
AIJ22185.1
CP009110.1:2133766-2179990                                       
Amycolatopsis methanolica 239                                    

YbaB_DNA_bd   ?  Tox-EndoU Ntox42-ColicinM-5 OEP APH*   ?  SseB SseB

ANP44471.1
CP013244.1:55049-59372                                           
Candidatus Viadribacter manganicus                               

HINT   ?  RHS ENDOU*   ?    ?  

ASR33820.1
CP016353.1:240941-301147                                         
Prauserella marina                                               

YbaB_DNA_bd   ?  ENDOU ADPrib_exo_Tox STYKinase-like Tox-ART-RSE APH CyaA-like APH MA*   ?  Putative_PNPOx

AUI60345.1
CP017780.1:4809940-4839593                                       
Amycolatopsis sp. BJA-103                                        

  ?    ?  DUF3626 ENDOU ENDOU ENDOU ENDOU Tox-Caspase Tox-ART-RSE E-RE Tox-Caspase*   ?    ?  

AWR20898.1
CP023994.1:253672-255392                                         
Aurantimicrobium photophilum                                     

  ?    ?  ENDOU*   ?    ?  

AWS50741.1
CP029736.1:1723008-1733260                                       
Providencia rettgeri                                             

Fimbrial   ?  EnteCD PD ENDOU*   ?    ?  

AWX57905.1
CP030117.1:4958372-4966835                                       
Brevibacillus brevis                                             

HTH_3   ?  Tox-EndoU*   ?  Big_2 GBD-PPC HINT

AXF39317.1
MH444512.1:14622-20094                                           
Bifidobacterium phage PMBT6                                      

Terminase Phage-portal MuF ENDOU*   ?  DUF4355

AYC30814.1
CP032418.1:1743632-1746927                                       
Paenisporosarcina cavernae                                       

Resolvase Recombinase   ?  PTS_2-RNA   ?  ENDOU*

CAB1011748.1
CADDHI010000035.1:492-5901                                       
Corynebacterium diphtheriae                                      

Terminase Phage-portal MuF*   ?    ?  

CAH1207692.1
CAKMMF010000014.1:9898-22085                                     
Paenibacillus plantiphilus                                       

  ?  UPF0231 SLH IG Tox-URI XHH PT-COG5412 HINT ENDOU* SLH DUF5704

CRH71357.1
CVOA01001466.1:352-932                                           
Chlamydia trachomatis                                            

  ?  ENDOU*

CRH88521.1
CVOC01000040.1:11-2541                                           
Chlamydia trachomatis                                            

  ?  MuF Tox-EndoU*   ?    ?  

DAM48211.1
BK052039.1:41310-46406                                           
Caudoviricetes sp.                                               

Terminase Phage_portal MuF Tox-EndoU*   ?    ?  

DAN94259.1
BK048585.1:2779-7549                                             
Caudoviricetes sp.                                               

Terminase Phage-portal MuF Tox-EndoU*   ?    ?  

DAQ25254.1
BK054059.1:10627-17601                                           
Caudoviricetes sp.                                               

MuF* Phage-portal Terminase   ?    ?  

DAR92992.1
BK033874.1:25689-31126                                           
Caudoviricetes sp.                                               

Terminase Phage-portal MuF*   ?    ?  

DAT36530.1
BK046009.1:29827-35599                                           
Caudoviricetes sp.                                               

Terminase Phage-portal MuF ENDOU*   ?    ?  

DAT47526.1
BK046224.1:18590-23623                                           
Caudoviricetes sp.                                               

Terminase Phage-portal MuF*   ?    ?  

DAV85888.1
BK029210.1:6660-12129                                            
Caudoviricetes sp.                                               

Terminase Phage-portal MuF EndoU_bacteria*   ?    ?  

DAW03607.1
BK029571.1:426-6073                                              
Caudoviricetes sp.                                               

Terminase Phage-portal MuF Tox-EndoU* GTA_TIM   ?  

DAX65454.1
BK039951.1:10649-14337                                           
Caudoviricetes sp.                                               

Phage-portal MuF Tox-EndoU*   ?    ?    ?  

DAY83857.1
BK024729.1:17995-22344                                           
Caudoviricetes sp.                                               

MuF EndoU_bacteria* Phage-portal Terminase   ?    ?  

DAY91225.1
BK025004.1:15822-18651                                           
Caudoviricetes sp.                                               

Phage-portal MuF ENDOU*   ?  

DAZ15945.1
BK025871.1:13437-17660                                           
Caudoviricetes sp.                                               

MuF Tox-EndoU* Phage-portal   ?    ?    ?  

DAZ18538.1
BK025974.1:1-2198                                                
Caudoviricetes sp.                                               

MuF Tox-EndoU*   ?    ?  

EAA6844804.1
AAACGT010000096.1:1592-5199                                      
Salmonella enterica subsp. enterica serovar Pensacola            

AC_1 Autotransporter STox-18 ENDOU*   ?  SymE_toxin

EEY35428.1
ADAD01000076.1:70-3369                                           
Pseudoleptotrichia goodfellowii F0264                            

Tox-REase-10 DUF5376 EndoU_bacteria*

EFR95751.1
CM001050.1:2732750-2740757                                       
Listeria ivanovii FSL F6-596                                     

TRUA SUKH_5 ENDOU*   ?    ?  

EIK94559.1
AJWX01000022.1:1787-7811                                         
Pseudomonas sp. M47T1                                            

Tox-REase-1 DUF3077 ENDOU*   ?    ?  

EIP3952502.1
ABEDCT010000014.1:35194-38817                                    
Salmonella enterica                                              

DUF2169 Tox-PAAR-like Tox-EndoU*   ?  SMODS-polBeta

EJQ55093.1
JH792013.1:6238-11781                                            
Bacillus mycoides                                                

Terminase-LS Phage-portal Phage_min_cap2 ENDOU* MNS-STAND   ?  

EJQ55166.1
JH792013.1:61470-67013                                           
Bacillus mycoides                                                

Terminase-LS Phage-portal Phage_min_cap2 ENDOU* MNS-STAND   ?  

ELK74472.1
ANRG01000004.1:4442-6334                                         
Neisseria meningitidis 2006087                                   

PT-HINT Ntox49   ?  MafBN ENDOU*

EQB89242.1
AUPA01000041.1:1-2426                                            
Clostridium sp. BL8                                              

  ?  RHS EndoU_bacteria*   ?  RHS

ERH33762.1
KE952509.1:41136-46326                                           
Actinomyces sp. oral taxon 877 str. F0543                        

  ?    ?  MuF ENDOU* Phage-portal Terminase

ERJ46101.1
AVFF01000015.1:241-3902                                          
Corynebacterium pseudodiphtheriticum 090104                      

  ?    ?  Tox-EndoU* DUF368 CTP_transf_like

GAA1112387.1
BAAAKA010000003.1:141658-153240                                  
Kribbella jejuensis                                              

DUF6531 LamininG RHS RHS_repeat RHS_repeat RHS RHS_repeat RHS_repeat RHS_repeat RHS_repeat RHS LELP1 S1 Tox-EndoU*   ?    ?  

GGU15705.1
BMUA01000009.1:253313-262938                                     
Streptomyces violascens                                          

Flavoprotein Flavoprotein DUF6531 RHS_repeat RHS_repeat RHS_repeat RHS RHS BetaPropeller RHS RHS Tox-EndoU*   ?    ?  

GJL84705.1
BQJE01000001.1:470494-473637                                     
Micavibrio sp.                                                   

tRNA-synt_2   ?  Tox-EndoU* Glycolytic   ?  

HBI46075.1
DNTJ01000500.1:1644-7476                                         
Planctomycetales bacterium                                       

STY-kinase BetaPropeller DUF1349   ?  Tox-EndoU* PP2C VWA

HCE11030.1
DPAB01000472.1:10535-13663                                       
Oxalobacteraceae bacterium                                       

Cys_rich_CPCC   ?  DUF6862 ENDOU*   ?  

HHT76728.1
DUPM01000032.1:1-2732                                            
Clostridiaceae bacterium                                         

RHS Tox-EndoU*   ?  Thioredoxin

KFI39799.1
JGYK01000001.1:240268-245185                                     
Bifidobacterium actinocoloniiforme DSM 22766                     

Leg-7TM   ?  MuF Tox-EndoU* Phage-portal Terminase

KFI97821.1
JGZP01000011.1:45251-51093                                       
Bifidobacterium stellenboschense                                 

Phage_capsid Leg-7TM MuF ENDOU* Phage-portal Terminase

KIC47750.1
JWLL01000013.1:41787-45357                                       
Tateyamaria sp. ANG-S1                                           

GAD-like   ?  Tox-EndoU*   ?  DUF4123

KKP23789.1
LBNX01000003.1:11102-17092                                       
candidate division TM6 bacterium GW2011_GWF2_28_16               

  ?    ?  ENDOU*   ?  HINT

KLN89895.1
JSEB01000008.1:429-4447                                          
Bifidobacterium bifidum                                          

Terminase Phage-portal MuF ENDOU*   ?    ?  

KZU18139.1
LUWO01000057.1:594-8065                                          
Lactiplantibacillus plantarum                                    

MucBP MucBP PT-TG fvmX2 Tox-EndoU*   ?    ?  

MAE50258.1
NYYV01000003.1:8096-11149                                        
Micavibrio sp.                                                   

  ?  Glycolytic Tox-EndoU* tRNA-synt_2 Ribosomal_L31

MAQ70767.1
NZVS01000015.1:4109-7016                                         
Alphaproteobacteria bacterium                                    

F_bP_aldolase   ?  ENDOU* Ribosomal_L31 DUF2497

MAU21644.1
PACF01000049.1:78841-82290                                       
Martelella sp.                                                   

  ?  PT-VENN PT-VENN ENDOU*

MBA3676737.1
JACDEE010000004.1:136237-143720                                  
Sphingosinicella sp.                                             

  ?  RHS DUF6531 RHS RHS_repeat RHS RHS RHS ENDOU*   ?  VirB2

MBA3905995.1
JACDGN010000139.1:1-3672                                         
Pseudonocardiales bacterium                                      

  ?  WXG ENDOU*   ?  VWA_CoxE

MBC2076350.1
JAASWE010000003.1:456242-460925                                  
Listeria marthii                                                 

Thioredoxin GIY-YIG UVR UvrC_RNaseH_dom HhH ENDOU*   ?  AA_kinase ACT_7

MBE6483665.1
SUUB01000004.1:82478-87563                                       
Actinomycetaceae bacterium                                       

Terminase Phage-portal MuF Tox-EndoU*   ?    ?  

MBF0232657.1
JADGBL010000110.1:1-5631                                         
Desulfamplus sp.                                                 

TcdB_toxin_midN RHS RHS RHS Tox-EndoU*   ?  ABC_tran

MBG3014849.1
JADRZO010000105.1:1-1218                                         
Proteus mirabilis                                                

Tox-EndoU*   ?  PT-VENN

MBG3039258.1
JADRZU010000018.1:10206-14257                                    
Proteus mirabilis                                                

  ?  rve_2 ENDOU* Tox-NucA SUKH_6

MBI2233694.1
JACPDM010000023.1:1-2932                                         
Micavibrio aeruginosavorus                                       

DUF4402 EndoU_bacteria* ABC_tran ABC_membrane_2

MBI3893435.1
JACQFU010000491.1:255-8999                                       
Candidatus Wallbacteria bacterium                                

  ?  IG IG DUF6531 RHS RHS_repeat RHS_repeat RHS_repeat RHS RHS Tox-EndoU*   ?  

MBK3786657.1
JAAGEN010000050.1:5864-17061                                     
Paraburkholderia aspalathi                                       

DUF2846   ?  Tox-EndoU* TPS FapA FilH FilH FilH FilH FilH DUF637 PRK

MBK6897571.1
JADJED010000001.1:2707197-2710946                                
Alphaproteobacteria bacterium                                    

MarR-HTH DeoC ENDOU* tRNA-synt_2 Ribosomal_L31

MBK8188088.1
JADJRD010000014.1:243306-251968                                  
Cellvibrio sp.                                                   

rve_3 FilH Fil_haemagg_2 Fil_haemagg_2 Fil_haemagg_2 Fil_haemagg_2 Tox-EndoU*   ?    ?  

MBK9127938.1
JADJWB010000001.1:2267577-2273750                                
Phycisphaerales bacterium                                        

  ?  RHS ENDOU* RHS RHS PLA2G12

MBL0200733.1
JADKJK010000011.1:12460-16634                                    
Chitinophagaceae bacterium                                       

RHS   ?  RHS ENDOU*   ?    ?  

MBL4804342.1
JAESRE010000032.1:2424-5475                                      
Alphaproteobacteria bacterium                                    

Ribosomal_L31 tRNA-synt_2 ENDOU* Glycolytic   ?  

MBL5975362.1
QZLF01000004.1:233684-239937                                     
Candidatus Leucobacter sulfamidivorax                            

Terminase Phage-portal ENDOU*   ?    ?  

MBL6439512.1
JAEUXE010000003.1:11875-17372                                    
Streptococcus suis                                               

TraI-VirD2-RCRE HTH_18 SHS2 RHS PT-TG Ntox41*   ?  Tox-HNH-EHHH

MBL7786276.1
JAEUUX010000144.1:232-2174                                       
Chitinophagales bacterium                                        

ENDOU* TonBC ExbD

MBL8510501.1
JAEUNC010000131.1:4005-5462                                      
Betaproteobacteria bacterium                                     

  ?    ?  RHS ENDOU*

MBL8711732.1
JAEUKT010000002.1:66788-72348                                    
Alphaproteobacteria bacterium                                    

MFS_3 CBM_48 Alpha-amylase Isoamylase_C EndoU_bacteria* LAM_C Radical_SAM Acetylase

MBM17508.1
PBME01000003.1:35534-39890                                       
Epsilonproteobacteria bacterium                                  

Ser_hydrolase   ?  FANCF ENDOU*   ?  RelE-ParE

MBM3383402.1
VGHE01000018.1:20257-26217                                       
Betaproteobacteria bacterium                                     

dTDP_sugar_isom   ?  ENDOU*   ?    ?  

MBN8521445.1
JAFLCW010000001.1:1238026-1241956                                
Alphaproteobacteria bacterium                                    

Gp_dh_N Gp_dh_C F_bP_aldolase ENDOU* tRNA-synt_2 Ribosomal_L31

MBN9560049.1
JAFKFI010000050.1:57651-59978                                    
Alphaproteobacteria bacterium                                    

TetR-HTH TetR_C_33   ?  ENDOU*   ?    ?  

MBO0822377.1
JAFMRE010000007.1:2337-14469                                     
Actinomycetota bacterium                                         

  ?  Toprim_2 Tox-EndoU* Imm11 DUF6531 RHS LamininG RHS_repeat RHS RHS_repeat RHS_repeat RHS RHS RHS Tox-AHH

MBO0823245.1
JAFMRE010000090.1:3779-7424                                      
Actinomycetota bacterium                                         

ST-Hiskin SpoIIE GAF PAS   ?  ENDOU* MerR-HTH

MBO0854183.1
JAFMQT010000151.1:4275-8792                                      
Nocardia sp.                                                     

SKI G6PD_N G6PD_C ENDOU*

MBO7499900.1
JAGCEZ010000014.1:24443-27716                                    
Fibrobacterales bacterium                                        

HTH MPtase DUF4417 ENDOU*   ?  ENDOU

MBP9852719.1
JAGORO010000005.1:1592-5586                                      
Candidatus Saccharibacteria bacterium                            

DUF5663 Mur_ligase_M Mur_ligase_C ENDOU*   ?  FMN_red

MBQ2788546.1
JAFQTV010000176.1:1-3514                                         
Thermoguttaceae bacterium                                        

DUF362 Ferredoxin-RRM Fer4_9 Ferredoxin-RRM Fer4 Fer4 ENDOU*

MBQ3160556.1
JAFQIY010000010.1:5509-11972                                     
Oscillospiraceae bacterium                                       

Terminase Phage_portal MuF ENDOU*   ?  Peptidase_S78_2

MBQ3393537.1
JAFRAG010000002.1:6646-9778                                      
Oscillospiraceae bacterium                                       

  ?    ?  ENDOU* Beta_elim_lyase Ribosomal_S20p

MBQ3784309.1
JAFPUW010000091.1:9475-14441                                     
Lachnospiraceae bacterium                                        

NTF2-EC ZnR   ?  dCache_1 ENDOU*   ?    ?  

MBQ4204776.1
JAFPNV010000891.1:202-1521                                       
Thermoguttaceae bacterium                                        

ANK Tox-EndoU*

MBQ5675461.1
JAFNXD010000619.1:749-1728                                       
Lachnospiraceae bacterium                                        

  ?    ?  ENDOU*

MBQ8547020.1
JAFUOG010000030.1:1-3059                                         
Lachnospiraceae bacterium                                        

RHS RHS HINT ENDOU*   ?  

MBQ9370730.1
JAFTAW010000010.1:3087-11565                                     
Thermoguttaceae bacterium                                        

PGI   ?  ENDOU* Ferredoxin-RRM Fer4_9 Ferredoxin-RRM Fer4 Fer4 DUF362

MBQ9371045.1
JAFTAW010000014.1:6863-13183                                     
Thermoguttaceae bacterium                                        

DUF5009 Sel1 ANK Tox-EndoU* tRNA-synt_1c Anticodon_2 Redoxin

MBQ9724991.1
JAFTGT010000316.1:1-1904                                         
Neisseriaceae bacterium                                          

Tox-EndoU*   ?    ?  

MBQ9874329.1
JAFRXD010000058.1:62457-69632                                    
Thermoguttaceae bacterium                                        

  ?  Aldo_ket_red ENDOU* confTPR confTPR FGS Flavodoxin_4

MBR1532724.1
JAFUWO010000411.1:20993-24264                                    
Eubacterium sp.                                                  

Peptidase_S78_2 PEP-utilisers-C   ?  MuF Tox-EndoU*

MBS0631893.1
JAFEGO010000066.1:12268-15260                                    
Verrucomicrobia bacterium                                        

  ?    ?  Tox-EndoU* Phage_int_SAM_4 Phage_integrase   ?  

MBS0656366.1
JAFEGS010000615.1:7049-8081                                      
Verrucomicrobia bacterium                                        

  ?    ?  Tox-EndoU*

MBS1986507.1
JAFEAZ010000007.1:252-3201                                       
Candidatus Dependentiae bacterium                                

BAR_4 Tox-EndoU*   ?    ?  

MBU0661394.1
JAHJAC010000019.1:28134-35824                                    
Patescibacteria group bacterium Bacteria.                        

halocin-C858 DKNYY DKNYY   ?  Tox-EndoU*   ?  TGase

MBU1911335.1
JAHJFZ010000123.1:1-2850                                         
Patescibacteria group bacterium Bacteria.                        

Tox-EndoU*   ?    ?  

MBV8122380.1
JAFAHP010000807.1:392-2755                                       
Alphaproteobacteria bacterium                                    

APH RnaseH Tox-EndoU*   ?    ?  

MBV8528825.1
JAFALX010000313.1:4699-8841                                      
Candidatus Dormiibacterota bacterium                             

TACO1_YebC_N Transcrip_reg   ?  WXG ENDOU* WXG Pur_DNA_glyco

MBV9206209.1
JAFASP010000321.1:3020-8484                                      
Actinomycetota bacterium                                         

Hemerythrin   ?  Tox-EndoU* Cytochrom_B_N_2 PAS STAS

MBW3612050.1
JAHWJI010000107.1:1294-4369                                      
Actinomycetota bacterium                                         

Tox-EndoU*   ?  T7SS_signal EndoU_bacteria*

MBW3639432.1
JAHWJP010000032.1:9277-14351                                     
Actinomycetota bacterium                                         

Amidohydro_1   ?  WXG Tox-EndoU* ENDOU* Putative_PNPOx GST_N_2 GST_C_2

MBW7911804.1
JACFNN010000129.1:1858-6511                                      
Alphaproteobacteria bacterium                                    

PP-binding NAD_binding_4 AAA_28 AAA_28 EndoU_bacteria* LAM_C Radical_SAM

MBX7192442.1
JAIBCE010000053.1:289-4844                                       
Sandaracinaceae bacterium                                        

SUKH-SUKH4 RHS HINT EndoU_bacteria*   ?    ?  

MBY0257082.1
JAIEOF010000107.1:3463-6456                                      
Methylobacterium sp.                                             

  ?  Trypsin PDZ PDZ ENDOU*

MBY0429128.1
JAIENE010000402.1:1417-4219                                      
Alphaproteobacteria bacterium                                    

tRNA_U5-meth_tr TRAM   ?  ENDOU* MTase

MCA1008991.1
JAIVAH010000035.1:10053-15952                                    
Prescottella equi                                                

Terminase-LS   ?  Phage_min_cap2*   ?    ?  

MCA1673923.1
JAIVIS010001519.1:1-1037                                         
Actinomycetota bacterium                                         

ENDOU*   ?  

MCA1712730.1
JAIVIF010000095.1:14459-19738                                    
Actinomycetota bacterium                                         

FMN_red Uma2 ENDOU* ENDOU* PmbA_TldD_3rd PmbA_TldD_3rd PmbA_TldD_1st

MCA3513835.1
JADCDR010000157.1:1-3392                                         
Rhodobacter sp.                                                  

Transposase_mut   ?  MuF ENDOU*   ?  

MCA8982944.1
JAGQQR010000003.1:1-924                                          
Planctomycetaceae bacterium                                      

Tox-EndoU*   ?    ?  

MCA8985892.1
JAGQQR010000033.1:1-2250                                         
Planctomycetaceae bacterium                                      

SPAM ENDOU*   ?    ?  

MCA9329425.1
JAGQNL010000091.1:3222-6172                                      
Candidatus Saccharibacteria bacterium                            

PRTase YchF-GTPase_C MMR_HSR1 Tox-EndoU*   ?  

MCB0342362.1
JAGRAJ010000041.1:7754-13894                                     
Bdellovibrionales bacterium                                      

Subtilisin Golgin_A5 Tup_N Tox-EndoU* HTH_3   ?  

MCB1031386.1
JAGQSI010000212.1:1-3725                                         
Acidimicrobiales bacterium                                       

ImmHEAT   ?  RHS Tox-EndoU* Transposase_mut Transposase_mut

MCB1245497.1
JAGROU010000095.1:498-3939                                       
Verrucomicrobiia bacterium                                       

  ?  HINT ENDOU*

MCB1529560.1
JAGRKF010000009.1:1174-4877                                      
Alphaproteobacteria bacterium                                    

  ?  F_bP_aldolase ENDOU*   ?  tRNA-synt_2

MCB1531319.1
JAGRKE010000002.1:74782-77894                                    
Alphaproteobacteria bacterium                                    

  ?  Glycolytic ENDOU*   ?  tRNA-synt_2

MCB1562606.1
JAGRKA010000008.1:54287-60550                                    
Alphaproteobacteria bacterium                                    

Bac_globin DeoC ENDOU* Zeta_toxin ACR_tran

MCB1592733.1
JAGRJF010000099.1:14756-18063                                    
Alphaproteobacteria bacterium                                    

  ?  DeoC Tox-EndoU* tRNA-synt_2 Ribosomal_L31

MCB1652324.1
JAGRIU010000069.1:16212-20146                                    
Alphaproteobacteria bacterium                                    

Gp_dh_N Gp_dh_C DeoC Tox-EndoU* TatD_DNase   ?  

MCB1681567.1
JAGRIJ010000034.1:14956-18189                                    
Alphaproteobacteria bacterium                                    

Ribosomal_L31 tRNA-synt_2 Tox-EndoU* DeoC   ?  

MCB1783784.1
JAGRHC010000027.1:2162-5603                                      
Alphaproteobacteria bacterium                                    

Ribosomal_L31 tRNA-synt_2 ENDOU* DeoC   ?  

MCB9979767.1
JACKIW010000002.1:129795-132373                                  
Rhodospirillales bacterium                                       

  ?  Ribosomal_L31 Tox-EndoU* DUF3470 Ferredoxin-RRM CarD_C CarD_TRCF_RID

MCB9989051.1
JACKJA010000002.1:1412720-1416681                                
Rhodospirillales bacterium                                       

Ribosomal_L31 tRNA-synt_2 ENDOU* F_bP_aldolase Gp_dh_N Gp_dh_C

MCB9991820.1
JACKIZ010000003.1:370699-373954                                  
Rhodospirillales bacterium                                       

tRNA-synt_2   ?  EndoU_bacteria* F_bP_aldolase   ?  

MCC6597486.1
JADLAT010000003.1:209071-213811                                  
Alphaproteobacteria bacterium                                    

Gp_dh_N Gp_dh_C DeoC Tox-EndoU*   ?  tRNA-synt_2

MCC8396671.1
JAJITD010000019.1:134998-147871                                  
Paraburkholderia sejongensis                                     

MoCoBD_2 MoCoBD_1 MoCoBD_2 CytC CytC CytC ESPR TPS FilH FilH FilH Fil_haemagg_2 Fil_haemagg_2 Fil_haemagg_2 Tox-EndoU*   ?  SymE_toxin

MCD2196606.1
JAJNDB010000006.1:235402-243151                                  
Actinomycetospora endophytica                                    

HxxxH tRNA-synt_2b HGTP_anticodon   ?  DUF6531 RHS_repeat RHS RHS_repeat RHS_repeat RHS_repeat RHS Tox-EndoU*   ?    ?  

MCD4827674.1
JAIOQX010000006.1:283670-292165                                  
Acholeplasmataceae bacterium                                     

rve_2   ?  RHS Tox-EndoU*   ?  RHS RHS Concanavalin-like

MCD6035589.1
JAJNBL010000005.1:143275-148336                                  
Rickettsiales bacterium                                          

  ?    ?  Tox-EndoU*   ?  Fil_haemagg_2 Novel-BECR

MPZ62623.1
WHTJ01000060.1:24987-27262                                       
Propionibacteriales bacterium                                    

FUR GCV_T_C GCV_T ENDOU*

MPZ94411.1
WHTB01000038.1:1-3609                                            
Propionibacteriales bacterium                                    

  ?  DUF6189 ENDOU*   ?  GATase Chorismate_bind

MQA77062.1
WHST01000002.1:45743-50470                                       
Streptosporangiales bacterium                                    

REase SWI2_SNF2 T1RH-like_C   ?  ENDOU* DUF6189 Trm112p

MQA78783.1
WHST01000024.1:37578-40402                                       
Streptosporangiales bacterium                                    

Sulfatase DUF6189 Tox-EndoU*   ?    ?  

MQA81963.1
WHST01000121.1:16615-19965                                       
Streptosporangiales bacterium                                    

Synaptojanin   ?  Tox-EndoU*   ?  Tox-HNH DUF222

MQA83155.1
WHSR01000001.1:115955-117562                                     
Streptosporangiales bacterium                                    

DUF5753 DUF397 ENDOU* DUF6189 DUF397

MQA97409.1
WHSL01000189.1:2224-6812                                         
Streptosporangiales bacterium                                    

DUF6295   ?  Tox-EndoU* ABC_membrane ABC_tran MerR-HTH

MRG37712.1
WJHV01000026.1:1074-2118                                         
Shewanella sp. XMDDZSB0408                                       

  ?    ?  Tox-EndoU*   ?  

NBN78866.1
JAABLQ010000001.1:2546429-2551900                                
Pannonibacter tanglangensis                                      

S4 FtsJ TRAM MTase Tox-EndoU*   ?  Ntox9

NBW81056.1
RFOY01000143.1:1-4829                                            
bacterium Bacteria.                                              

  ?    ?  Tox-EndoU*   ?  

NBX16886.1
RFOM01000018.1:1-4439                                            
Proteobacteria bacterium                                         

  ?    ?  Nup88 ENDOU* EzrA   ?  

NCO03160.1
JAACUY010000001.1:610486-614402                                  
Alphaproteobacteria bacterium                                    

Ribosomal_L31 tRNA-synt_2 Tox-EndoU* Glycolytic Gp_dh_N Gp_dh_C

NCT40055.1
JAACQG010000002.1:9297-12488                                     
Alphaproteobacteria bacterium                                    

  ?  Glycolytic ENDOU* tRNA-synt_2 Ribosomal_L31

NDE91169.1
RGZA01000100.1:1-2426                                            
Alphaproteobacteria bacterium                                    

tRNA_U5-meth_tr   ?  Tox-EndoU* PRTase SNARE_assoc

NEQ42449.1
JAAHII010000001.1:576957-579527                                  
Leptolyngbya sp. SIOISBB                                         

RHS   ?  ENDOU* RHS   ?  

NJK67191.1
JAAUVD010000092.1:6155-8559                                      
Microcoleus sp. SU_5_3                                           

Uma2   ?  ENDOU*   ?  DUF2442

NJM37552.1
JAAURL010000056.1:6189-7962                                      
Akkermansiaceae bacterium                                        

ColD Cys_rich_CPCC ENDOU*   ?    ?  

NLF45881.1
JAAYZA010000288.1:48743-50335                                    
Syntrophomonadaceae bacterium                                    

Transposase_20   ?  Tox-EndoU*

NQI88073.1
JABKYI010000002.1:151509-163725                                  
Streptococcus suis                                               

Sortase   ?  EndoU_bacteria*   ?  Tox-HNHGH-E

NUM42370.1
JABWCC010000244.1:90-2561                                        
Leptospiraceae bacterium                                         

Tox-EndoU*   ?  Mu-transpos_C rve HTH_32

NUS43981.1
JABFVX010000265.1:789-11132                                      
Mycobacteriaceae bacterium                                       

YbaB_DNA_bd   ?  ENDOU Abhydrolase_8 Acetylase Acetylase*

NUT98306.1
JABFVG010001385.1:1-2512                                         
Saccharothrix sp.                                                

Tox-EndoU*

NVB36392.1
JABJWV010000001.1:266679-269522                                  
Pseudenhygromyxa sp. WMMC2535                                    

  ?    ?  Tox-EndoU* DDE_Tnp_1_4   ?  

NYD39559.1
JACCBN010000001.1:5807179-5814469                                
Actinomycetospora corticicola                                    

DUF3558 Cad WXG MA DUF6531 RHS_repeat RHS_repeat RHS_repeat RHS_repeat RHS_repeat RHS_repeat RHS_repeat RHS_repeat RHS Tox-EndoU*   ?  Spermine_synth AdoMet_dc

OAD19606.1
LUTY01002732.1:571-2246                                          
Candidatus Thiomargarita nelsonii                                

  ?  RHS Tox-EndoU* RHS

OCB51624.1
MBEG01000089.1:1105-6888                                         
Mycobacterium vulneris                                           

  ?    ?  MuF ENDOU* Phage-portal   ?  

OCG65047.1
LZGZ01000127.1:835-3219                                          
Gilliamella sp. Fer4-1                                           

RHS RHS_repeat   ?  RHS ENDOU*

OGL35215.1
MGCU01000016.1:1-3427                                            
Candidatus Saccharibacteria bacterium RIFCSPHIGHO2_12_FULL_47_16b

EndoU_bacteria* DCN1   ?  DDAH_eukar

OLO87581.1
MSKZ01000009.1:16012-19446                                       
Actinomyces naeslundii                                           

SpoIIM   ?  Tox-EndoU*   ?    ?  

ORL40567.1
LWTR01000059.1:1-5125                                            
Prescottella equi                                                

TerL_nuclease Phage-portal MuF ENDOU*   ?    ?  

PCI56800.1
NVTV01000001.1:98517-102100                                      
Alphaproteobacteria bacterium                                    

DeoC ENDOU* tRNA-synt_2 Ribosomal_L31 MarR_2

PDS38458.1
NWSJ01000005.1:2119-4497                                         
Rhizobium anhuiense                                              

  ?    ?    ?    ?  ENDOU*

PJI85731.1
PGTZ01000011.1:220804-227742                                     
Luteimicrobium subarcticum                                       

VanY VYM-VanZ-1 WXG HINT ENDOU*   ?  S-methyl_trans Pterin_bind B12-binding_2 B12-binding Met_synt_B12

PPF18323.1
PSTL01000015.1:25777-39942                                       
Rathayibacter sp. AY1A7                                          

REase Tox-NucA LamininG SPVB RHS RHS RHS Tox-EndoU*   ?    ?  

PPI42680.1
PSWT01000053.1:120530-128080                                     
Rathayibacter tritici                                            

NusB Elong-fact-P_C EFP EFP_N DUF6531 RHS_repeat RHS_repeat RHS RHS RHS CdiAC Tox-EndoU*   ?    ?  

PPV06223.1
MDCE01000018.1:99243-101825                                      
Xanthomonas bromi                                                

  ?  TspO_MBR Tox-EndoU*

PSB35210.1
PVWH01000076.1:2057-7645                                         
filamentous cyanobacterium Phorm 46                              

adh_short HEAT ENDOU* Ferredoxin-betagrasp cNMP-cyclase FA_desaturase

PWG60532.1
QFFN01000003.1:134389-139580                                     
Bifidobacterium catulorum                                        

Terminase   ?    ?  Phage-portal ENDOU*

PWJ14687.1
QGDI01000002.1:200058-206510                                     
Ruminococcus flavefaciens                                        

  ?    ?  ENDOU*   ?  Discoidin

PZO82954.1
QFNK01000231.1:619-3288                                          
Micavibrio aeruginosavorus                                       

Band-7 Band_7_C NfeD EndoU_bacteria* DPBB_1 DPBB_1

PZQ26157.1
QFPU01000012.1:27212-29502                                       
Corynebacterium propinquum                                       

  ?  CALCOCO1 Tox-EndoU*   ?    ?  

PZQ45152.1
QFPW01000083.1:514-1248                                          
Rhodovulum sulfidophilum                                         

RHS ENDOU*

PZQ45569.1
QFQB01000045.1:10876-13531                                       
Micavibrio aeruginosavorus                                       

DPBB_1 Tox-EndoU* NfeD Band-7 Band_7_C DPBB_1

PZR07252.1
QFQM01000299.1:1674-4729                                         
Flavobacterium psychrophilum                                     

  ?    ?  EndoU_bacteria*   ?  

QBI97695.1
MK524505.1:1997-6795                                             
Gordonia phage Dogfish                                           

Terminase Phage-portal ENDOU*   ?    ?  

QCG77016.1
MK814750.1:2243-7024                                             
Gordonia phage Ewald                                             

Terminase Phage-portal Tox-EndoU*   ?    ?  

QHN36906.1
CP045809.1:4687950-4692485                                       
Gordonia pseudamarae                                             

  ?    ?  -*   ?    ?  

QNU68812.1
CP061336.1:2039217-2046404                                       
Ruminiclostridium herbifermentans                                

HydF_tetramer HydF_dimer MMR_HSR1   ?  TM1266-like EndoU_bacteria* MatE MatE

QQG37212.1
CP066681.1:1100810-1107611                                       
Micavibrio aeruginosavorus                                       

UPRTase ABC_tran_CTD ABC_tran ABC_tran Tox-EndoU* Peptidase_M41 Classical-AAA Carboxyl_trans

QQR49078.1
CP064957.1:1304606-1310746                                       
bacterium Bacteria.                                              

  ?  AAA Tox-EndoU*   ?  Prenyltransf

QRR33385.1
CP070223.1:3670950-3680385                                       
Hydrogenophaga sp. YM1                                           

  ?    ?  Tox-EndoU* TPS FilH Fil_haemagg_2 Fil_haemagg_2 ColE3-nuclease POTRA_2 ShlB

QSB04782.1
CP070496.1:3162393-3165953                                       
Natronoglycomyces albus                                          

  ?    ?  Tox-EndoU*   ?  MGS AICARFT_IMPCHas

QTD49473.1
CP071793.1:9291729-9330434                                       
Sulfidibacter corallicola                                        

DUF3365 CarboxypepD_reg CarboxypepD_reg CarboxypepD-reg-IG CarboxypepD-reg-IG CarboxypepD-reg-IG CarboxypepD_reg CarboxypepD_reg CarboxypepD_reg CarboxypepD_reg CarboxypepD_reg CarboxypepD-reg-IG Big_7 Big_7 Glucodextran_B Glucodextran_B Glucodextran_B Big_5 Big_5 RHS RHS RHS RHS RHS ENDOU*   ?    ?  

QWL25884.1
CP037990.1:977962-986378                                         
Rathayibacter toxicus                                            

DHQ_synthase Tox-EndoU* Barstar Methyltransf_25   ?  Tox-EndoU*   ?    ?  SKI

QWL26400.1
CP037990.1:1636809-1646448                                       
Rathayibacter toxicus                                            

RHS CdiAC ENDOU   ?  RHS_repeat RHS Tox-CdiAC ENDOU* DUF6531 RHS_repeat RHS_repeat RHS_repeat RHS_repeat RHS 2-Hacid_dh 2-Hacid_dh_C PGDH_inter ACT

QWL27956.1
CP037989.1:989021-991604                                         
Rathayibacter toxicus                                            

  ?    ?  Tox-EndoU*   ?    ?  

QWL29053.1
CP037989.1:2336573-2346915                                       
Rathayibacter toxicus                                            

RHS_repeat RHS CdiAC   ?  DUF3729 RHS_repeat RHS Tox-CdiAC ENDOU* DUF6531 RHS_repeat RHS_repeat RHS_repeat RHS_repeat RHS_repeat RHS PTSEIIA1

RAQ13042.1
QLUZ01000004.1:195054-198641                                     
Burkholderia cepacia                                             

Barstar RHS   ?  cHTH ENDOU*

REJ23140.1
QEWC01000015.1:599555-605348                                     
Bacillaceae bacterium                                            

CALCOCO1 Zn_ribbon_recom   ?  Ntox41* Subtilisin cHTH

RHO73927.1
QUDL01000022.1:22345-26418                                       
Clostridium sp. AF43-10                                          

AAA_14 REase-DUF4143   ?  HINT*   ?    ?  

RKJ19582.1
RAZA01000015.1:5049-11557                                        
bacterium D16-50 Bacteria.                                       

Peptidase_S78_2   ?  MuF ENDOU* Phage_portal Terminase

RQZ04826.1
QTPW01000077.1:1-2222                                            
Burkholderia sp. Bp9031                                          

Barstar Tox-EndoU*

RRR95564.1
RSEB01000012.1:12982-15214                                       
Glycomyces terrestris                                            

Phage_integrase Phage_int_SAM_3 DUF6189 Tox-EndoU*

RRW70202.1
RHSC01000045.1:1-2482                                            
Pseudomonas aeruginosa                                           

CdiA   ?  ENDOU ENDOU*

RSK32082.1
RWGU01000049.1:119690-124270                                     
Rhodovulum iodosum                                               

DUF6441   ?  MuF Tox-EndoU* Abhydrolase_4   ?  

RSM84087.1
QHHW01000008.1:90303-95156                                       
Amycolatopsis sp. WAC 01375                                      

Abhydrolase_4 ab-Hydrolase HTH ENDOU* DUF6297 ABC_tran

RUP38837.1
RXKE01000047.1:3-3317                                            
Gordonia sp. (in: high G+C Gram-positive bacteria)               

Phage-portal MuF*   ?    ?  

RUP80202.1
RBMD01000001.1:156549-159391                                     
Corynebacterium propinquum                                       

  ?    ?  Tox-EndoU*   ?  Phage_integrase

RYZ57269.1
SEDW01000179.1:1984-7217                                         
Proteobacteria bacterium                                         

  ?    ?  EndoU_bacteria*   ?    ?  

RYZ57375.1
SEDW01000171.1:4475-6725                                         
Proteobacteria bacterium                                         

  ?    ?  ENDOU*

RYZ77538.1
SEDU01000023.1:11-6187                                           
Proteobacteria bacterium                                         

ABC_tran   ?  PT-TG ENDOU*   ?    ?  

RYZ91199.1
SEDT01000011.1:10188-13681                                       
Proteobacteria bacterium                                         

ATLF   ?  Tox-EndoU*   ?  cHTH

RZS44753.1
SGWQ01000001.1:599106-608520                                     
Herbihabitans rhizosphaerae                                      

Meth_synt_2 Meth_synt_1   ?  Ntox48 ENDOU*   ?  TetR-HTH

SDX28596.1
FNON01000002.1:907370-912270                                     
Amycolatopsis xylanica                                           

Abhydrolase_4 ab-Hydrolase HTH_3 ENDOU* DUF6297 ABC_tran

SNR90121.1
FZNW01000030.1:1635-9234                                         
Haloechinothrix alba                                             

TetR-HTH PTS_2-RNA RHS_repeat RHS_repeat RHS_repeat RHS RHS HINT ENDOU*   ?    ?  

TAF37419.1
RDYS01000346.1:8586-11822                                        
Oscillatoriales cyanobacterium                                   

  ?    ?  ENDOU*   ?  Aconitase

TAJ39441.1
SCVH01000087.1:4369-7070                                         
Reyranella sp.                                                   

DUF433 RHS Tox-EndoU*   ?  Deaminase DUF5615

TAL37816.1
SCTB01000047.1:12988-16830                                       
Alphaproteobacteria bacterium                                    

Acetylase LAM_C Radical_SAM Tox-EndoU*   ?  OmpR-HTH

TDH55040.1
SMSD01000018.1:38687-41509                                       
Mycobacterium eburneum                                           

DUF732   ?  ENDOU* Thiolase_N MaoC_dehydratas

TKJ84387.1
QGAD01000025.1:45053-46917                                       
Paenibacillus sp. CFBP13512                                      

  ?  RHS PT-TG   ?  Tox-EndoU*

TLX63273.1
QLAG01000013.1:102395-109038                                     
Stutzerimonas nosocomialis                                       

  ?  Fil_haemagg_2 PT-VENN Tox-EndoU*   ?  GTP_EFTU GTP_EFTU_D2 EFG_C BipA_C Imm-NMB0513

TMF15818.1
VBFR01000014.1:1041-4913                                         
Chloroflexi bacterium                                            

  ?  ab-Hydrolase EndoU_bacteria*

TVQ87754.1
REDI01000075.1:4874-9075                                         
Deltaproteobacteria bacterium                                    

Dus RCC1_2 RCC1_2 RCC1_2 RCC1_2 RCC1_2 RCC1 Tox-EndoU*   ?    ?  

TWS24428.1
VIGV01000003.1:658222-664716                                     
Tsukamurella sputi                                               

  ?    ?  MuF Tox-EndoU*   ?    ?  

TXT29794.1
VIKE01000027.1:114307-124922                                     
Rhodocyclaceae bacterium                                         

Exosortase_EpsH   ?  TGase DUF6531 RHS_repeat RHS_repeat RHS RHS_repeat RHS ENDOU* SQHop_cyclase_C IG   ?  

UCE36064.1
CP070751.1:2861289-2874845                                       
Thermoplasmata archaeon                                          

MNS-STAND   ?  ENDOU* LTD VWA CARDB LTD LTD VWA FN3 FN3

VEI13224.1
LR134476.1:990419-995380                                         
Trueperella bialowiezensis                                       

  ?    ?  MuF ENDOU* Phage-portal Terminase

VFK44464.1
CAADFU010000038.1:8259-14512                                     
Candidatus Kentrum sp. SD                                        

  ?    ?  Tox-EndoU*   ?  HGD-D

VXB56530.1
LR732831.1:1442020-1447921                                       
Bacillus altitudinis                                             

Phage_portal   ?  ENDOU* ACAS_N AMP-binding AMP-binding_C Carboxyl_trans

WP_033261803.1
NZ_JNYY01000007.1:141379-148827                                  
Amycolatopsis vancoresmycina                                     

Molybdop_Fe4S4   ?    ?  Apolipoprotein ENDOU* 68TM-wHTH

WP_101172294.1
NZ_CP021123.1:184942-188230                                      
Bacillus subtilis                                                

DUF5344 DUF5082   ?  LXG ENDOU* DUF2247

WP_003496630.1
NZ_JH470558.1:116385-118305                                      
Clostridium sporogenes PA 3679                                   

  ?    ?  Tox-EndoU*

WP_181468646.1
NZ_CP059345.1:3123868-3126878                                    
Providencia rettgeri                                             

  ?    ?  ENDOU* Tox-EndoU SymE_toxin

WP_167568242.1
NZ_JAAUWI010000003.1:149262-155047                               
Winkia neuii                                                     

Phage-portal   ?    ?  Terminase MuF*

WP_060824765.1
NZ_AP014938.1:2122913-2126184                                    
Rothia mucilaginosa                                              

Ribosomal_S20p PemK_toxin -*   ?    ?  

WP_071531095.1
NZ_AKVS01000010.1:61444-64324                                    
Pectobacterium wasabiae CFBP 3304                                

  ?    ?    ?  SUKH_6 ENDOU*

WP_006294190.1
NZ_ABXB03000001.1:289514-292598                                  
Bifidobacterium gallicum DSM 20093 = LMG 11596                   

DUF2513   ?  MuF Tox-EndoU*   ?    ?  

WP_006894520.1
NZ_BANU01000001.1:280880-285641                                  
Gordonia sihwensis NBRC 108236                                   

Terminase Phage-portal Grich-TM MuF*   ?    ?  

WP_006897202.1
NZ_CP025435.1:3515778-3524271                                    
Gordonia sp. YC-JH1                                              

  ?    ?  ENDOU* IstB_IS21 HTH_28

WP_007000907.1
NZ_CABTHM010000007.1:158056-162515                               
uncultured Actinobaculum sp.                                     

  ?  Tox-EndoU* NYN DUF1684   ?  

WP_008910513.1
NZ_KB233222.1:558338-569353                                      
Providencia burhodogranariea DSM 19968                           

NEL TTSSLRR   ?  EnteCD PD Tox-EndoU*   ?    ?  

WP_009151954.1
NZ_CM001439.1:237957-285054                                      
Saccharomonospora marina XMU15                                   

YbaB_DNA_bd   ?  Amidoligase_2 Tox-EndoU* SseB AAA Beta_helix

WP_010307158.1
NZ_CP061007.1:1721357-1724747                                    
Saccharopolyspora spinosa                                        

UPF0060 Tox-EndoU*   ?    ?  SWACOS

WP_231559205.1
NZ_JXAQ01000013.1:322526-327621                                  
Bacillus sp. MSP13                                               

  ?  PurT_C PurT-ATPgrasp   ?  LXG PT-COG5412 ENDOU*

WP_017113620.1
NZ_CP034655.1:3405154-3415220                                    
Xanthomonas vasicola pv. musacearum NCPPB 4379                   

  ?  Catalase Catalase-rel Catalase_C TIMbarrel Tox-EndoU*   ?  

WP_011208582.1
NC_006361.1:2229336-2232912                                      
Nocardia farcinica IFM 10152                                     

WXG Tox-EndoU* EryCIII-like_C EryCIII-like_N WXG   ?  

WP_198974083.1
NZ_CP066564.1:1405589-1410675                                    
Histophilus somni                                                

Ntox21   ?  Imm42 Imm42 Fil_haemagg_2 DUF637 Tox-EndoU*

WP_013020859.1
NC_013947.1:6014224-6017200                                      
Stackebrandtia nassauensis DSM 44728                             

DUF6189 ENDOU* WXG T7SS_ESX_EspC TPR

WP_013912292.1
NC_015683.1:2136001-2141365                                      
Corynebacterium ulcerans BR-AD22                                 

DUF4355   ?  MuF ENDOU* Terminase Phage-portal

WP_014102436.1
NC_016026.1:863599-868969                                        
Micavibrio aeruginosavorus ARL-13                                

  ?  ACP_syn_III ACP_syn_III_C Tox-EndoU* Acyl-CoA_dh_N Acyl-CoA_dh_M Acyl-CoA_dh_1 ACDH_C   ?  

WP_014967797.1
NC_018664.1:1727089-1730273                                      
Gottschalkia acidurici 9a                                        

  ?    ?  ENDOU*   ?  YezG-like

WP_029789863.1
NZ_AYKI01000030.1:182-8321                                       
Vibrio harveyi E385                                              

  ?    ?  HTH_Tnp_1 HTH_Tnp_1 SPVB BetaPropeller RHS RHS RHS Tox-EndoU*

WP_017348031.1
NZ_ALXE01000028.1:1-1613                                         
Pantoea sp. A4                                                   

RHS ENDOU*   ?    ?  

WP_018159703.1
NZ_AQXZ01000013.1:106755-114010                                  
Smaragdicoccus niigatensis DSM 44881 = NBRC 103563               

PNTB_4TM AlaDh_PNT_C AlaDh_PNT_N PNTB -* AMP-binding Oxidored_molyb

WP_018681206.1
NZ_KB894405.1:157551-165617                                      
Actinokineospora enzanensis DSM 44649                            

4HB_MCP_1 HAMP MA   ?  Tox-EndoU*   ?  MFS_1

WP_081625209.1
NZ_JBBOCK010000001.1:1957302-1961262                             
Paenibacillus sp. FSL K6-1230                                    

ABC_tran   ?  HTH WXG ENDOU*   ?  

WP_147572881.1
NZ_CABKRU010000001.1:3137576-3147118                             
Cellulomonas massiliensis                                        

  ?  MalQ_N Glyco_hydro_77 Peptidase_S9 Peptidase_S9_N DUF6531 RHS_repeat RHS_repeat RHS_repeat RHS_repeat RHS_repeat RHS_repeat RHS Tox-EndoU*   ?  

WP_019931245.1
NZ_KB907309.1:220103-225243                                      
Nocardia sp. BMG111209                                           

PknH_C AAA_13 Tox-EndoU* DUF6189 AMP-binding_C AMP-binding   ?  

WP_020416785.1
NZ_AFWY03000003.1:232543-288934                                  
Amycolatopsis sp. ATCC 39116                                     

  ?  Gly_rich_2 STYKinase-like ENDOU Ntox42-ColicinM-5 Ntox42-ColicinM-5 Tox-ART-RSE Amidohydro_2 APH MPTase-PVC REAse-1*   ?  AAA_lid_6 AAA Beta_helix YbaB_DNA_bd

WP_020663790.1
NZ_KB912942.1:7233503-7236922                                    
Amycolatopsis benzoatilytica AK 16/65                            

DUF6297 Tox-EndoU* HTH_3 DUF3311 ABC_tran

WP_020907174.1
NC_012490.1:2466983-2472246                                      
Rhodococcus erythropolis PR4                                     

  ?  MuF Tox-EndoU* Phage-portal Terminase   ?  

WP_024331786.1
NZ_ATUW01000006.1:22990-26413                                    
Winkia neuii subsp. neuii DSM 8576                               

  ?  Phage-portal MuF*   ?    ?  

WP_025219201.1
NZ_CP006837.1:1802817-1806819                                    
Lysinibacillus varians                                           

ABC_tran Tox-EndoU*   ?    ?  Subtilisin

WP_122311574.1
NZ_RBOY01000013.1:442504-451396                                  
Pseudomonas coronafaciens pv. zizaniae                           

  ?  Subtilisin PATR Autotransporter Subtilisin PATR Autotransporter DUF6861 Tox-EndoU* GAD-like T6SS_Tdi1_C

WP_025251666.1
NZ_CP004353.1:194631-199970                                      
Corynebacterium vitaeruminis DSM 20294                           

Phage-portal ParB MuF Tox-EndoU*   ?  Macoilin Terminase

WP_026645558.1
NZ_AUJM01000020.1:19114-24563                                    
Bifidobacterium sp. AGR2158                                      

Leu_zip   ?  MuF ENDOU* Terminase Phage-portal

WP_026923207.1
NZ_AXWO01000004.1:117802-120940                                  
Glycomyces arizonensis DSM 44726                                 

adh_short_C2   ?  Tox-EndoU* WXG T7SS_ESX_EspC

WP_081684112.1
NZ_AUHH01000032.1:39631-43500                                    
Granulicoccus phenolivorans DSM 17626 = NBRC 107789 = JCM 15570  

Ribosomal_S2 Phage_integrase Phage_int_SAM_1 Peptidase_M23 PTSEIIA1 Tox-EndoU*   ?  

WP_081743261.1
NZ_KI913112.1:86087-90197                                        
Acetivibrio clariflavus 4-2a                                     

  ?  HINT Transposase_20 DEDD_Tnp_IS110   ?  Tox-EndoU*

WP_104216790.1
NZ_AUDF01000004.1:1391-5772                                      
Rathayibacter toxicus DSM 7488                                   

DHQ_synthase Methyltransf_25 Barstar Tox-EndoU SKI

WP_081656833.1
NZ_CP037980.1:971688-979598                                      
Rathayibacter toxicus                                            

DHQ_synthase   ?    ?  Barstar Tox-EndoU* Tox-EndoU*   ?  Methyltransf_25 SKI

WP_157360623.1
NZ_KI421511.1:3516833-3575187                                    
Amycolatopsis thermoflava N1165                                  

MarR   ?    ?  YbaB_DNA_bd Gly_rich_2 RelA-SpoT STYKinase-like Tox-EndoU Ntox42-ColicinM-5 Ntox42-ColicinM-5 APH MPTase-PVC REAse-1*

WP_043840807.1
NZ_JAFB01000009.1:61471-145780                                   
Amycolatopsis taiwanensis DSM 45107                              

DED SseB YbaB_DNA_bd WXG ENDOU Gly_rich_2 SecA STY-kinase APH APH Ntox42-ColicinM-5 MPTase-PVC*   ?  

WP_084300605.1
NZ_KE386751.1:45900-57120                                        
Chitinimonas koreensis DSM 17726                                 

DDE_Tnp_1 DUF772 cNMP-cyclase SPVB BetaPropeller RHS RHS_repeat RHS Tox-EndoU*   ?    ?  

WP_155981097.1
NZ_KI519394.1:241579-246165                                      
Nocardia sp. CNY236                                              

  ?    ?    ?  Tox-EndoU*

WP_051290032.1
NZ_KE384534.1:633156-639166                                      
Paenibacillus massiliensis subsp. panacisoli DSM 21345           

Phage_GPD Phage_base_V DUF2345   ?  Phage_GPD Phage_base_V DUF2345 Tox-EndoU* DUF4280   ?  

WP_028888923.1
NZ_KE387163.1:10132-24267                                        
Tenacibaculum ovolyticum DSM 18103                               

SprB SprB SprB SprB SprB SprB SprB SprB SprB SprB Por_Secre_tail IG IG PKD FN3 Tox-EndoU*   ?    ?  

WP_029791944.1
NZ_AIAV01000007.1:1-952                                          
Escherichia coli C353_09                                         

RHS EndoU_bacteria*

WP_031940039.1
NZ_CBCRWN010000001.1:264694-273251                               
Prescottella defluvii                                            

T1RH-like_C SWI2_SNF2 REase DUF4352 Tox-EndoU* Tox-HNH DUF222   ?  

WP_046726116.1
NZ_AP012331.1:505676-510850                                      
Bifidobacterium scardovii JCM 12489 = DSM 13734                  

Phage-portal   ?  MuF ENDOU*   ?  Terminase

WP_035285291.1
NZ_AYXG01000159.1:29970-34366                                    
Actinokineospora spheciospongiae                                 

NLPC Tox-EndoU*   ?    ?  

WP_185599177.1
NZ_JAARMW010000003.1:27051-33421                                 
Listeria booriae                                                 

DUF3130 SUKH_5   ?  DUF3958 WXG ENDOU* GHL10 MucBP Gram_pos_anchor

WP_234007901.1
NZ_LITM01000019.1:18286-23836                                    
Lysinibacillus sp. FJAT-14745                                    

  ?  DUF4280 Phage_GPD Phage_base_V   ?  PT-COG5412 ENDOU*

WP_036509317.1
NZ_BAFQ01000287.1:22352-35197                                    
Nocardia aobensis NBRC 100429                                    

TetR-HTH WXG STYKinase-like AbiEii ENDOU* HTH_Tnp_1 AbiEi_4 MPtase

WP_036689236.1
NZ_JNVM01000024.1:52882-57747                                    
Paenibacillus tyrfis                                             

Phage_GPD ENDOU*   ?  Imm11 DUF4280   ?  

WP_185845809.1
NZ_QHKI01000039.1:35895-41978                                    
Kibdelosporangium aridum                                         

MC_hydratase RHS HINT ENDOU*   ?    ?  rve_3

WP_099137885.1
NZ_CAWNPE010000001.1:2552-10183                                  
Xenorhabdus szentirmaii                                          

  ?  SymE_toxin FilH FilH FilH Fil_haemagg_2 Fil_haemagg_2 PT-VENN STox-18 Tox-EndoU*

WP_235441642.1
NZ_JUEI01000149.1:4545-6023                                      
Paenibacillus sp. IHB B 3415                                     

  ?    ?  ENDOU*

WP_208851982.1
NZ_CP034938.1:922219-926797                                      
Pectobacterium odoriferum                                        

Fumerase_C Fumerase SymE_toxin   ?  Pyocin_S ENDOU*   ?  

WP_227503184.1
NZ_CP011376.1:317617-327861                                      
Moraxella bovoculi                                               

  ?    ?  FilH FilH POTRA_2 ShlB EndoU_bacteria*

WP_228302206.1
NZ_JAFHJR010000065.1:1-2187                                      
Klebsiella aerogenes                                             

  ?    ?  PT-VENN ENDOU*

WP_047184059.1
NZ_LGTK01000068.1:6187-13283                                     
Oceanobacillus caeni                                             

  ?  Tox-EndoU* Resolvase Recombinase Zn_ribbon_recom   ?  Subtilisin

WP_047260053.1
NZ_CP011546.1:1811013-1814596                                    
Corynebacterium uterequi                                         

  ?    ?  Tox-EndoU* Spermine_synth   ?  

WP_082762928.1
NZ_BCNV01000005.1:116594-120098                                  
Paenibacillus amylolyticus                                       

  ?  HTH   ?    ?  WXG Tox-EndoU*

WP_049671127.1
NZ_LFZV01000001.1:2295139-2299275                                
Bacillus sp. FJAT-27916                                          

Subtilisin Tox-EndoU*   ?  DUF5412 DDE_Tnp_IS66_C

WP_050064888.1
NZ_CVQP01000006.1:342809-348324                                  
Rhodococcus sp. RD6.2                                            

Tox-HNH DUF222 Tox-EndoU* PBP_N DUF4352   ?  GreAB-C

WP_053403410.1
NZ_LILC01000033.1:2946-6714                                      
Priestia koreensis                                               

  ?  ENDOU*   ?    ?    ?  

WP_053412329.1
NZ_CP006841.1:1657629-1661378                                    
Corynebacterium lactis RW2-5                                     

  ?  MMS22L_N MuF ENDOU* Phage-portal   ?  

WP_138158572.1
NZ_ANBS01000024.1:31005-36650                                    
Mycolicibacterium mucogenicum DSM 44124                          

Terminase Phage-portal   ?    ?  MuF TOXIN-PL Tox-EndoU*

WP_054048898.1
NZ_LN850107.1:3098152-3101076                                    
Alloactinosynnema sp. L-07                                       

  ?  WXG EndoU_bacteria*   ?  Fer2_2 Fer2

WP_079062333.1
NZ_KQ948807.1:1353-5843                                          
Streptomyces griseoruber                                         

Phage_integrase Phage_int_SAM_3   ?  Tox-EndoU* Methyltransf_25 Asn_synthase

WP_058295582.1
NZ_CABQTT010000007.1:24908-28568                                 
uncultured Clostridium sp.                                       

  ?  EndoU_bacteria* DEDD_Tnp_IS110 Transposase_20 GDResolvase   ?  

WP_079070401.1
NZ_LQYB01000002.1:259972-262027                                  
Streptomyces sp. IMTB 1903                                       

  ?    ?  MerR-HTH ENDOU*   ?  

WP_062988149.1
NZ_BDAZ01000031.1:33669-78039                                    
Nocardia anaemiae NBRC 100462                                    

YbaB_DNA_bd MPtase WXG Cornifin Cornifin ST-Hiskin LACI-HTH LACI-HTH TRPR-HTH LACI-HTH LACI-HTH LACI-HTH Tox-EndoU GntR-HTH GntR-HTH GntR-HTH GntR-HTH MFS_1 LuxR-HTH Amidohydro_3 LuxR-HTH DOC MFS_1 APH STYKinase-like*   ?    ?  

WP_063312316.1
NZ_LMCE01000121.1:2500-15098                                     
Pseudovibrio sp. Ad26                                            

IalB POTRA_2 ShlB TPS FilH FilH FilH FilH FilH Fil_haemagg_2 Fil_haemagg_2 DUF637N DUF637 PT-VENN ENDOU*   ?  DDE_Tnp_1_5

WP_064075905.1
NZ_LRRA01000002.1:49294-54763                                    
Prescottella equi                                                

Terminase Phage-portal MuF* DUF4355   ?  

WP_065410366.1
NZ_MAYT01000012.1:464461-470123                                  
Pseudobacillus wudalianchiensis                                  

YbjQ_1 ENDOU*   ?  AA_permease_2 Subtilisin

WP_065516086.1
NZ_MBDY01000075.1:204599-210434                                  
Mycolicibacterium porcinum                                       

  ?  Tox-EndoU* Phage-portal Terminase   ?  

WP_065673272.1
NZ_LYSN01000006.1:54442-59533                                    
Cutibacterium avidum                                             

  ?  MuF EndoU_bacteria* Phage-portal Terminase   ?  

WP_083941773.1
NZ_BCRT01000010.1:38135-43183                                    
Sanguibacter suarezii NBRC 16159                                 

FtsK FtsK FHA   ?  T7SS_signal ENDOU*   ?  

WP_207644929.1
NZ_CABMIZ010000063.1:1-1944                                      
Clostridium septicum                                             

  ?  ENDOU*   ?  

WP_115254128.1
NZ_UGQA01000005.1:45525-56933                                    
Moraxella atlantae                                               

  ?  DUF2846 ShlB POTRA_2 ESPR TPS DUF637N DUF637 PT-VENN ENDOU* DUF637 PT-VENN STox-37

WP_084496878.1
NZ_BDBA01000026.1:17809-22853                                    
Nocardia amamiensis NBRC 102102                                  

  ?  ENDOU*   ?    ?  Tox-EndoU

WP_157556895.1
NZ_BDAW01000099.1:781-4187                                       
Nocardia acidivorans NBRC 108247                                 

  ?    ?  Phage_integrase Tox-EndoU*

WP_067654967.1
NZ_BDBH01000007.1:424579-435330                                  
Nocardia harenae NBRC 108248                                     

DnaJ_CXXCXGXG AbiEi_4 WXG Tox-PL AbiEii Tox-EndoU* YbaB_DNA_bd   ?  

WP_068252818.1
NZ_CP015515.1:1356614-1364632                                    
Rathayibacter tritici                                            

Elong-fact-P_C EFP EFP_N   ?  DUF6531 RHS_repeat RHS_repeat RHS RHS RHS Tox-CdiAC ENDOU* NusB DDE_Tnp_4 HTH_Tnp_4

WP_068883292.1
NZ_MCHF01000012.1:121884-127760                                  
Dehalobacter sp. TeCB1                                           

DUF4355   ?  MuF Tox-EndoU* Phage_prot_Gp6 Terminase

WP_069647275.1
NZ_JBSMUS010000004.1:168513-172504                               
Enterococcus ureasiticus                                         

  ?  PT-TG ENDOU*   ?  DUF5081   ?  

WP_158260343.1
NZ_MLQM01000058.1:5352-8854                                      
Mycobacterium talmoniae                                          

Aminotran_1_2   ?  HAD LMWPc Tox-EndoU*

WP_071056135.1
NZ_FMTZ01000006.1:86310-91927                                    
Corynebacterium jeikeium                                         

  ?  MuF Tox-EndoU* Phage-portal   ?  Terminase

WP_083585335.1
NZ_FRBF01000009.1:1879-8821                                      
Fibrobacter sp. UWT2                                             

DUF4417   ?  SF2-DUF3427A REase-RMIII ENDOU* N6_N4_Mtase

WP_072814287.1
NZ_BCXI01000032.1:79081-85082                                    
Rhodococcus zopfii NBRC 100606 = JCM 9919                        

  ?    ?  MuF Tox-EndoU* Phage-portal Terminase

WP_073388535.1
NZ_FQVU01000002.1:635471-640291                                  
Jatrophihabitans endophyticus                                    

WXG WXG ENDOU*   ?  HNH DUF222 oligo_HPY ABC_tran

WP_075126792.1
NZ_MSIE01000031.1:24674-27529                                    
Actinophytocola xanthii                                          

  ?  ENDOU* WXG   ?  HTH

WP_154814868.1
NZ_MSIF01000033.1:22973-27371                                    
Actinophytocola xinjiangensis                                    

HTH_30   ?    ?  GntR-HTH T7SS_signal Tox-EndoU*

WP_075741122.1
NZ_CP016076.1:3866885-3870682                                    
Actinoalloteichus fjordicus                                      

  ?  WXG ENDOU*   ?  MFS_1

WP_127589923.1
NZ_BIMF01000001.1:600269-604475                                  
Paenibacillus lautus NBRC 15380                                  

ZetaToxin WXG Tox-EndoU* MazG   ?  Cu-amine-oxidN1 Sod_Cu

WP_076715109.1
NZ_MIEQ01000022.1:26533-36381                                    
Motiliproteus sp. MSK22-1                                        

  ?  SPVB BetaPropeller TcdB_toxin_midN RHS RHS RHS_repeat RHS Tox-EndoU*   ?  UbiD_C UbiD UbiD_N   ?  

WP_076988503.1
NZ_MTQO01000044.1:112925-129943                                  
Actinosynnema sp. ALI-1.44                                       

WXG DUF6189 Tox-EndoU* AMP-binding KR PP-binding ketoacyl-synt Ketoacyl-synt_C KAsynt_C_assoc Acyl_transf_1 PP-binding Aminotran_3 Bac_luciferase Condensation AMP-binding AMP-binding_C PP-binding Condensation MFS_1

WP_077114431.1
NZ_MUMY01000001.1:238909-314211                                  
Nocardia donostiensis                                            

  ?  WXG ATG16 MPtase Sigma70_r4_2 LACI-HTH LACI-HTH LACI-HTH LACI-HTH LACI-HTH LACI-HTH LacI TRPR-HTH Sigma70_r4_2 LACI-HTH LacI LACI-HTH LACI-HTH LACI-HTH LACI-HTH Sigma-HTH Sigma-HTH Sigma-HTH Sigma-HTH Sigma-HTH ST-Hiskin ST-Hiskin Bac_transf LACI-HTH LACI-HTH LACI-HTH LACI-HTH MFS_1 Sigma70_r4_2 LexA-HTH LexA-HTH GntR-HTH GntR-HTH GntR-HTH GntR-HTH GntR-HTH LuxR-HTH LuxR-HTH LuxR-HTH LuxR-HTH LuxR-HTH LuxR-HTH LuxR-HTH Sigma70_r2 LACI-HTH LacI Sigma-HTH LACI-HTH Sigma-HTH Sigma-HTH Sigma70_r4_2 Peptidase_M3 HopA1 PP2C Sigma70_r4_2 GntR-HTH GntR-HTH GntR-HTH AbiEii ENDOU* AbiEi_4 YbaB_DNA_bd   ?  

WP_077850872.1
NZ_CP096988.1:4754490-4757308                                    
Clostridium felsineum                                            

  ?  CdiI_2 ENDOU*   ?    ?  

WP_081656833.1
NZ_AUDF01000028.1:1-528                                          
Rathayibacter toxicus DSM 7488                                   

Tox-EndoU   ?  

WP_083169761.1
NZ_MVHF01000054.1:24278-30261                                    
Mycobacterium aquaticum                                          

  ?  -* Phage-portal Terminase   ?  

WP_085263034.1
NZ_JACKVG010000012.1:262518-264557                               
Mycolicibacter longobardus                                       

Ribosomal_L13   ?  ENDOU* WXG WXG100

WP_218777414.1
NZ_JOPB01000030.1:1728-3565                                      
Commensalibacter intestini                                       

  ?    ?  Tox-EndoU*

WP_227011173.1
NZ_BMKI01000003.1:341696-344719                                  
Enterococcus wangshanyuanii                                      

DUF664   ?    ?  MarR-HTH YPEB_N Tox-EndoU*

WP_157742455.1
NZ_LT607409.1:2333422-2337208                                    
Micromonospora chokoriensis                                      

FA_desaturase   ?  HINT ENDOU*   ?  

WP_170842442.1
NZ_FNIT01000001.1:584181-587929                                  
Aureimonas jatrophae                                             

  ?    ?  TctA DUF4123 Tox-EndoU*

WP_091051767.1
NZ_FNGF01000005.1:87229-89618                                    
Glycomyces sambucus                                              

  ?    ?  Tox-EndoU* WXG   ?  

WP_091624707.1
NZ_FOEF01000018.1:166317-169778                                  
Amycolatopsis saalfeldensis                                      

ABC_tran DUF6297 ENDOU* HTH DUF3311

WP_092530095.1
NZ_FOWW01000003.1:459474-465857                                  
Amycolatopsis arida                                              

Sigma70_r2 Sigma70_r4_2   ?    ?  Tox-EndoU* Abhydrolase_4 ab-Hydrolase Septum_form WXG WXG Tox-EndoU*

WP_092786927.1
NZ_FOGI01000021.1:573-8556                                       
Actinokineospora terrae                                          

AhpC-TSA 1-cysPrx_C ENDOU*   ?  Peptidase_S26 LamininG LamininG LamininG LamininG Peptidase_M73

WP_094004910.1
NZ_NMUK01000036.1:73804-126603                                   
Amycolatopsis sp. KNN50.9b                                       

  ?  VirB6 RelA-SpoT ENDOU Ntox42-ColicinM-5 Tox-ART-RSE Ntox42-ColicinM-5 Amidohydro_2 APH Metallopeptidase Metallopeptidase Metallopeptidase*   ?    ?  YbaB_DNA_bd

WP_094691081.1
NZ_MWWQ01000006.1:142050-145827                                  
Pseudoscardovia suis                                             

  ?  EndoU_bacteria*   ?  MMR_HSR1 YchF-GTPase_C   ?  

WP_157756680.1
NZ_CP022961.1:2108768-2111951                                    
Plantactinospora sp. KBS50                                       

Acetylase Cys_rich_CPCC DUF1778 Tox-EndoU*   ?  

WP_172418268.1
NZ_AP017457.1:1168272-1173692                                    
Aurantimicrobium minutum                                         

ABC_tran ABC_membrane   ?    ?    ?  Tox-EndoU*

WP_098476166.1
NZ_CATKQG010000043.1:34875-40656                                 
Priestia megaterium                                              

UPF0715 EamA EamA   ?  IG LXG PT-TG Tox-EndoU*

WP_099073744.1
NZ_CAWNQR010000021.1:3788-10506                                  
Proteus alimentorum                                              

  ?  PT-VENN Tox-EndoU* DUF637 PT-VENN CdiAC SymE_toxin Fil_haemagg_2 PT-VENN Ntox7

WP_100495771.1
NZ_PGLQ01000001.1:549047-554388                                  
Bifidobacterium scaligerum                                       

Terminase MuF Tox-EndoU*   ?    ?  Phage-portal

WP_143485547.1
NZ_CP136958.1:409151-414435                                      
Corynebacterium pyruviciproducens                                

  ?  Terminase   ?  MuF ENDOU* Phage-portal

WP_102158685.1
NZ_PGGT01000025.1:133232-138062                                  
Zhihengliuella halotolerans                                      

Mu-like_Pro   ?  ENDOU*   ?  Phage-portal

WP_181139149.1
NZ_PQSR01000051.1:37699-40490                                    
Streptomyces sp. Ru72                                            

  ?    ?  HINT ENDOU* HTH_23 DUF4096 DDE_Tnp_1

WP_146078334.1
NZ_CP037989.1:989021-991604                                      
Rathayibacter toxicus                                            

  ?    ?    ?  Tox-EndoU*   ?  

WP_104360046.1
NZ_CP026746.1:2691701-2742951                                    
Nocardia cyriacigeorgica                                         

WXG SecA HTH HTH HTH HTH ST-Hiskin ST-Hiskin PP2C DUF2332 ENDOU ST-Hiskin MPtase MPtase MPtase MPtase DUF5005 DUF3626 STYKinase-like Tox-PL Peptidase_M3 Peptidase_M3 Sigma-HTH TRPR-HTH Synaptojanin Peptidase_M3 LuxR-HTH LuxR-HTH* MPtase DUF998 HTH_18   ?  

WP_234414304.1
NZ_CP028922.1:484768-488370                                      
Paenibacillus sp. CAA11                                          

  ?    ?  Imm-SUKH-CF44 ENDOU*   ?  

WP_108716417.1
NZ_CP029033.1:2551341-2556031                                    
Actinobaculum sp. 313                                            

MULE-TRANSPOSASE   ?  MuF* Transposase_20 DEDD_Tnp_IS110 Phage-portal

WP_230609584.1
NZ_JAJNAG010000021.1:1-5889                                      
Limnobaculum eriocheiris                                         

  ?  Fil_haemagg_2 Fil_haemagg_2 DUF637 PT-VENN ENDOU* DcuA_DcuB

WP_109137881.1
NZ_QFFN01000030.1:214-2187                                       
Bifidobacterium catulorum                                        

  ?  ENDOU*   ?    ?  

WP_109587267.1
NZ_QGHD01000004.1:145054-147785                                  
Hallerella porci                                                 

MPtase ENDOU*   ?    ?    ?  

WP_110055254.1
NZ_QGTG01000005.1:274410-286394                                  
Chitinophaga sp. S165                                            

SprB SprB SprB SprB SprB SprB SprB Ig_7 Por_Secre_tail FN3 DUF2959 Pesticin HINT ENDOU*   ?  Imm-SUKH-SMI1

WP_110232796.1
NZ_CP023994.1:251358-253953                                      
Aurantimicrobium photophilum                                     

  ?  EndoU_bacteria* -*   ?    ?    ?    ?  

WP_110234286.1
NZ_CP023994.1:1340222-1344974                                    
Aurantimicrobium photophilum                                     

tRNA-synt_1g Anticodon_3   ?  ENDOU* TP_methylase PMT_4TMC PMT

WP_110234776.1
NZ_CP023994.1:1710361-1714451                                    
Aurantimicrobium photophilum                                     

EcoRI_methylase HTH Tox-EndoU* Tox-ART-HYE1 Ferredoxin-betagrasp NAD-dep-oxidoreductase Ferric_reduct

WP_110433751.1
NZ_QGLR01000011.1:1452-5883                                      
Gilliamella apicola                                              

  ?  CdiI DUF637 PT-VENN DUF6862 ENDOU*   ?  Imm-NMB0513

WP_219997477.1
NZ_QGLM01000018.1:9503-11814                                     
Frischella perrara                                               

RNAse_A_bac   ?    ?  CdiI_2 ENDOU*

WP_147285118.1
NZ_UFYC01000001.1:1105076-1107290                                
Corynebacterium renale                                           

  ?  MuF Tox-EndoU*   ?  SidE

WP_112138516.1
NZ_QFRW01000277.1:1395-3781                                      
Glycomyces dulcitolivorans                                       

DUF2784 MTase Tox-EndoU*   ?  DUF397

WP_157975099.1
NZ_QFRW01000289.1:8412-13171                                     
Glycomyces dulcitolivorans                                       

DUF6189 wHTH-4stranded AP-ATPase TPR ENDOU*   ?    ?  

WP_146066269.1
NZ_CP029378.1:298104-307024                                      
Streptomyces bacillaris                                          

Molybdop_Fe4S4 Molybdopterin Molydop_binding Flavodoxin_1 FAD-dep-reductase NAD-dep-oxidoreductase T-OB   ?    ?  ENDOU*

WP_113695394.1
NZ_CP015163.1:6647865-6651045                                    
Amycolatopsis albispora                                          

ABC_tran   ?  ENDOU* HTH   ?  

WP_114128521.1
NZ_CP030929.1:229159-231119                                      
Aurantimicrobium sp. MWH-Uga1                                    

  ?  -*   ?    ?    ?  

WP_115243699.1
NZ_UFYC01000001.1:1128941-1133968                                
Corynebacterium renale                                           

  ?  MuF Tox-EndoU* Phage-portal Terminase SidE

WP_235828862.1
NZ_QRCT01000002.1:29495-34438                                    
Anaerosacchariphilus polymeriproducens                           

  ?  Transket_pyr Transketolase_C Transketolase_N   ?  CENP-F_leu_zip ENDOU*

WP_115728256.1
NZ_LS991317.1:376396-381459                                      
Actinomyces culturomici                                          

  ?    ?  MuF Tox-EndoU* Phage-portal Terminase

WP_227220865.1
NZ_JAJCLZ010000034.1:847-6144                                    
Ruminococcus sp. 210702-SL.1.03                                  

  ?    ?  HINT ENDOU* HINT WHH MobL Sel1 Sel1 Sel1 Sel1 Sel1

WP_182858557.1
NZ_OMOH01000002.1:372003-376237                                  
Propionibacterium ruminifibrarum                                 

Ribosomal_S2   ?  Peptidase_M23 PTSEIIA1 Tox-EndoU* Phage_integrase Phage_int_SAM_1

WP_120024295.1
NZ_QZFV01000087.1:11976-16543                                    
Amycolatopsis panacis                                            

  ?  PEPCK_N PEPCK_GTP ENDOU* HTH DUF3311

WP_121220733.1
NZ_JBIUBA010000002.1:45229-48963                                 
Saccharothrix variisporea                                        

-* MFS_3 HTH DUF5937 WXG   ?  

WP_123350517.1
NZ_RJKQ01000008.1:55083-71547                                    
Enterobacter sp. BIGb0383                                        

Hydrolase_3 POTRA_2 ShlB TPS FilH FilH FilH FilH FilH FilH FilH FilH Fil_haemagg_2 Fil_haemagg_2 Fil_haemagg_2 ENDOU*   ?    ?  

WP_124845989.1
NZ_RQZG01000025.1:19179-24082                                    
Arachnia propionica                                              

Terminase MuF*   ?    ?  Phage-portal

WP_165867097.1
NZ_RQZF01000007.1:1-1721                                         
Schaalia canis                                                   

  ?  ENDOU*   ?  

WP_128153342.1
NZ_CP034930.1:2370973-2374969                                    
Apibacter raozihei                                               

DUF4375   ?  DUF6156 Tox-EndoU* RHS

WP_130165376.1
NZ_JAKRFX010000004.1:42438-53030                                 
Pseudoalteromonas sp. OF7H-1                                     

Mbetalac RHS RHS ENDOU*   ?  FN3 FN3   ?  

WP_130473879.1
NZ_SFCC01000002.1:199139-204928                                  
Amycolatopsis suaedae                                            

DUF6297 WXG WXG Tox-EndoU*   ?  ENDOU TerB* HTH_3   ?  ABC_tran

WP_131100016.1
NZ_CP036355.1:159319-168098                                      
Bacillus sp. SYJ                                                 

PA14 Binary_toxB Binary_toxB_2 Binary_toxB_3 PA_Ig-like ATLF ENDOU* ArsR-HTH ATLF MFS_1

WP_131251613.1
NZ_JAEHBD010000018.1:41194-49164                                 
Bacillus cereus                                                  

  ?  WXG PT-COG5412 EndoU_bacteria* Kelch_1   ?    ?  

WP_131285096.1
NZ_RXLP01000026.1:154578-159670                                  
Alloscardovia theropitheci                                       

Terminase Phage-portal MuF ENDOU*   ?    ?  

WP_165960810.1
NZ_SLWS01000009.1:95906-99776                                    
Actinocrispum wychmicini                                         

EamA EamA   ?  Beta-lactamase T7SS_signal Tox-EndoU*   ?  

WP_132488981.1
NZ_SMKW01000035.1:40700-45273                                    
Saccharopolyspora elongata                                       

  ?  WXG WXG Tox-EndoU* Methyltransf_11 Methyltransf_11   ?  

WP_133820789.1
NZ_SNZH01000016.1:1371-5853                                      
Tahibacter aquaticus                                             

DUF2169 Tox-PAAR-like ENDOU*   ?  ADH_zinc_N ADH_N

WP_133851208.1
NZ_SNXZ01000003.1:1082124-1085529                                
Labedaea rhizosphaerae                                           

  ?    ?  T7SS_signal Tox-EndoU* DUF6317 Peripla_BP_2

WP_134751511.1
NZ_MYFO02000005.1:178151-181794                                  
Paenibacillus athensensis                                        

TetR-HTH TetR_C_33 DUF1128 PT-TG ENDOU*   ?    ?  

WP_135234980.1
NZ_CP029710.1:5896696-5906177                                    
Nocardia sp. CS682                                               

adh_short   ?  ENDOU* DUF6537 POR TPP_enzyme_C LIP

WP_135349916.1
NZ_SRJD01000030.1:16119-20078                                    
Sporolactobacillus shoreae                                       

  ?  LXG PT-COG5412 Tox-EndoU* DUF5344   ?  ColE7

WP_139465211.1
NZ_VDHJ01000004.1:64287-66626                                    
Corynebacterium tapiri                                           

Macoilin   ?  MuF*

WP_221936690.1
NZ_VLIY01000006.1:268798-273453                                  
Skermania sp. ID1734                                             

ChlI Mg_chelatase Mg_chelatase_C SLOG TrmB   ?  Phage_int_SAM_1 Phage_integrase Tox-EndoU*

WP_143861409.1
NZ_CBDQZP010000003.1:228014-231002                               
Nocardia sp. bgisy134                                            

WXG Tox-EndoU* DUF6189 WXG WXG HTH_28

WP_144586342.1
NZ_VJWX01000037.1:1760-16612                                     
Amycolatopsis rhizosphaerae                                      

AAA Beta_helix SseB WXG CarboxypepD-reg-IG Amidohydro_2*   ?  YbaB_DNA_bd

WP_144736163.1
NZ_VDUE01000001.1:116-2831                                       
Corynebacterium propinquum                                       

  ?  MuF ENDOU*   ?    ?    ?  

WP_145335135.1
NZ_VEHF01000008.1:151998-156077                                  
Paenibacillus xylanexedens                                       

HTH   ?  WXG Tox-EndoU*   ?    ?  

WP_145906668.1
NZ_BAAAMZ010000027.1:8496-17858                                  
Kitasatospora viridis                                            

DUF6317 SPVB RHS_repeat RHS_repeat RHS Tox-EndoU*   ?    ?  LysR_substrate

WP_162141627.1
NZ_AUDF01000033.1:1-519                                          
Rathayibacter toxicus DSM 7488                                   

  ?  ENDOU*

WP_149847480.1
NZ_VUOB01000001.1:252778-259795                                  
Solihabitans fulvus                                              

  ?    ?  WXG RelA-SpoT Tox-EndoU*   ?  YbaB_DNA_bd

WP_149850898.1
NZ_VUOB01000031.1:67704-74778                                    
Solihabitans fulvus                                              

MFS_1 -*   ?  Thymidylate_kin DADA-Ligase

WP_152263392.1
NZ_VOKX01000018.1:56635-64969                                    
Streptomyces mobaraensis                                         

  ?  ALF ALF ALF ALF Tox-EndoU* BetaPropeller Peptidase_S9 HTH_18 AraC_binding_2 AraC_binding_2 HTH_18

WP_227793450.1
NZ_CP045293.1:1251366-1254634                                    
Paenibacillus guangzhouensis                                     

  ?    ?    ?  ENDOU*   ?  

WP_212029832.1
NZ_WKKI01000025.1:50270-51810                                    
Metabacillus lacus                                               

Ntox12   ?  RHS Tox-EndoU*

WP_155386020.1
NZ_ML769313.1:740797-743430                                      
Catellatospora paridis                                           

ECH_1 DUF6189 WXG Tox-EndoU*   ?  YbaB_DNA_bd

WP_155388124.1
NZ_ML769317.1:187753-198712                                      
Catellatospora paridis                                           

BetaPropeller   ?  SPVB RHS RHS ENDOU*   ?  ACP_syn_III ACP_syn_III_C

WP_156193432.1
NZ_CP046452.1:2335317-2340987                                    
Corynebacterium kalinowskii                                      

Laminin_I   ?  MuF ENDOU* Phage-portal Terminase

WP_172644105.1
NZ_CP047046.1:1845591-1850792                                    
Corynebacterium auriscanis                                       

  ?    ?  MuF EndoU_bacteria* Phage-portal Terminase

WP_207521176.1
NZ_JADIJL010000044.1:10177-14964                                 
Pseudogracilibacillus auburnensis                                

DUF5082 Mqo   ?  LXG PT-COG5412 Tox-EndoU* DUF5344

WP_158887740.1
NZ_VTHK01000019.1:32482-40745                                    
Amycolatopsis anabasis                                           

MoCoBD_2 MoCoBD_1 Ald_Xan_dh_C Fer2_2 Fer2 vWA WXG WXG Tox-EndoU* DUF6189 Tox-EndoU* XdhC_C XdhC_CoxI XdhC_CoxI VWA_CoxE

WP_159136152.1
NZ_CAMTCZ010000050.1:67132-72121                                 
Clostridium neonatale                                            

Ntox15   ?  Phage_GPD Phage_base_V Tox-EndoU* DUF4274 AHH

WP_231089076.1
NZ_WUTY02000001.1:4132313-4139439                                
Methylicorpusculum oleiharenae                                   

Imm58   ?  Tox-EndoU*   ?  RHS_repeat RHS_repeat RHS RHS_repeat RHS RHS RHS RHS TseH

WP_159840911.1
NZ_VUOS01000010.1:43914-73845                                    
Nocardia sp. CY41                                                

  ?  WXG100 MPtase WXG LuxR-HTH LuxR-HTH LuxR-HTH LuxR-HTH HopA1 PP2C DUF3626 Sigma70_r4 GntR-HTH Amidase Bac_transf ab-Hydrolase APH* Imm36 SnoaL

WP_159930100.1
NZ_VUOR01000041.1:11903-15088                                    
Nocardia sputi                                                   

FMO-like DUF6189 WXG100 WXG ENDOU*

WP_228455434.1
NZ_CACVBR010000001.1:316962-319689                               
Chryseobacterium potabilaquae                                    

  ?    ?    ?    ?  EndoU_bacteria*

WP_165315835.1
NZ_CP064952.1:1686669-1691675                                    
Schaalia sp. ZJ405                                               

Phage-portal MuF Tox-EndoU*   ?    ?  Terminase

WP_166381013.1
NZ_JAAOTJ010000003.1:280055-298414                               
Catellatospora methionotrophica                                  

FASCICILIN   ?  SPVB RHS RHS HINT Tox-EndoU* LamininG Ricin_B_lectin BetaPropeller LamininG Ricin_B_lectin FG-GAP_3

WP_167097715.1
NZ_JAANOV010000001.1:1411038-1452170                             
Amycolatopsis granulosa                                          

AAA Beta_helix SseB SseB Chl-REase1 STYKinase-like Tox-EndoU Ntox42-ColicinM-5 APH Metallopeptidase Gln_amidase REAse-1*   ?  YbaB_DNA_bd

WP_167176663.1
NZ_JAAOYM010000002.1:130192-178123                               
Saccharomonospora amisosensis                                    

YbaB_DNA_bd   ?  ENDOU* SseB AAA_lid_6 AAA Beta_helix

WP_169212110.1
NZ_JAATNW010000011.1:1-6079                                      
Alteromonas ponticola                                            

  ?    ?  Fil_haemagg_2 Fil_haemagg_2 ENDOU*   ?  DUF4926

WP_173215516.1
NZ_JABMKZ010000002.1:127883-138160                               
Paenibacillus alba                                               

HTH_3   ?  RHS_repeat RHS_repeat RHS_repeat RHS ENDOU* Inhibitor_I9 Subtilisin   ?  

WP_174140074.1
NZ_JABUFE010000024.1:15121-19253                                 
Parasulfitobacter algicola                                       

  ?  RHS ENDOU*   ?  RHS RHS

WP_182386544.1
NZ_CP059833.1:622289-626799                                      
Corynebacterium hindlerae                                        

  ?    ?  MuF ENDOU* MFS_1 Hexapep Hexapep NTP_transferase

WP_183304645.1
NZ_JACIFD010000008.1:5042-10153                                  
Canibacter oris                                                  

Phage-portal MuF Tox-EndoU*   ?    ?  Terminase

WP_183304976.1
NZ_JACIFD010000014.1:36774-43025                                 
Canibacter oris                                                  

  ?    ?  MuF Tox-EndoU* Phage-portal Terminase

WP_183456929.1
NZ_JACHWZ010000003.1:79876-95557                                 
Microbulbifer rhizosphaerae                                      

Ldh_1_N Ldh_1_C POTRA_2 ShlB TPS FilH FilH FilH FilH Fil_haemagg_2 Fil_haemagg_2 Fil_haemagg_2 Tox-EndoU*   ?  DUF2244

WP_184674995.1
NZ_BAABAI010000021.1:119091-123806                               
Saccharothrix violaceirubra                                      

  ?  DUF6189 Tox-EndoU* TetR-HTH TetR_C_33 MMPL MMPL

WP_184810643.1
NZ_JACHJQ010000003.1:141801-158747                               
Actinophytocola algeriensis                                      

YbaB_DNA_bd   ?  WXG DUF6861 Tox-Caspase Tox-Caspase Tox-Caspase STYKinase-like Tox-Caspase STYKinase-like Tox-Caspase ENDOU* DUF6189   ?  

WP_221483347.1
NZ_JACHMO010000001.1:1170624-1174996                             
Saccharothrix ecbatanensis                                       

Phage_integrase   ?  DUF664 ENDOU* rve_3

WP_185398079.1
NZ_JAASUC010000010.1:159-3663                                    
Listeria immobilis                                               

  ?    ?  PT-TG Tox-EndoU* WXG PT-TG

WP_185744407.1
NZ_RQYT01000121.1:1-890                                          
Arachnia propionica                                              

RHS ENDOU*

WP_208455891.1
NZ_CADFBL010000067.1:1-1870                                      
Burkholderia gladioli                                            

  ?    ?  Tox-EndoU*

WP_187094183.1
NZ_CP060298.1:2534054-2543188                                    
Nakamurella sp. PAMC28650                                        

WXG WXG T7SS_signal DUF6531 RHS_repeat RHS_repeat RHS_repeat RHS_repeat RHS RHS_repeat RHS EndoU_bacteria*   ?  Septum_form

WP_187548204.1
NZ_JACJUO010000002.1:1130967-1134709                             
Ochrobactrum sp. Marseille-Q0166                                 

  ?  ENDOU*   ?    ?    ?  

WP_188354579.1
NZ_BMDH01000001.1:512150-515784                                  
Galliscardovia ingluviei                                         

Cation_efflux Multi_Drug_Res -*   ?    ?  

WP_189120607.1
NZ_BMRK01000026.1:28734-31273                                    
Nocardioides luteus                                              

FCD GntR-HTH   ?  EndoU_bacteria*   ?  UDG

WP_189623081.1
NZ_BNAA01000002.1:2414-7192                                      
Pseudocitrobacter faecalis                                       

Tox-PAAR-like   ?  ENDOU*   ?  PG_binding_1 Peptidase_M23

WP_190462029.1
NZ_JACJPW010000005.1:91478-97336                                 
Aerosakkonema funiforme FACHB-1375                               

PsaA_PsaB PsaA_PsaB Tox-EndoU*   ?    ?  

WP_190694027.1
NZ_JACJRA010000018.1:77582-90519                                 
Desertifilum sp. FACHB-866                                       

DALR_1   ?  Fer4 Fer4 Tic110 cNMPBD DUF4114 Subtilisin Peptidase_M8 GAIN ENDOU* Arr-ms ART-Rifampin

WP_190633816.1
NZ_JACJPF010000001.1:28-1778                                     
Trichocoleus sp. FACHB-40                                        

Tox-EndoU* Glyco_hydro_1 AbrB-like

WP_190690546.1
NZ_CAWPMV010000092.1:55157-62547                                 
Coleofasciculus sp. FACHB-SPT9                                   

RNA-Helicase HerA   ?  Tox-EndoU* HEAT XpaC

WP_190812736.1
NZ_CP031142.1:687331-695030                                      
Saccharopolyspora pogona                                         

Phage_integrase DUF6189 ENDOU* Thioesterase PP-binding AMP-binding_C AMP-binding Condensation   ?  

WP_190815157.1
NZ_CP031142.1:2945901-2948766                                    
Saccharopolyspora pogona                                         

  ?    ?  TF2SDOMAIN2 Tox-EndoU* DUF397   ?  

WP_191244719.1
NZ_BNAU01000002.1:868067-906503                                  
Amycolatopsis deserti                                            

AAA_lid_6 AAA Beta_helix   ?  WXG DMP1 Tox-EndoU Gly_rich_2 APH Metallopeptidase REAse-1*   ?  YbaB_DNA_bd

WP_225225030.1
NZ_JACYFR010000004.1:305534-309291                               
Cellulomonas sp. JH27-2                                          

  ?    ?  Bac_globin ENDOU*   ?  

WP_192220939.1
NZ_JACJNU010000056.1:34529-41762                                 
Microcoleus sp. FACHB-SPT15                                      

Condensation AMP-binding AMP-binding_C PP-binding ab-Hydrolase Tox-EndoU* DUF4926 DUF2281 TPR TPR TPR   ?  

WP_193984222.1
NZ_JADEWG010000134.1:7404-11713                                  
[Phormidium] sp. LEGE 05292                                      

  ?    ?  ENDOU*   ?  TPS

WP_194703446.1
NZ_JADKNH010000014.1:3903-7641                                   
Fusibacter ferrireducens                                         

DSBH   ?  ENDOU* ECF_trnsprt YhfZ_C HTH_41

WP_195002731.1
NZ_JADLQN010000002.1:191319-194470                               
Nocardia higoensis                                               

  ?  Tox-EndoU* HTH_37 Gp49 Thiolase_C Thiolase_N

WP_195032379.1
NZ_JADLRE010000005.1:25190-29112                                 
Nocardia abscessus                                               

WXG WXG WXG ENDOU* DUF6189 DUF6615

WP_195393841.1
NZ_CABSTG010000005.1:17375-22549                                 
uncultured Actinomyces sp.                                       

  ?  MuF Tox-EndoU* Terminase   ?  Phage-portal

WP_210795136.1
NZ_CP108894.1:6628554-6631184                                    
Micromonospora zamorensis                                        

  ?  ENDOU* DUF6189 Imm73 WXG

WP_197552899.1
NZ_CP063212.1:2184429-2189256                                    
Trueperella pecoris                                              

  ?    ?  MuF Tox-EndoU* Phage-portal Terminase

WP_199040909.1
NZ_JAELXW010000056.1:12687-15786                                 
Glycomyces salinus                                               

ENDOU*   ?  Flavoprotein SMC_N DUF6189 DUF6189

WP_200174450.1
NZ_BAABKQ010000001.1:2154154-2158825                             
Tomitella cavernea                                               

Amidohydro_2 Tox-EndoU*   ?  Abhydrolase_1 adh_short

WP_201511865.1
NZ_CAJGZC010000003.1:377557-382260                               
Psychrobacter alimentarius                                       

  ?    ?  ENDOU*   ?    ?  

WP_202998778.1
NZ_JADWYU010000142.1:3722-7983                                   
Frankia nepalensis                                               

  ?  Tox-EndoU* RHS   ?  Tox-Deam-DxE

WP_203758539.1
NZ_BONK01000020.1:60387-64403                                    
Cellulomonas chitinilytica                                       

  ?  PGPGW Tox-EndoU* ab-Hydrolase Sigma70_r2 Sigma70_r4_2 DUF6596

WP_204204327.1
NZ_JAFELM010000036.1:114906-127239                               
Bacillus suaedaesalsae                                           

ART-EvpP DUF6531 RHS RHS_repeat RHS_repeat RHS_repeat RHS_repeat RHS RHS RHS_repeat RHS_repeat RHS_repeat RHS_repeat RHS RHS_repeat RHS RHS Tox-EndoU* MacB_PCD FtsX ABC_tran   ?  

WP_204452114.1
NZ_JAFBCK010000001.1:4471351-4473708                             
Actinokineospora baliensis                                       

  ?    ?  ENDOU* WXG   ?  

WP_204880477.1
NZ_JAFBCO010000001.1:835484-840262                               
Pseudoglutamicibacter cumminsii                                  

Terminase Phage-portal MuF EndoU_bacteria*   ?    ?  

WP_205210869.1
NZ_JAFFZO010000019.1:19694-24020                                 
Amphritea pacifica                                               

DUF3144 Ferredoxin-betagrasp ENDOU* HEAT CdiA

WP_205325233.1
NZ_JAERMK010000006.1:76315-79245                                 
Glycomyces sp. YM15                                              

Inositol_P DUF6189 ENDOU* WXG   ?  

WP_207292708.1
NZ_CP071383.1:45632-60119                                        
Leclercia pneumoniae                                             

POTRA_2 ShlB TPS FilH FilH FilH FilH FilH FilH Fil_haemagg_2 Fil_haemagg_2 DUF637 PT-VENN ENDOU*   ?  SymE_toxin

WP_209289568.1
NZ_CP046532.1:387086-405556                                      
Mannheimia sp. ZY171111                                          

UvrD_C UvrD-helicase POTRA_2 ShlB ESPR TPS FilH FilH FilH FilH FilH Fil_haemagg_2 PT-VENN DUF6862 ENDOU* ESPR Fil_haemagg_2 PT-VENN DUF6862   ?  

WP_209637140.1
NZ_JAGINW010000001.1:2435158-2438446                             
Kibdelosporangium banguiense                                     

  ?    ?  WXG ENDOU* T7SS_ESX_EspC YbaB_DNA_bd

WP_224369925.1
NZ_CP083645.1:1976926-1982156                                    
Corynebacterium freneyi                                          

  ?    ?  MuF* Phage-portal Terminase

WP_210046254.1
NZ_JBHLVU010000076.1:9760-12955                                  
Paenibacillus sepulcri                                           

RHS   ?  HINT ENDOU*   ?  RHS

WP_210968910.1
NZ_JAGPXE010000002.1:381111-385665                               
Saccharopolyspora endophytica                                    

ab-Hydrolase   ?  T7SS_signal Tox-EndoU* TetR_N CbiJ

WP_212827134.1
NZ_BNEM01000001.1:3561364-3574460                                
Catellatospora sp. TT07R-123                                     

  ?  DUF6531 RicinB-lectin LamininG LamininG RHS RHS_repeat SUN RHS LamininG RHS RHS RHS Tox-EndoU*   ?  Acetylase   ?  

WP_213246266.1
NZ_CP045806.1:433089-437994                                      
Gordonia pseudamarae                                             

CNHydrolase LmeA Tox-EndoU* Formyl_trans_N DeoC

WP_213325989.1
NZ_JAHBRW010000002.1:722342-728811                               
Chelatococcus sp. YT9                                            

SPVB TcdB_toxin_midN RHS RHS Tox-EndoU*   ?  DUF4214 BetaPropeller

WP_213500425.1
NZ_CP074694.1:3649698-3655017                                    
Telmatocola sphagniphila                                         

  ?    ?  DDE_Tnp_1_4   ?  ENDOU*

WP_214094880.1
NZ_JAHCLR010000073.1:3177-7301                                   
Mycolicibacter acidiphilus                                       

BD-FAE   ?  Tox-EndoU* p450 TetR-HTH

WP_215775250.1
NZ_CP037980.1:2289538-2293568                                    
Rathayibacter toxicus                                            

RHS   ?    ?  RHS CdiAC ENDOU ENDOU*

WP_215822232.1
NZ_JAGSOY010000125.1:1-1475                                      
Zooshikella harenae                                              

ENDOU*   ?    ?  

WP_215917836.1
NZ_JAHKNI010000004.1:581149-619369                               
Nocardia albiluteola                                             

  ?  YbaB_DNA_bd HV_Gp350_C-term PspA SecA P-loop_SecA HopA1 DOC EndoU_bacteria Synaptojanin LuxR-HTH LuxR-HTH FHA FHA FHA FHA Tox-ALFMPTase*   ?    ?  

WP_218361462.1
NZ_JAHUTM010000001.1:673960-678604                               
Corynebacterium sp. TAE3-ERU12                                   

ab-Hydrolase   ?  Tox-EndoU*   ?  Phage_integrase Phage_int_SAM_3

WP_218361484.1
NZ_JAHUTM010000001.1:688908-694533                               
Corynebacterium sp. TAE3-ERU12                                   

Terminase Phage-portal MuF ENDOU*   ?  DUF874

WP_218366497.1
NZ_JAHUTL010000006.1:209954-215143                               
Corynebacterium sp. TAE3-ERU2                                    

MuF ENDOU*   ?    ?  Terminase Phage-portal

WP_219079651.1
NZ_JAHBBD010000001.1:227496-232302                               
Bifidobacterium phasiani                                         

  ?    ?  MuF ENDOU* Phage-portal Terminase

WP_225045067.1
NZ_JAIUKB010000147.1:629-7100                                    
Saccharopolyspora sp. 6V                                         

AnmK   ?  Ammonium_transp WXG WXG Tox-EndoU* SRP54_N SRP54

WP_224961117.1
NZ_JAIUJZ010000194.1:1279-7296                                   
Saccharopolyspora sp. 6M                                         

TPR AP-ATPase   ?  T7SS_signal Tox-EndoU*   ?  MerR-HTH

WP_225503506.1
NZ_CP060409.1:5068835-5074814                                    
Mycolicibacterium fortuitum                                      

MoxR-AAA DUF2201_N DUF2201 ?*   ?    ?  

WP_225729888.1
NZ_JAIRBQ010000044.1:37485-46125                                 
Nocardia sp. JCM 34519                                           

Lar_restr_allev AbiEi_4 WXG AbiEii ENDOU* YbaB_DNA_bd WXG

WP_227236604.1
NZ_JAJCOK010000001.1:1-1902                                      
Schaalia odontolytica                                            

  ?    ?  DUF3052 EndoU_bacteria*

WP_227236925.1
NZ_JAJCOK010000003.1:139362-144531                               
Schaalia odontolytica                                            

  ?    ?  MuF EndoU_bacteria* Phage-portal Terminase

WP_231448751.1
NZ_JAJOMB010000025.1:114575-129021                               
Kineosporia babensis                                             

TIG TIG TIG TIG TIG TIG TIG TIG TIG TIG TIG TIG TIG TIG TIG TIG TIG TIG TIG TIG TIG TIG TIG TIG   ?  WXG DUF6531 RHS RHS_repeat RHS RHS_repeat RHS_repeat RHS Tox-EndoU*   ?    ?  

WP_232277274.1
NZ_CP075175.1:1229701-1239464                                    
Paenibacillus sp. 481                                            

RHS_repeat RHS RHS_repeat RHS   ?  RHS RHS_repeat RHS HINT Tox-EndoU* LamininG LamininG   ?  


