
AKH63576.1
CP011104.1:2266392-2269388                             
Photorhabdus thracensis                                

  ?  Imm50 Tox-HNH-EHHH*   ?  Phage_int_SAM_4 Phage_integrase

AKH63583.1
CP011104.1:2273982-2277008                             
Photorhabdus thracensis                                

  ?  Imm50 Tox-HNH-EHHH*   ?  Phage_int_SAM_4 Phage_integrase

AKT48764.1
CP012069.2:2823-11909                                  
Olsenella sp. oral taxon 807                           

Fer4_17 TIMbarrel RHS RHS RHS RHS RHS STox-59*   ?    ?  

APQ12258.1
CP018758.1:2747534-2756278                             
Pseudomonas oryzihabitans                              

DUF6531 RHS RHS RHS Tox-HNH-EHHH   ?  RHS Tox-HNH-EHHH* Imm50 Transketolase_C Transket_pyr Transketolase_N

APR38906.1
CP018812.1:1427582-1430322                             
Paraburkholderia sp. SOS3                              

  ?  SymE_toxin RHS Tox-HNH-EHHH* Imm50 IstB_IS21

AQZ49179.1
CP020327.1:3192608-3196987                             
Paenibacillus larvae subsp. pulvifaciens               

  ?  Transposase_mut   ?  RHS PT-TG Tox-HNH-EHHH*

ATP99325.1
CP024164.1:3684953-3686964                             
Salmonella enterica subsp. enterica serovar Tennessee  

Imm50 RHS STox-59 Tox-HNH-EHHH*   ?    ?  WHH

AUX71458.1
CP023567.1:508341-515964                               
Erwinia pyrifoliae                                     

cNMP-cyclase AGS-C PAIREDC-HTH DDE_3 RHS* Phage_int_SAM_4 Phage_integrase CHC2 Toprim_2

AWW35381.1
CP030073.1:114734-120558                               
Streptomyces cadmiisoli                                

Polyketide_cyc Imm50 Tox-HNH-EHHH* GntR-HTH DDE_Tnp_1 DUF4096

AWW42058.1
CP030073.1:9148814-9154638                             
Streptomyces cadmiisoli                                

Tox-HNH-EHHH* Imm50 Polyketide_cyc DDE_Tnp_1 DUF4096 GntR-HTH

BBQ01384.1
AP022308.1:559042-564173                               
Burkholderia sp. SFA1                                  

TPS Peptidase_M26_N Phage_GPD RHS Tox-HNH-EHHH* Imm50   ?  

CKH34142.1
CMQU01000847.1:606-2058                                
Streptococcus pneumoniae                               

Imm-SUKH-SMI1 SUKH_6 Tox-HNH-EHHH*

EBY9457038.1
AAHPOE010000050.1:1-1499                               
Salmonella enterica subsp. enterica serovar Mississippi

RHS Tox-HNH-EHHH* Imm50 DUF2195

EFL45875.1
AEDO01000040.1:1-3244                                  
Prevotella disiens FB035-09AN                          

RHS RHS Tox-HNH-EHHH*

EFO1595243.1
AATQJW010000074.1:668-2257                             
Escherichia coli                                       

RHS HNHGH-E Imm50 Tox-HNH-EHHH*

EGM6689263.1
AAWWOL010000015.1:127439-128995                        
Salmonella enterica subsp. enterica serovar Poona      

DUF2195 Imm50 RHS Tox-HNH-EHHH*

EIX6435747.1
ABFFEH010000070.1:1-1608                               
Salmonella enterica                                    

RHS STox-59 Tox-HNH-EHHH* Imm50 SymE_toxin

EJC8736637.1
ABFXPJ010000007.1:216925-224065                        
Salmonella enterica                                    

DUF2195 Imm50 PAAR_motif DUF6531 RHS_repeat RHS Tox-HNH-EHHH* DcrB Phage_GPD VgrG DUF2345

EJP18331.1
AHMX02000001.1:1-3322                                  
Leptospira interrogans str. FPW2026                    

  ?  RHS Tox-HNH-EHHH* rve_3

EKU39317.1
AMSS01000036.1:1-3375                                  
Acinetobacter sp. WC-141                               

  ?  RHS Tox-HNH-EHHH* HIN-HTH rve_2 rve HTH_21 RHS

ETK41815.1
AOJA01000032.1:1-4780                                  
Pseudomonas fluorescens FH5                            

DUF6531 RHS RHS RHS Tox-HNH-EHHH* Imm50 Mpo1-like

GFI37509.1
BLMG01000100.1:222-3396                                
Lachnospiraceae bacterium                              

  ?  Tox-HNH-EHHH*   ?    ?  

HGL6259082.1
DBDDSI010000004.1:27655-31679                          
Enterobacter roggenkampii                              

Imm26 Imm50 Tox-HNH-EHHH* TPR   ?  

HHZ19513.1
DURO01000022.1:1305-2848                               
Bacillota bacterium                                    

Tox-HNH-EHHH*   ?  

KFA58460.1
JFON01000004.1:151349-154436                           
Gilliamella apicola                                    

  ?    ?  RHS Tox-HNH-EHHH* NADAR   ?  

KGN81960.1
JRAN01000013.1:639-4040                                
Porphyromonadaceae bacterium COT-184 OH4590            

Imm11 Imm-NTF2 Tox-HNH-EHHH*   ?    ?  

KWF78107.1
LPKA01000087.1:1-5479                                  
Burkholderia diffusa                                   

RHS Tox-HNH-EHHH* Imm50 GMC_oxred_C GMC_oxred_N

MBB4921916.1
JACHJV010000001.1:1137084-1145952                      
Kitasatospora kifunensis                               

Imm50 Imm50 RHS_repeat RHS RHS_repeat RHS Tox-HNH-EHHH* nSTAND1 BetaPropeller   ?  

MBC3243003.1
JABWQD010000032.1:86-1112                              
Pseudomonas lurida                                     

Imm50 RHS Tox-HNH-EHHH*

MBD0848163.1
LGYR01000079.1:15412-17226                             
Pectobacterium carotovorum subsp. carotovorum          

RHS_repeat   ?  RHS RHS Tox-HNH-EHHH*

MBD2827360.1
JACWUS010000001.1:200522-208422                        
Streptomyces globisporus                               

AsnC_trans_reg HTH_24 MFS_3 T7SS_signal Tox-HNH-EHHH* Imm50 Imm50

MBD3231405.1
WJIY01000019.1:3338-5215                               
Candidatus Dependentiae bacterium                      

  ?    ?  Tox-HNH-EHHH*

MBE6227018.1
SUYW01000032.1:8771-13767                              
Bacteroidales bacterium                                

  ?    ?  RHS STox-59* STY-kinase ACPS

MBI1906571.1
JACOUN010000082.1:1-6542                               
Rhodocyclales bacterium                                

DcrB PAAR_motif DUF6531 RHS RHS_repeat RHS_repeat RHS Tox-HNH-EHHH* Imm50 HTH

MBJ8433001.1
JADWNQ010000002.1:207970-213044                        
Acinetobacter pittii                                   

Ndc1_Nup Gasdermin Imm-PA2201 RHS Tox-HNH-EHHH* Imm50 Imm33

MBK6837348.1
JADJDN010000001.1:654033-658289                        
Bacteroidetes bacterium                                

Tox-MPTasemisc DUF922 RHS Tox-HNH-EHHH* RHS RHS RHS_repeat

MBN2993702.1
JAFHKH010000618.1:2553-5133                            
Pseudomonas cedrina subsp. fulgida                     

4HBT_3C 4HBT_3   ?  RHS Tox-HNH-EHHH*

MBP2337383.1
JAGINV010000001.1:3981928-3994558                      
Saccharothrix coeruleofusca                            

  ?  Imm50 SPVB RHS RHS RHS_repeat RHS HINT Tox-HNH-EHHH* LamininG LamininG RelE-ParE

MBQ3422938.1
JAFRCY010001061.1:1-2348                               
Romboutsia sp.                                         

Tox-HNH-EHHH* Imm50   ?  

MBQ7145466.1
JAFSSW010000015.1:202-2430                             
Lachnospiraceae bacterium                              

RHS Tox-HNH-EHHH*   ?    ?  

MBQ8630040.1
JAFUOA010000081.1:1-1542                               
Prevotella sp.                                         

RHS   ?  Tox-HNH-EHHH*

MBR6716979.1
JAFWWD010000025.1:2031-19725                           
Oscillospiraceae bacterium                             

RHS_repeat TamB IG FN3 IG PKD DUF6531 RHS_repeat RHS_repeat RHS_repeat RHS RHS_repeat RHS_repeat RHS_repeat RHS HINT Tox-HNH-EHHH* Imm50   ?  

MBR9908482.1
JAAEZG010000009.1:115111-119051                        
Gammaproteobacteria bacterium                          

Pept_tRNA_hydro MMR_HSR1 YchF-GTPase_C RHS Tox-HNH-EHHH*   ?  Imm55

MBS5023611.1
JAGZKS010000247.1:1-3683                               
Bacillota bacterium                                    

RHS   ?  HINT Tox-HNH-EHHH* DUF6258 HINT Ntox12

MBV4488932.1
JABWQP020000029.1:1-2093                               
Pseudomonas khorasanensis                              

  ?  RHS Tox-HNH-EHHH*

MBV4488938.1
JABWQP020000035.1:1-1176                               
Pseudomonas khorasanensis                              

RHS Tox-HNH-EHHH*   ?  

MBX2921176.1
JAHBTL010000002.1:345148-348225                        
Chitinophagaceae bacterium                             

RHS   ?  RHS Tox-HNH-EHHH*

MBZ0216968.1
JAIOIP010000626.1:1-2707                               
Alphaproteobacteria bacterium                          

RHS Tox-JAB   ?  RHS Tox-HNH-EHHH*   ?  

MCA2028735.1
JAIWJZ010000195.1:22-2094                              
Enterobacter sp. K16B                                  

  ?  Imm50 RHS Tox-HNH-EHHH*

MCB2343328.1
JAIZZU010000026.1:6632-14681                           
Clostridium estertheticum                              

RHS_repeat RHS RHS RHS_repeat RHS RHS RHS Tox-URI Imm50 RHS_repeat RHS RHS Tox-HNH-EHHH*

MCB9228351.1
JACKAG010000002.1:46714-51609                          
Deltaproteobacteria bacterium                          

DDE_Tnp_IS66   ?  Tox-HNH-EHHH*   ?  HINT

MCD9637329.1
JAJQXU010000085.1:1-3352                               
Tenacibaculum maritimum                                

RHS Tox-CompNuc Imm-SUKH-SMI1 Tox-HNH-EHHH*   ?  REAse-4

MCE2967590.1
JAJTHN010000035.1:139-1284                             
Phycisphaeraceae bacterium                             

HINT Tox-HNH-EHHH* Imm50   ?  

MCH2041021.1
JAKVCS010000003.1:1473185-1478096                      
Saccharospirillaceae bacterium                         

DUF6363 Patatin adh_short_C2 RHS HINT Tox-HNH-EHHH* RHS HTH_18

MCH2110822.1
JAKVCH010000541.1:1164-2644                            
Polyangiaceae bacterium                                

DUF559 Imm50 HINT Tox-HNH-EHHH*

MCH4897176.1
SNAP01000025.1:1-2187                                  
Marinilabiliaceae bacterium JC040                      

RHS Tox-HNH-EHHH*   ?  

MCI5603748.1
JALEPT010000101.1:1-2492                               
Clostridiales bacterium                                

RHS HINT Tox-HNH-EHHH* Imm50

MCI8777345.1
JAAWGI010000027.1:7257-14826                           
Oscillospiraceae bacterium                             

SHH Imm50 HINT Tox-HNH-EHHH* DUF6531 RHS RHS RHS RHS Hint_2   ?  

NDP22425.1
JAAFGX010000096.1:12518-15645                          
Paludibacter sp.                                       

  ?    ?  RHS Tox-HNH-EHHH*   ?  

NHB63626.1
PUJT01000052.1:18181-20009                             
Photorhabdus sp. RW14-46                               

  ?  Imm50 Tox-HNH-EHHH* SymE_toxin   ?  

NJP02317.1
JAAVJI010000009.1:203510-206607                        
Pseudomonas quercus                                    

Imm50 Imm50 Tox-HNH-EHHH*   ?  RHS REase

NML34253.1
JABBFZ010000020.1:2966-6800                            
Paraburkholderia antibiotica                           

RHS   ?  Tox-HNH-EHHH* Imm50 RHS RHS Tox-URI1

NPE57234.1
JABEPD010000120.1:28835-34487                          
Dickeya dadantii                                       

Peptidase_M20 SymE_toxin RHS Tox-HNH-EHHH* Imm50 RHS RHS RHS Tox-HNH-EHHH

NUU69040.1
JABWCW010000018.1:63009-66846                          
Enterobacteriaceae bacterium BIT-l23                   

  ?  Imm50 RHS Tox-HNH-EHHH*   ?    ?  

NVK20814.1
JABXIG010000061.1:74-2105                              
Methylocystaceae bacterium                             

PT-VENN Tox-HNH-EHHH*   ?    ?  

OCG72780.1
LZHP01000098.1:2794-5691                               
Gilliamella sp. Nev6-6                                 

Imm50 Imm50 RHS Tox-HNH-EHHH* RHS Imm-NTF2

OFV31786.1
KV792691.1:917-4021                                    
Neisseria sp. HMSC15G01                                

  ?    ?  PT-VENN Tox-HNH-EHHH*

OFZ80127.1
MEQJ01000099.1:16199-19674                             
Bdellovibrionales bacterium RIFOXYD1_FULL_53_11        

  ?  Imm50 Tox-HNH-EHHH* BetaPropeller TPR TPR

OQR26376.1
MUIN01000023.1:19-4847                                 
Pseudomonas sp. Bc-h                                   

  ?  Tox-HNH-EHHH* Imm50 Aconitase Aconitase_2_N Aconitase_B_N RHS Tox-ART-HYD1

OQS31026.1
MUKT01000057.1:21432-24389                             
Chromobacterium haemolyticum                           

  ?  Imm50 RHS Tox-HNH-EHHH*

PIT39148.1
MEIK01000029.1:279184-283878                           
Snodgrassella alvi                                     

  ?  Imm50 Tox-HNH-EHHH*   ?  

POR06591.1
MUEJ01000025.1:566900-570257                           
Cobetia sp. MM1IDA2H-1                                 

RHS Imm50 RHS Tox-HNH-EHHH*   ?  Imm16

PSR15420.1
PXYS01000001.1:26474-29990                             
Bacteroidetes bacterium                                

MscL   ?  STox-59* PUA AA_kinase   ?  

QJI37412.1
CP052860.1:5271319-5276955                             
Pseudomonas sp. ADAK13                                 

Imm50 RHS BIg21* Amidase ISOCOT Tox-HNH-EHHH

QMM54210.1
CP057782.1:3694732-3698120                             
Enterobacter sp. RHB15-C17                             

RHS Ntox18 Imm42 RHS Tox-HNH-EHHH* Imm50   ?  

QNT58534.1
CP060414.2:235099-245807                               
Neisseria musculi                                      

FilH FilH Fil_haemagg_2 Fil_haemagg_2 PT-VENN   ?  Fil_haemagg_2 DUF637 PT-VENN Tox-HNH-EHHH* Ntox20   ?  

QYB01009.1
CP076048.1:4446165-4450212                             
Rhodococcus sp. USK10                                  

START Imm50 Tox-HNH-EHHH* SIMIBI-ParA   ?  

RDY26821.1
NOKA02000131.1:1527-3696                               
Lachnotalea glycerini                                  

DEAM-CxE Imm50 RHS Tox-HNH-EHHH*

RJT46687.1
RAHH01000003.1:60-3886                                 
Rahnella woolbedingensis                               

Imm50 SymE_toxin RHS Tox-HNH-EHHH* Imm50 SymE_toxin

RLP05966.1
RCIV01000039.1:743-4583                                
Propionibacterium australiense                         

DDE_3 HTH_33 HTH_29 HTH_29 HTH_33 DDE_3 HINT Tox-HNH-EHHH*

SCJ88312.1
FMHC01000018.1:3835-7012                               
uncultured Eubacterium sp.                             

RHS Tox-SHH Imm50 Tox-HNH-EHHH*

SFH94811.1
FOQK01000009.1:41250-45689                             
Selenomonas ruminantium                                

  ?    ?  RHS RHS Tox-HNH-EHHH* Imm50 Imm30

SPE76265.1
OLKH01000050.1:13509-16664                             
Flavobacterium columnare                               

  ?  NADAR Tox-HNH-EHHH* Imm50 RHS Ntox41

STR05632.1
UGHM01000005.1:41855-46297                             
Hafnia alvei                                           

  ?    ?  RHS* Imm50 Synaptojanin

TCG02822.1
MWML01000713.1:118-1020                                
Paraburkholderia steynii                               

Tox-HNH-EHHH*

TDB42533.1
PUJY01000110.1:703-3922                                
Photorhabdus khanii subsp. guanajuatensis              

  ?    ?  RHS Tox-HNH-EHHH*

TGC27252.1
PISI01000022.1:69127-82301                             
Pseudomonas citronellolis                              

Pyrophosphatase RHS CARP-ART RHS Tox-HNH-EHHH*   ?  DUF4123

UIN57540.1
CP090355.1:3942881-3949359                             
Pseudomonas kribbensis                                 

  ?  Imm50 HAD RHS Tox-HNH-EHHH*   ?  

UVM53245.1
CP087196.1:2506382-2512303                             
Pseudomonas sp. B21-015                                

Imm50 Imm50   ?  RHS RHS_repeat RHS Tox-HNH-EHHH* DUF6708

VEI57052.1
LR134488.1:103825-112012                               
Pasteurella multocida                                  

  ?  DcrB PrePAARTM PAAR_motif DUF6531 RHS RHS RHS Tox-HNH-EHHH* Imm50 RHS STox-59 Tox-HNH-EHHH

WP_098820784.1
NZ_NUQK01000067.1:2152-4861                            
Bacillus wiedmannii                                    

Imm50   ?  WXG PT-COG5412 Tox-HNH-EHHH*

WP_097363222.1
NZ_NPOH01000002.1:2041-5921                            
Salmonella enterica subsp. enterica serovar Essen      

DUF2195 Imm50 DDE_Tnp_1_assoc DDE_Tnp_1 Tox-HNH-EHHH* McrA-NTD HNH_2

WP_257211061.1
NZ_JBBHDY010000013.1:1-1371                            
Erwinia amylovora                                      

SymE_toxin Imm50 RHS Tox-HNH-EHHH*

WP_150652932.1
NZ_CABVHJ010000034.1:17849-25795                       
Pseudomonas fluorescens                                

  ?  adh_short_C2 HAD PMT DUF6531 RHS RHS RHS Tox-HNH-EHHH Imm50*   ?  

WP_224793277.1
NZ_CABVJG010000011.1:256847-263458                     
Pseudomonas fluorescens                                

  ?  Imm50 HAD Tox-HNH-EHHH* PMT DUF6531 RHS RHS_repeat RHS_repeat RHS

WP_248285767.1
NZ_BQHR01000023.1:77694-78957                          
Pseudomonas paraglycinae                               

  ?  Imm50 RHS Tox-HNH-EHHH*

WP_071819801.1
NC_012214.1:1264678-1268659                            
Erwinia pyrifoliae Ep1/96                              

Phage_int_SAM_4 Phage_integrase RHS Tox-HNH-EHHH* rve_3 HTH_21 HTH_Tnp_1   ?  Imm50

WP_015803273.1
NC_013093.1:5383248-5390743                            
Actinosynnema mirum DSM 43827                          

  ?    ?  WXG DUF6531 RHS RHS RHS Tox-HNH-EHHH*   ?    ?  

WP_231124421.1
NZ_CP020369.1:2713946-2720941                          
Pseudomonas tolaasii                                   

Imm50 Mpo1-like   ?  RHS STox-59 Tox-HNH-EHHH* MFS_1

WP_179944679.1
NZ_AMZG01000005.1:1-1576                               
Pseudomonas fluorescens BS2                            

Imm50 Imm50 RHS Tox-HNH-EHHH*

WP_019930283.1
NZ_KB907308.1:783853-791435                            
Nocardia sp. BMG111209                                 

T7SS_signal DUF6531 RHS_repeat RHS_repeat RHS_repeat RHS RHS Tox-HNH-EHHH* DUF3558   ?  Imm50 STY-kinase

WP_248283130.1
NZ_AOKH01000396.1:102-2840                             
Pseudomonas syringae pv. actinidiae ICMP 18883         

Imm50   ?  RHS Tox-HNH-EHHH*

WP_252413497.1
NZ_JAIOHC010000027.1:1-3829                            
Aeromonas veronii                                      

RecR_HhH RecR_ZnF Toprim_4 RecR_C RHS Tox-HNH-EHHH* Imm50

WP_192962634.1
NZ_ACVN02000031.1:8874-13144                           
Propionibacterium acidifaciens F0233                   

Tox-URI Imm26 Imm51 Imm50   ?  HINT Tox-HNH-EHHH*

WP_024291037.1
NZ_ATXD01000008.1:796984-800875                        
Lacrimispora indolis SR3                               

Imm50 Tox-HNH-EHHH* CdiI_4 Tox-EndoU RHS Ntox32

WP_238142782.1
NZ_POKQ01000263.1:1-2103                               
Streptococcus suis                                     

  ?  SUFU PT-TG Tox-HNH-EHHH*

WP_159246122.1
NZ_CACSGO010000046.1:1-1864                            
Tenacibaculum maritimum                                

  ?    ?  Tox-HNH-EHHH* RHS

WP_136438784.1
NZ_CP020822.1:2596411-2599269                          
Tenacibaculum maritimum                                

  ?  Imm29 Ntox18 RHS STox-59 Tox-HNH-EHHH* RHS Tox-ColE3

WP_249182735.1
NZ_JAGTUI010000064.1:3380-6002                         
Neisseria sp. Marseille-Q1983                          

Imm14   ?  RHS Tox-HNH-EHHH*

WP_025866160.1
NZ_BALJ01000042.1:1989-4637                            
Prolixibacter bellariivorans JCM 13498                 

RHS Tox-HNH-EHHH* Imm50 ComP_DUS RHS

WP_051385779.1
NZ_AXWW01000029.1:82114-87860                          
Actinokineospora inagensis DSM 44258                   

YbaB_DNA_bd   ?  Imm50 WXG DUF6531 RHS RHS RHS Tox-HNH-EHHH* Imm50

WP_083236366.1
NZ_MBDT01000009.1:1-2256                               
Pseudomonas sp. S3E12                                  

Mpo1-like Imm50 Tox-HNH-EHHH* RHS

WP_028670624.1
NZ_AUIH01000010.1:42577-50941                          
Saccharospirillum impatiens DSM 12546                  

Acyl-CoA_dh_1 Acyl-CoA_dh_M HTH_1 LysR_substrate CarboxypepD-reg-IG DUF6531 RHS_repeat RHS_repeat RHS RHS Tox-HNH-EHHH*   ?    ?  

WP_158813309.1
NZ_JOCQ01000067.1:29179-36925                          
Streptomyces rimosus subsp. rimosus                    

Imm50 ST-Hiskin DUF5753 HTH Imm50 WXG DUF6531 RHS RHS RHS Tox-HNH-EHHH*

WP_034839929.1
NZ_JOKH01000005.1:135756-141097                        
Endozoicomonas numazuensis                             

  ?  Imm50 Tox-HNH-EHHH*   ?    ?  

WP_242685553.1
NZ_PUJT01000008.1:188309-189622                        
Photorhabdus sp. RW14-46                               

  ?  Ntox24 Tox-HNH-EHHH*

WP_037330863.1
NZ_AQOE01000213.1:1-1625                               
Salinivibrio socompensis S10B                          

RHS Tox-HNH-EHHH* RHS Imm50

WP_094184845.1
NZ_BAVR01000105.1:729-5782                             
Acetivibrio straminisolvens JCM 21531                  

Imm50 TnpB_IS66 Tox-HNH-EHHH* Tox-MPTase1 HIN-HTH

WP_143978892.1
NZ_CM129815.1:2163558-2172105                          
Pseudomonas sp. ef1                                    

  ?    ?    ?  Tox-HNH-EHHH*   ?  

WP_231984830.1
NZ_LT629699.1:2390271-2394677                          
Pseudomonas libanensis                                 

  ?    ?  HAMP MA Imm50 Tox-HNH-EHHH*

WP_135275834.1
NZ_JBQWRK010000253.1:1-4714                            
Photobacterium damselae subsp. piscicida               

Imm50 Beta-Prop DUF6531 RHS_repeat RHS RHS Tox-HNH-EHHH* DDE_Tnp_IS1

WP_082060465.1
NZ_PYME01000001.1:234812-244101                        
Photobacterium gaetbulicola                            

  ?    ?    ?    ?  SPVB IG RHS RHS RHS Tox-HNH-EHHH*

WP_046028144.1
NZ_JYGG01000022.1:973-2893                             
Vibrio vulnificus                                      

URI RHS Tox-HNH-EHHH* Imm50

WP_235428426.1
NZ_CAWMET010000117.1:1-1139                            
Xenorhabdus griffiniae                                 

SymE_toxin   ?  RHS Tox-HNH-EHHH*

WP_258953907.1
NZ_CPZI01000086.1:1-1171                               
Yersinia similis                                       

Imm50 RHS Tox-HNH-EHHH*   ?  

WP_200909408.1
NZ_LHOY01000017.1:1-2576                               
Pseudomonas libanensis                                 

  ?  Imm50 RHS RHS Tox-HNH-EHHH*

WP_248842906.1
NZ_JYLK01000014.1:1-2016                               
Pseudomonas trivialis                                  

Imm50 RHS Tox-HNH-EHHH*   ?  

WP_061147915.1
NZ_FCOM02000013.1:23548-37386                          
Caballeronia arvi                                      

  ?    ?  Tox-HNH-EHHH*   ?  ESPR TPS FilH FilH FilH FilH FilH Fil_haemagg_2 Fil_haemagg_2 Fil_haemagg_2 Fil_haemagg_2 Ntox36

WP_063370961.1
NZ_AUXV01000003.1:48677-56156                          
Pseudoalteromonas luteoviolacea S2607                  

  ?  RHS RHS RHS Tox-HNH-EHHH* Imm50   ?    ?  

WP_240492619.1
NZ_CAWMQN010000086.1:1-4338                            
Photorhabdus namnaonensis                              

Imm50   ?  RHS Tox-HNH-EHHH*

WP_072895270.1
NZ_FRCG01000011.1:144291-152665                        
Sphingobium sp. YR657                                  

RHS RHS RHS Tox-HNH-EHHH* RHS TGase DUF6531 RHS   ?  HTH_Tnp_1

WP_235862499.1
NZ_AP024873.1:2963660-2970863                          
Vibrio gazogenes                                       

Imm42 Imm50 RHS Tox-AHH PD DUF6531 RHS_repeat RHS RHS RHS Ntox18 Tox-HNH-EHHH*

WP_206925245.1
NZ_CP102984.1:471932-476979                            
Terrisporobacter petrolearius                          

  ?  HINT Tox-HNH-EHHH* RHS HINT Imm50 RHS PT-TG HINT Ntox47

WP_075100026.1
NZ_JBRUJD010000096.1:1400-3146                         
Streptococcus acidominimus                             

PT-TG Tox-HNH-EHHH* Imm50   ?  

WP_209307168.1
NZ_JADGLI010000106.1:179-1133                          
Streptococcus acidominimus                             

Imm50 Tox-HNH-EHHH*

WP_130925963.1
NZ_UYXV01000007.1:357980-363467                        
Pseudomonas cedrina subsp. cedrina                     

4HBT_3C 4HBT_3 Imm50 DUF6531 RHS RHS RHS RHS RHS Tox-HNH-EHHH*

WP_077002909.1
NZ_LYVO01000100.1:17969-20344                          
Variovorax sp. KK3                                     

Abhydrolase_3 RHS Tox-HNH-EHHH* Imm50

WP_241831213.1
NZ_MUEV01000002.1:310405-312833                        
Salinivibrio kushneri                                  

Imm50 Imm50 Imm38 Tox-HNH-EHHH* RHS

WP_193557486.1
NZ_SULM01000032.1:1-2797                               
Pseudomonas rhizoryzae                                 

  ?  Imm50 RHS Tox-HNH-EHHH*

WP_207647696.1
NZ_FOKI01000088.1:931-2585                             
Clostridium frigidicarnis                              

  ?  Imm50 Tox-HNH-EHHH*

WP_094183060.1
NZ_CAWNHR010000022.1:1-5002                            
Vibrio sp. V15_P4S5T153                                

Imm50   ?  RHS RHS Tox-HNH-EHHH* RHS Tox-ART-HYD3 URI

WP_176440610.1
NZ_CAWNMG010000203.1:511-3335                          
Vibrio sp. V17_P4S1T151                                

Imm50 RHS Tox-HNH-EHHH* RHS

WP_095975691.1
NZ_CP022163.1:267457-273726                            
Melittangium boletus DSM 14713                         

Imm50 Tox-HNH-EHHH* Gp5_C VgrG Phage_GPD Phage_GPD VgrG TamB   ?  

WP_097989229.1
NZ_NUAS01000108.1:3018-7294                            
Bacillus pseudomycoides                                

PTS_2-RNA Imm50 Tox-HNH-EHHH* Subtilisin SH3 Amidase_2

WP_256592905.1
NZ_LJRZ01000926.1:1-2417                               
Pseudomonas sp. 2822-17                                

Mpo1-like 4HBT_3C 4HBT_3 RHS STox-59 Tox-HNH-EHHH Imm50*

WP_100114040.1
NZ_MDVB01000107.1:1941-4736                            
Snodgrassella alvi                                     

Imm50 Imm50 RHS Tox-HNH-EHHH* RHS   ?  

WP_169429778.1
NZ_CP027561.1:2329656-2333201                          
Pseudomonas fluorescens                                

Imm50 Tox-HNH-EHHH*   ?  VanW Ntox47

WP_225309808.1
NZ_CP031695.1:761335-764739                            
Erwinia billingiae                                     

  ?    ?  Imm50 Beta-lactamase Tox-HNH-EHHH*

WP_220271096.1
NZ_UGHO01000001.1:2205302-2212369                      
Hafnia alvei                                           

CarboxypepD-reg-IG DUF6531 RHS RHS RHS Tox-AHH Imm11 RHS* Imm50 Tox-HNH-EHHH

WP_204723362.1
NZ_QLIR01000006.1:89676-92538                          
Fastidiosibacter lacustris                             

ADK   ?  Tox-HNH-EHHH*

WP_118251260.1
NZ_CABJEN010000024.1:3123-5932                         
Vagococcus teuberi                                     

Ntox48 Imm50 PT-TG Tox-HNH-EHHH* Imm14 PT-TG

WP_120129117.1
NZ_QXTJ01000043.1:122452-130452                        
Pseudomonas sp. LS-2                                   

  ?  PrePAARTM PAAR_motif DUF6531 RHS_repeat RHS RHS_repeat RHS_repeat RHS_repeat RHS Tox-HNH-EHHH*   ?  CsgG Curlin_rpt

WP_121588374.1
NZ_RCIW01000036.1:2038-4260                            
Propionibacterium australiense                         

Tox-HNH-EHHH* Imm50   ?  HINT

WP_122399227.1
NZ_RFFJ01000188.1:1-7369                               
Streptomyces triticirhizae                             

MOSC_N MOSC WXG DUF6531 RHS RHS RHS Tox-HNH-EHHH* Imm50 Imm50 TPR

WP_256679996.1
NZ_CP027734.1:1751271-1753421                          
Pseudomonas sp. R1-43-08                               

Mpo1-like Imm50 Imm50   ?  Tox-HNH-EHHH*

WP_257890972.1
NZ_CP076048.1:4446165-4450224                          
Rhodococcus sp. USK10                                  

Imm50 START SIMIBI-ParA RHS Tox-HNH-EHHH*   ?  

WP_185806741.1
NZ_JAELWR010000049.1:6435-10991                        
Enterobacter hormaechei                                

SUKH-SMI1 Imm-SUKH-SMI1 Imm-Barstar Tox-HNH-EHHH* Imm50

WP_177433296.1
NZ_RCOC01000008.1:74667-78986                          
Pseudomonas sp. Sample_14                              

Imm50   ?  RHS RHS_repeat RHS RHS Tox-HNH-EHHH*

WP_205880132.1
NZ_SSWX01000062.1:48-812                               
Lampropedia aestuarii                                  

Imm50 Tox-HNH-EHHH*

WP_137876678.1
NZ_SCOY01000063.1:1729-9628                            
Rhodococcus sp. Q                                      

SseB   ?  T7SS_signal DUF6531 RHS_repeat RHS RHS_repeat RHS RHS_repeat RHS Tox-HNH-EHHH* Imm50   ?  

WP_242452918.1
NZ_VANF01000082.1:1-1305                               
Photobacterium damselae subsp. damselae                

Imm50 RHS RHS Tox-HNH-EHHH*

WP_138486885.1
NZ_QLAF01000018.1:38795-43059                          
Stutzerimonas nosocomialis                             

  ?  Tox-HNH-EHHH* Imm1 Imm50   ?  

WP_143315223.1
NZ_SULK01000003.1:146397-162456                        
Clostridium sp. HBUAS56017                             

FN3 FN3 IG IG IG IG IG DUF6531 RHS_repeat RHS_repeat RHS RHS RHS_repeat RHS_repeat RHS_repeat RHS_repeat RHS_repeat RHS RHS Gly-zipper_YMGG Tox-HNH-EHHH* Imm34 DUF2185 Peptidase_M42   ?  Phage_int_SAM_1

WP_144279451.1
NZ_CP041730.1:3917367-3929925                          
Chitinimonas arctica                                   

p450 Bactofilin IG Big_7 SPVB BetaPropeller RHS RHS Tox-HNH-EHHH* Imm50   ?  

WP_244947434.1
NZ_VEKN01000056.1:223-846                              
Mixta calida                                           

Imm50 Tox-HNH-EHHH*

WP_149285780.1
NZ_CP038437.2:3353198-3362740                          
Halomonas binhaiensis                                  

PgpA Phage_GPD VgrG T6SS_Vgr DUF2345 CarboxypepD-reg-IG DUF6531 RHS RHS RHS Tox-HNH-EHHH* Imm50 CARP-ART

WP_246208364.1
NZ_WLYI01000019.1:1-2661                               
Pseudomonas karstica                                   

Imm50 HTH_50 NtrC-AAA PAS ACT RHS Tox-HNH-EHHH*

WP_156287090.1
NZ_CP046509.1:1484433-1492639                          
Erwinia sorbitola                                      

ABC_membrane ABC_tran DcrB PAAR_motif DUF6531 RHS_repeat RHS_repeat RHS RHS Tox-HNH-EHHH* Imm50   ?  

WP_159481718.1
NZ_BAAATH010000001.1:751210-765973                     
Streptomyces caniferus                                 

MOG1 WXG DUF308 DUF6531 RHS RHS_repeat RHS RHS RHS RHS Deaminase WXG DUF308 DUF6531 RHS RHS RHS_repeat RHS RHS Tox-HNH-EHHH* Imm50 FtsK FtsK FtsK

WP_202113548.1
NZ_WTET01000021.1:98-1960                              
Gilliamella sp. Lep-s5                                 

  ?    ?    ?  Tox-HNH-EHHH*

WP_237397855.1
NZ_WTEX01000022.1:35731-37593                          
Gilliamella sp. Lep-s35                                

  ?    ?    ?  RHS Tox-HNH-EHHH*

WP_163264986.1
NZ_QVMM01000003.1:160196-169382                        
Dysgonomonas sp. 216                                   

QueF   ?  DUF6443 RHS RHS Tox-HNH-EHHH* ABC-ATPase RHS SPVB

WP_166830329.1
NZ_JAAOLX010000017.1:30062-34932                       
Iodobacter violaceini                                  

Imm-NTF2 RHS_repeat RHS RHS Tox-HNH-EHHH* Imm50 Imm14 Endonuclea_NS_2

WP_233812078.1
NZ_CP089998.1:619545-622024                            
Cytobacillus spongiae                                  

  ?    ?  Tox-HNH-EHHH* SMI1_KNR4 RHS

WP_178115028.1
NZ_JABBCM010000042.1:1-2742                            
Pseudomonas sp. SWRI 103                               

Imm50 4HBT_3C 4HBT_3 RHS Tox-HNH-EHHH*

WP_177133201.1
NZ_JACARI010000051.1:1-4715                            
Pseudomonas yamanorum                                  

DUF3995 DUF6531 RHS RHS RHS_repeat RHS RHS RHS Tox-HNH-EHHH* Imm50

WP_226200985.1
NZ_JAIZRY010000018.1:90294-93339                       
Burkholderia sp. AU30280                               

  ?  SBP_bac_3 Imm50   ?  Tox-HNH-EHHH*

WP_256731996.1
NZ_JACARR010000051.1:1-3440                            
Pseudomonas tolaasii                                   

Imm50 Ntox47 RHS_repeat RHS RHS_repeat RHS_repeat RHS Tox-HNH-EHHH*

WP_187229838.1
NZ_CAWPNT010000024.1:35892-37827                       
Escherichia marmotae                                   

Imm50 RHS Tox-HNH-EHHH* RHS HNHGH-E

WP_221263010.1
NZ_JACIEH010000006.1:1-9559                            
Sphingomonas kyeonggiensis                             

  ?  DUF6531 RHS_repeat RHS RHS RHS PT-TG HINT Tox-HNH-EHHH* OmpA-beta-barrel PLUG

WP_225919900.1
NZ_JABWQP020000030.1:1-2082                            
Pseudomonas khorasanensis                              

Imm50 Tox-HNH-EHHH*

WP_264081988.1
NZ_JABWQP020000035.1:1-1176                            
Pseudomonas khorasanensis                              

  ?  RHS Tox-HNH-EHHH*

WP_217847151.1
NZ_JABWQP020000029.1:1-2093                            
Pseudomonas khorasanensis                              

  ?  RHS Tox-HNH-EHHH*

WP_186612645.1
NZ_JABWQW010000018.1:107972-109626                     
Pseudomonas sp. SWRI154                                

Imm50 Imm50 RHS Tox-HNH-EHHH*

WP_217828423.1
NZ_JABWQX020000010.1:65419-68610                       
Pseudomonas marvdashtae                                

Imm50 OprD RHS Tox-HNH-EHHH*

WP_223186587.1
NZ_MECL01000063.1:14801-23514                          
Streptomyces sp. CBMA29                                

Imm50 Imm50 TIR NACHT TPR TPR TPR WXG DUF6531 RHS RHS RHS Tox-HNH-EHHH*

WP_199141458.1
NZ_JAELUC010000088.1:1825-12422                        
Pedobacter sp. ASV12                                   

  ?    ?  DUF6443 RHS RHS STox-59* SPVB RHS ABC_tran_CTD ABC_tran ABC_tran

WP_204965487.1
NZ_JACJIV010000018.1:40308-42123                       
Megamonas funiformis                                   

  ?    ?  Tox-HNH-EHHH* MerR-HTH MerR-HTH

WP_228731365.1
NZ_BMBA01000012.1:51109-54062                          
Clostridium zeae                                       

Imm50 RHS   ?    ?  Tox-HNH-EHHH*

WP_210807662.1
NZ_JAGQDG010000002.1:582411-591297                     
Ideonella paludis                                      

  ?  Imm50 RHS RHS RHS DUF637 DUF637 Tox-HNH-EHHH* BetaPropeller SPVB

WP_211727490.1
NZ_JAERJK010000035.1:748-3798                          
Pantoea dispersa                                       

  ?  Imm50 Tox-HNH-EHHH*   ?    ?  

WP_212514968.1
NZ_CAWQDX010000025.1:1-1540                            
Aeromonas popoffii                                     

Imm50 STox-59 Tox-HNH-EHHH* RHS_repeat RHS_repeat

WP_214496365.1
NZ_JAGYWC010000001.1:1107268-1111896                   
Pseudomonas sp. VS59                                   

RHS_repeat RHS RHS_repeat RHS RHS Tox-HNH-EHHH*   ?  Imm50

WP_248134142.1
NZ_SPKO01000007.1:1-2167                               
Pseudomonas sp. W2Jun17                                

Imm50   ?  RHS RHS Tox-HNH-EHHH*

WP_225776139.1
NZ_CAKAKI010000001.1:5171327-5174221                   
Pseudomonas sp. Marseille-Q5115                        

  ?  Imm50 Tox-HNH-EHHH*   ?  RHS

WP_228109687.1
NZ_CP102984.1:494363-499206                            
Terrisporobacter petrolearius                          

RHS Imm50 RHS HINT Tox-HNH-EHHH* RHS   ?  

WP_230370832.1
NZ_WLYX01000001.1:2569504-2571475                      
Paludibacterium denitrificans                          

RHS   ?  RHS Tox-HNH-EHHH* RHS RHS

WP_232125579.1
NZ_JAJHTW010000014.1:11857-15481                       
Tenacibaculum finnmarkense genomovar ulcerans          

RHS Tox-URI1   ?  RHS STox-59 Tox-HNH-EHHH*   ?  STox-7

WP_236358224.1
NZ_CP087138.1:411862-419495                            
Pseudomonas sp. KNUC1026                               

CNHydrolase   ?  PAAR PAAR_motif DUF6531 RHS_repeat RHS_repeat RHS RHS Tox-HNH-EHHH* LeuA_dimer HMGL-like   ?  

WP_237321594.1
NZ_JACYHE010000051.1:29320-35987                       
Streptomyces sp. JJ36                                  

  ?    ?  T7SS_signal DUF6531 RHS RHS_repeat RHS RHS RHS RHS Tox-HNH-EHHH* Imm50 DUF397

WP_239815345.1
NZ_JAJTNU010000008.1:214780-219251                     
Bacillus atrophaeus                                    

TPR RapH_N LXG PT-TG Tox-HNH-EHHH* Imm50 PG_binding_1 LysM Amidase_2   ?  

WP_240328041.1
NZ_PXKO01001520.1:1-206                                
Klebsiella pneumoniae                                  

Tox-HNH-EHHH*

WP_241609302.1
NZ_JAKZKC010000017.1:76426-78377                       
Rosenbergiella australiborealis                        

Tox-CdiAC   ?  Tox-HNH-EHHH*

WP_243340618.1
NZ_JALGBX010000030.1:27655-41829                       
Streptomyces sp. AP-93                                 

Imm50 SPVB RHS_repeat RHS RHS HINT Tox-HNH-EHHH* RicinB-lectin LamininG IG   ?  Imm50

WP_246791933.1
NZ_CP045093.1:1971472-1977260                          
Burkholderia perseverans                               

ColD   ?  Tox-HNH-EHHH*   ?  TerBC DUF637 Tox-REase-1

WP_250468133.1
NZ_JALQDA010000033.1:13812-15632                       
Caballeronia sp. GAFFF2                                

Imm50 RHS Tox-HNH-EHHH* SymE_toxin

WP_253441554.1
NZ_JALJXP010000001.1:162078-169162                     
Pseudomonas nitroreducens                              

Imm-NMB0513 Imm50 FilH Fil_haemagg_2 Fil_haemagg_2 Fil_haemagg_2 Tox-HNH-EHHH*   ?    ?  

WP_256351661.1
NZ_JACAQT010000210.1:179-454                           
Pseudomonas gingeri                                    

Tox-HNH-EHHH*

WP_256606963.1
NZ_JANIBL010000029.1:17601-24393                       
Methylomonas rosea                                     

Imm14 RHS Tox-HNH-EHHH*   ?  PG_binding_1 DUF6531 RHS_repeat RHS_repeat RHS_repeat RHS_repeat RHS_repeat RHS Imm50


