 Pro_CA YgjP-like w ?  DUF2169

Ideonella sp. MAG2

TXT25035.1 ,
VIKE01000101.1:677-6793 i 0 m Exosortase_EpsH

Rhodocyclaceae bacterium

B

il

WP_081216434.1
NZ AUXY01000075.1:1270-5382 DOC . rve HTH_38-DUF637 DUF637 STOX-53> ?
Pseudoalteromonas luteoviolacea H33-S

WP_233565340.1 }
NZ_CPO31965. 1:4544297 -4554552 ey ? UURR A m‘

Aquimarina sp. ADI10O

WP_089085940.1 ‘
NZ_AP18823.1:2782775-2785901 m iy

Aquitalea magnusonii

WP_198414546.1 ‘
NZ ‘CP029495.1:3079469 -3087604 RHS| Tox-GHH Tox-NucA m

Chromobacterium phragmitis

WP_205421192.1 ‘
NZ_QJKM@1000004. 1:322897-329558 PG EE el i 1] SXEIEEE T e m

Rhizobium terrae

WP_121100952.1 \
NZ RBII01000002.1:198991-202643 w ? 7 |RHS|ParB

Litorimonas taeanensis

WP_185148713.1 .
NZ_VAJLO1000001.1:196476-201742 ITEnEE LU _Colc du i w

Chryseobacterium mulctrae

WP_145385288.1
NZ CP037423 . 1:1907295-1952147 uma2 ?  [Big 5|cArpB]cARDB]cARDB]cARDB]cARDB]CARDB]CARDB]CARDB]CARDB[CARDB[GBD - PPC[Beta-Prop[HfIG[cadherin[HfIG[Dockerin 1[cadherin]1G]Big 13]Big 6]1G6|Big 13][Big 6]Cadherin[cadherin]cadherin]Endomucin IG DDE Tnp 1
Stieleria neptunia

WP_186767571.1
NZ SIPFO1000802.1:873273-902791 ? .TPR TPR Sulfotransfer_3PPC PPC PPC PPC PPC PPC Calx-beta PPC PPC Calx-beta PPC Calx-beta PPC PPC PPC Calx-beta PPC Calx-beta PPC Cadherin Cadherin Cadherin Cadherin Big 9 Big 9 Cadherin 5 Cadherin Cadherin 5 Big 9 Cadherin 5 Cadherin Cadherin Big 9 Cadherin 5 Bactofilin Bactofilin Bactofilin Bactofilin DUF3450

Blastopirellula retiformator

WP_151503642.1
NZ VXLD01000001.1:1-6859 ?  |STox-53 7 DEAM-CxE

Acinetobacter tandoii

WP_191006403.1 }
NZ JACXADO10000021.1:49420-58224 RHS| Ntox24 ?  |DUF6443 - Ntox43

Hymenobacter montanus

WP_108788256.1 |
NZ_JAEFCB010000016.1:34164-38936 ? ? w DUF6484 Gp5_C Gp5_C

Variovorax sp. IB41

WP_205398028.1 }
NZ_CP70350.1:3777664-3787263 ! DA S m

Sphingobacterium siyangense

WP_221138071.1 . . . ‘
NZ_JABDW0016000003. 1:282900-291378 PilN YjhX_toxin m DUF6443

Rhizobium sp. NLR16b

WP_212323297.1
NZ_JAGTJ]Y010000672.1:1-252 STox-53

Achromobacter sp. Marseille-Q0513

WP_223645484.1 . \ . .
NZ CPO79946  1:3930742-3943822 CPSase L D2 CPSase L D3 DADA-Ligase MGS ? Hls-Klnase PAS PAS 4 PAS PAS 4

Corallococcus sp. EGB




