
AAA22412.1
M21672.1:81-847                                       
Bacillus subtilis                                     

Tox-CompNuc Tox-CompNuc* ComJ

AMS05913.1
CP014352.1:2437969-2445360                            
Acidipropionibacterium acidipropionici                

Ferretin RHS Tox-CompNuc*   ?  FN3   ?  

ANO47074.1
CP016277.1:141862-146970                              
Flavobacterium columnare                              

Tox-ART-HYD2 DUF6707 RHS Tox-CompNuc* rve_3 rve   ?  

AOY73615.1
CP017421.1:4284022-4294463                            
Arthrobacter sp. ZXY-2                                

  ?  LamininG SPVB RHS RHS RHS Tox-CompNuc*   ?    ?  

ARR10769.1
CP021170.1:124964-129905                              
Paenibacillus bovis                                   

PPP1-HTH PPP1-HTH PPP1-HTH   ?  Tox-CompNuc Excalibur*   ?    ?  

AUX29629.1
CP012672.1:2316078-2318333                            
Sorangium cellulosum                                  

rve_2 rve HTH_21 HTH_Tnp_1 Tox-CompNuc* Imm-ComJ   ?  

AXK42369.1
CP031357.1:1732744-1736477                            
Erythrobacter aureus                                  

RHS Tox-CompNuc*   ?  Arm-DNA-bind_3 Phage_int_SAM_3 Phage_integrase Viral_helicase1

AZN40581.1
CP034437.1:3033021-3038960                            
Paenibacillus albus                                   

Spore_GerAC Cu-amine-oxidN1 Tox-CompNuc Excalibur* MFS_1 GerA Acetylase

BHA05541.1
AP043794.1:429424-433128                              
Prevotella histicola                                  

  ?    ?  RHS Tox-CompNuc*   ?  RHS

CAA9202031.1
CADCST010000125.1:161-2887                            
Flavobacterium collinsii                              

Glu_cyclase_2 RHS Tox-CompNuc* T6SS_Tdi1_C   ?  

CAG7659153.1
CAJVCE010000066.1:252-3812                            
Paenibacillus allorhizosphaerae                       

His_Phos_1 Cu_amine_oxidN1 Tox-CompNuc Excalibur* Cu-amine-oxidN1 Thermonuclease

CCZ92976.1
HF998439.1:27109-30047                                
Coprococcus eutactus CAG:665                          

  ?    ?  Tox-CompNuc* DUF2625 TGase

COQ67886.1
CRRH01000219.1:14-1160                                
Streptococcus pneumoniae                              

Tox-CompNuc Tox-CompNuc*

EEE2004571.1
AAPIEO010000035.1:15090-17562                         
Salmonella enterica subsp. enterica serovar Kotte     

SymE_toxin Imm-ComJ RHS Tox-CompNuc*   ?  RHS WHH

EEM04313.1
CM000743.1:3091621-3095224                            
Bacillus pseudomycoides                               

  ?  Imm-ComJ Tox-CompNuc* DUF3967 5TMR-LYT His-Kinase

EGW47532.1
JH114143.1:123589-127582                              
Prevotella sp. C561                                   

RHS_repeat RHS RHS_repeat RHS Imm-ComJ HINT Tox-CompNuc* SPOUT HINT HTH_38

EIL98067.1
AJXW01000062.1:11534-28935                            
Rhodanobacter thiooxydans LCS2                        

T2SSG IG RHS_repeat RHS RHS RHS Tox-CompNuc* IG IG CarboxypepD-reg-IG   ?  

EIY69887.1
JH724266.1:1-1421                                     
Bacteroides uniformis CL03T00C23                      

RHS Tox-CompNuc* DUF6707   ?  

EJQ02558.1
JH792264.1:29388-34646                                
Bacillus cereus AND1407                               

5TMR-LYT His-Kinase DUF3967 Acetylase Tox-CompNuc* RVT Intron_maturas2 AI2M-like_HNH Tox-CompNuc

ERF85424.1
KE747878.1:70015-73759                                
Bradyrhizobium sp. DFCI-1                             

  ?  Tox-CompNuc* Imm-ComJ   ?    ?  

GDY31109.1
BJFL01000011.1:145269-147814                          
Gandjariella thermophila                              

  ?    ?  T7SS_signal Tox-CompNuc* T7SS_signal   ?  

GFN30172.1
BLWM01000003.1:159003-165075                          
Paenibacillus curdlanolyticus                         

Cupin_1 DUF34_NIF3 Tox-CompNuc Excalibur* HTH_18 Receiver His-Kinase His_kinase HAMP dCache_1

GGA58956.1
BMEX01000036.1:4968-6764                              
Kroppenstedtia guangzhouensis                         

  ?  DUF5348 Tox-CompNuc*

GGG90992.1
BMHY01000027.1:11523-16113                            
Paenibacillus radicis (ex Gao et al. 2016)            

PadR-HTH FTSW_RODA_SPOVE Tox-CompNuc* UDPG_MGDP_dh_C UDPG_MGDP_dh UDPG_MGDP_dh_N FringeGT

GGI97368.1
BMMB01000001.1:326162-330865                          
Paenibacillus hunanensis                              

Spo0M 4HB_MCP_1 HAMP MA Tox-CompNuc*   ?  OpuAC OpuAC

GGM77233.1
BMMK01000038.1:36526-42864                            
Longimycelium tulufanense                             

7TMR-DISM FtsK YdjM Tox-CompNuc*   ?    ?  

GIJ35187.1
BOPD01000027.1:88697-100505                           
Micromonospora sediminimaris                          

Phage_integrase   ?  RHS TIG TIG CarboxypepD_reg DUF6531 RHS RHS_repeat RHS_repeat RHS RHS HINT Tox-CompNuc*   ?  Inhibitor_I9 Subtilisin

GIM74820.1
BOQP01000021.1:170741-177618                          
Winogradskya consettensis                             

  ?  DUF2071 Tox-CompNuc Excalibur* MFS_1 FecCD FecCD

GIQ70784.1
BOVK01000058.1:19855-24266                            
Xylanibacillus composti                               

  ?    ?  Cu-amine-oxidN1 Tox-CompNuc Excalibur* MannoseP_isomer NTP_transferase NTP_transferase

HAG83330.1
DMEQ01000517.1:16905-21495                            
Cyanobacteria bacterium UBA12227                      

Tail-fiber   ?  Tox-CompNuc* HEAT Ntox34

HBC7458408.1
DADZQP010000046.1:1-2187                              
Proteus mirabilis                                     

RHS Tox-CompNuc* DUF6707 Tox-AHH

HBV74175.1
DOPC01000062.1:14923-18029                            
Oscillospiraceae bacterium                            

  ?    ?  Tox-CompNuc* TGase MPtase

HBY96539.1
DOUV01000640.1:10264-24058                            
Chloroflexota bacterium                               

CsbD Rhomboid ZU5 SpvB BetaPropeller TcdB_toxin_midN RHS RHS RHS Tox-CompNuc* SMI1_KNR4 PAS HisKA His-Kinase

HIW31230.1
DXHF01000013.1:8217-12298                             
Candidatus Paenibacillus intestinavium                

LysM LexA_DNA_bind LexA-protease Tox-CompNuc Excalibur* Polysacc_deac_1   ?  

KAA6473697.1
QSNF01000006.1:230074-235258                          
Bacillus swezeyi                                      

LysM LexA-protease LexA_DNA_bind Tox-CompNuc* Transpeptidase Pectate_lyase_3 Peptidase_G2

KAB2892719.1
WBUM01000062.1:1-3835                                 
Bacteroidetes bacterium                               

RHS   ?  RHS Tox-CompNuc*   ?  RHS Ntox24

KAB2911105.1
WBUZ01000025.1:1014-10249                             
Kofleriaceae bacterium                                

  ?    ?  BetaPropeller FG-GAP_3 RHS RHS Tox-CompNuc* Imm-ComJ   ?  

KAB8139243.1
ML762424.1:227475-235609                              
Gracilibacillus oryzae                                

adh_short_C2   ?  Cu_amine_oxidN1 Tox-CompNuc Excalibur*   ?    ?  

KAF5991744.1
MPHV02000001.1:1556092-1570897                        
Streptomyces sp. WAC00263                             

rve_3 HTH_32 DDE_3 DUF6531 LamininG LamininG RHS_repeat RHS RHS RHS RHS RHS PT-HINT Tox-CompNuc* Bmp Subtilisin

KIL21086.1
JXCO01000018.1:383238-389691                          
Bacillus safensis                                     

p450 Flavodoxin_1 FAD-dep-reductase NAD-dep-oxidoreductase Trypsin Tox-CompNuc* STAS Endopep_inhib

KMQ61657.1
LFND01000005.1:147553-153647                          
Chryseobacterium angstadtii                           

WHH Imm-ComJ   ?  Tox-CompNuc* Phage_GPD Phage_base_V

KTC33778.1
LKBL01002508.1:497-2888                               
Pseudomonas sp. ABAC21                                

  ?  RHS Tox-CompNuc* DUF6707

KXT84792.1
KQ969556.1:62546-64115                                
Streptococcus oralis                                  

Ntox15 DUF2625 Tox-CompNuc*

MAS94485.1
PAAG01000044.1:21989-26845                            
Verrucomicrobiales bacterium                          

rve HTH_38   ?  RHS Tox-CompNuc* Imm66   ?  

MBA2944231.1
JACEID010000039.1:546104-549403                       
Paenibacillus sp. CGMCC 1.16610                       

SLH   ?  Tox-CompNuc* Spore_GerAC Spore_permease

MBA3746928.1
JACDFA010000191.1:1452-3832                           
Solirubrobacterales bacterium                         

  ?    ?  Tox-CompNuc*

MBB3610129.1
JACIBC010000004.1:327146-332227                       
Rhizobium sp. BK602                                   

Acetylase Imm-ComJ Tox-CompNuc* DUF4123 Phage_GPD VgrG

MBB6373795.1
JACHMT010000001.1:1067817-1070740                     
Pseudonocardia eucalypti                              

ST-Hiskin   ?  Tox-CompNuc* NUDIX MarR-HTH

MBB6732673.1
JACJVO010000021.1:128038-133364                       
Cohnella zeiphila                                     

Phage_int_SAM_1 Phage_integrase rve_2 rve HTH_21 Tox-CompNuc Excalibur*   ?    ?  

MBC2582897.1
JABAIW010000106.1:2274-4802                           
Clostridium sp. DJ247                                 

RHS   ?  Tox-CompNuc*

MBC7817688.1
JACMMH010000705.1:130-2198                            
Planctomycetaceae bacterium                           

Imm-ComJ RHS Tox-CompNuc*

MBD0746754.1
MECJ01000031.1:175516-181066                          
Streptomyces sp. CBMA152                              

  ?    ?  RICIN Tox-CompNuc*   ?  DEDD_Tnp_IS110 Transposase_20

MBD1379144.1
JACXAI010000002.1:207357-208965                       
Metabacillus arenae                                   

  ?  HNH Tox-CompNuc*   ?    ?  

MBD8122557.1
JACYNP010000006.1:338260-346782                       
Pseudomonas lutea                                     

ANK SUFU Imm-ComJ PrePAARTM PAAR PAAR_motif DUF6531 RHS_repeat RHS RHS_repeat RHS_repeat RHS RHS Tox-CompNuc* DcrB Phage_GPD VgrG Gp5_C

MBG0787543.1
JACCQH010000086.1:3005-6317                           
Anaerolineaceae bacterium                             

TGase DUF2625 Tox-CompNuc* WXG   ?  

MBG8556146.1
JADWYK010000020.1:68426-82357                         
Hymenobacter guriensis                                

CHU_C HfIG HfIG SPVB Concanavalin-like RHS DUF6443 RHS RHS RHS Tox-CompNuc*   ?  

MBH1987067.1
JAECQZ010000028.1:18089-29928                         
Burkholderiales bacterium                             

MerR-HTH TSP3_bac BetaPropeller TGase DUF6531 RHS RHS RHS RHS Tox-CompNuc* Imm-ComJ PsiF_repeat

MBH5317780.1
JAECMT010000002.1:200880-206678                       
Paenibacillus sp. GSMTC-2017                          

FAD_binding_3 zf-C4_Topoisom Mrr_cat Tox-CompNuc Excalibur*   ?  Peptidase_M10 tRNA_anti-like

MBI2498331.1
JACPHZ010000386.1:1-4028                              
Opitutia bacterium                                    

RHS_repeat RHS_repeat RHS RHS Tox-CompNuc*   ?    ?  

MBK6423980.1
JADIZK010000021.1:123551-130797                       
Gemmatimonadetes bacterium                            

TPP_enzyme_C Fer4_21 EKR POR PFOR_II POR_N   ?  RHS Tox-CompNuc*   ?  YoeB_toxin

MBK6729142.1
JADJCM010000009.1:15715-18678                         
Lysobacterales bacterium                              

  ?  RHS Tox-CompNuc* Imm-ComJ   ?  

MBK6751108.1
JADJCQ010000006.1:206518-216590                       
Acidobacteria bacterium                               

  ?  Imm-ComJ DUF6443 RHS Tox-CompNuc* BetaPropeller Pterin_4a

MBK8054067.1
JADJPZ010000004.1:1450435-1458836                     
Saprospiraceae bacterium                              

  ?  Imm-SUKH-SMI1 RHS Tox-CompNuc* SPVB RHS DUF6443   ?  

MBL0259139.1
JADKKE010000032.1:920820-923839                       
Bacteroidetes bacterium                               

TssD TssD Tox-CompNuc*   ?  PAAR PAAR_motif

MBL4537959.1
JAERIL010000018.1:6272-12533                          
Oceanicaulis sp.                                      

RHS PVC-AAA Tox-CompNuc* Tox-CompNuc   ?  

MBL8171498.1
JAEUQO010000357.1:9071-13359                          
Acidobacteria bacterium                               

GFO_IDH_MocA_C GFO_IDH_MocA PIG-L RHS Tox-CompNuc* Imm-ComJ   ?  

MBL8189743.1
JAEUQP010000644.1:1-5595                              
Acidobacteria bacterium                               

His-Kinase SUKH-SMI1 RHS HINT HINT Tox-CompNuc*   ?  RHS

MBL8347455.1
JAEUPE010000216.1:1-5914                              
Rubrivivax sp.                                        

  ?  Tox-CompNuc*   ?  ClpABN-AAA ClpABC-AAA PCRF

MBL8528384.1
JAEUMX010000263.1:446-6830                            
Burkholderiales bacterium                             

  ?  VirD4-TraG Tox-CompNuc*   ?    ?  

MBM6841334.1
JACJLM010000018.1:21400-24365                         
Thomasclavelia spiroformis                            

  ?    ?  Tox-CompNuc* DUF2625 TGase

MBM7591715.1
JAFBEB010000014.1:49048-55030                         
Brevibacillus fulvus                                  

ParB Tox-HNH-DHNNK   ?  Tox-CompNuc Excalibur* Spermine_synth FGGY_C FGGY_N

MBN3509170.1
JAFIDD010000001.1:2104872-2110958                     
Mycolicibacterium septicum                            

Nramp PknH_C PT-HINT Tox-CompNuc*   ?  Phage_holin_4_2

MBN6077122.1
JACAWA010000051.1:1-3923                              
Aggregatibacter actinomycetemcomitans                 

RHS Tox-CompNuc* SMI1_KNR4 RHS Tox-LHH

MBO0830734.1
JAFMRG010000045.1:1-2286                              
Actinomycetota bacterium                              

HINT Tox-CompNuc*   ?  PT-HINT

MBO4863748.1
JAFZRN010000021.1:9240-13003                          
Eubacterium sp.                                       

RHS Tox-URI   ?  RHS Tox-CompNuc* Tox-CompNuc DUF2625

MBO6102755.1
JAGBOM010000239.1:1-5561                              
Opitutales bacterium                                  

RHS_repeat RHS_repeat RHS_repeat RHS_repeat RHS_repeat RHS_repeat RHS RHS PT-TG Tox-CompNuc*   ?    ?  

MBP1309113.1
JAFICR010000004.1:351118-356089                       
Paenibacillus sp. 1182                                

  ?  SSB Tox-CompNuc Excalibur*   ?    ?  

MBQ6160946.1
JAFRPC010000055.1:64299-70746                         
Oscillospiraceae bacterium                            

TPR DUF2625 BAR_3_WASP_bdg PrePAARTM HINT Tox-CompNuc* DUF2947 BAR_3_WASP_bdg HINT STox-1

MBR3900781.1
JAFWZI010000053.1:71-14876                            
Ruminococcus sp.                                      

IG FN3 IG IG CarboxypepD_reg DUF6531 RHS RHS RHS_repeat RHS_repeat RHS RHS RHS HINT Tox-CompNuc* Imm13 Gram_pos_anchor Peptidase_S41

MBR5538849.1
JAFYPS010000098.1:170-3351                            
Clostridia bacterium                                  

  ?  RIFIN Tox-CompNuc* TGase CLP_protease

MBS0660717.1
JAFEGM010000077.1:64759-72994                         
Verrucomicrobia bacterium                             

  ?  Y1_Tnp RHS_repeat RHS RHS RHS DNase_NucA_NucB*

MBS1813665.1
JAFDVR010000004.1:61335-65286                         
Acidobacteria bacterium                               

  ?    ?  RHS Tox-CompNuc*   ?    ?  

MBU6337941.1
JAGWYP010000081.1:1-2524                              
Acidobacteria bacterium                               

Tox-CompNuc* IGPD Histidinol_dh

MBV8719191.1
JAFAOF010000583.1:67-4959                             
Chloroflexota bacterium                               

Pur_ac_phosph_N Big_7 RHS Tox-CompNuc*   ?    ?  

MBW4480859.1
JAHHIJ010000071.1:362-6035                            
Tolypothrix brevis GSE-NOS-MK-07-07A                  

vWA TrapB 23S_rRNA_IVP Tox-CompNuc* Imm-ComJ Imm-ComJ MoxR-AAA

MBW4715674.1
JAHXGQ010000001.1:140472-145034                       
Saccharothrix obliqua                                 

  ?    ?  Tox-CompNuc* ADSL_C Lyase_1 MerR MerR-HTH

MBX5441641.1
JADGIB010000097.1:6127-9559                           
Solirubrobacteraceae bacterium                        

Methyltransf_31 ArsR-HTH Tox-CompNuc*   ?  DUF5677 SEC-C

MBZ5492453.1
JAIQGK010000011.1:134984-142936                       
Terriglobia bacterium                                 

  ?  SUKH-SMI1 RHS RHS Tox-CompNuc*   ?    ?  

MCA0174816.1
JAIUPQ010000001.1:147415-151701                       
Proteobacteria bacterium                              

  ?  SUKH-SMI1 Tox-PAAR-like Tox-CompNuc* ketoacyl-synt DUF2169

MCA1570992.1
JAIVKD010000102.1:16255-20616                         
Chloroflexota bacterium                               

  ?  PR-1 Tox-CompNuc*   ?  ZnR RnaseH

MCA9181201.1
JAGQPG010000629.1:1-1221                              
Planctomycetales bacterium                            

RHS Tox-CompNuc* ComJ

MCA9884986.1
JAGQGP010000397.1:304-5003                            
Anaerolineae bacterium                                

RHS SUKH-SMI1 RHS Tox-CompNuc*   ?  RHS

MCB0967503.1
JAGQSS010000145.1:1-6749                              
Ilumatobacter sp.                                     

NMN_transporter RHS Tox-CompNuc* TY-Chap1   ?  

MCB1285682.1
JAGQTC010000298.1:1-5629                              
Microthrixaceae bacterium                             

HMGL-like RHS_repeat RHS PTSEIIC Tox-CompNuc* HTH_Tnp_1 HTH_21

MCB9303653.1
JACJYG010000009.1:471773-477918                       
Lewinellaceae bacterium                               

  ?    ?  RHS DNase_NucA_NucB*   ?  RHS

MCF8824893.1
JAHBQV010000001.1:470782-483787                       
Xanthomonas campestris pv. raphani                    

CCP_MauG RHS TIG TIG PPC GBD-PPC PPC PPC RHS Tox-CompNuc* Imm-ComJ TetR-HTH

MCW1908178.1
JAHBAU020000017.1:1082-4257                           
Candidatus Saccharibacteria bacterium                 

  ?    ?  Tox-CompNuc* DUF2625

MDU3945777.1
JAWFHG010000036.1:33110-35791                         
Enterococcus avium                                    

  ?  Imm-SUKH-SMI1 RHS Tox-CompNuc* DUF6707 RHS

MED1095504.1
JARLYU010000004.1:841074-844976                       
Bacillus capparidis                                   

  ?  Imm-ComJ Tox-CompNuc* DUF421 Lipase_GDSL_2

MPZ80624.1
WHTD01000023.1:31779-35839                            
Actinophytocola sp.                                   

HTH_31 DUF5753 DUF397 Tox-CompNuc* DUF6461   ?  

MRT12485.1
WJYE01000005.1:174730-189664                          
Enterobacteriaceae bacterium RIT711                   

TPS FilH FilH FilH FilH FilH FilH FilH FilH Fil_haemagg_2 Fil_haemagg_2 Fil_haemagg_2 PT-VENN CdiAC   ?  Tox-CompNuc*   ?  CsgG

MSW49778.1
WLOB01000018.1:3992-8560                              
Actinomycetota bacterium                              

  ?  REase-ARP Tox-CompNuc* GIY_YIG_2 Phage_int_SAM_4

MSX01675.1
WLNX01000007.1:12462-15353                            
Actinomycetota bacterium                              

ICLR-HTH PNPase Tox-CompNuc*   ?    ?  

MXQ55692.1
WUUL01000017.1:52507-56426                            
Shimazuella alba                                      

FrmR   ?  Tox-CompNuc* Amino_oxidase MGS

NBI28992.1
SIJB01000020.1:984-5042                               
Chengkuizengella marina                               

  ?  DUF3221 Tox-CompNuc Excalibur*   ?  TRPR-HTH

NEO15350.1
JAAHHM010000074.1:7782-12121                          
Moorena sp. SIO3E8                                    

FTSK Imm-SUKH-SMI1 Tox-CompNuc*   ?  DDE_Tnp_1_2

NEV63490.1
JAAIJQ010000052.1:31208-34680                         
Thiorhodococcus minor                                 

Hexapep Hexapep Hexapep Hexapep Hexapep RHS Tox-CompNuc* Imm-ComJ   ?  

NJK64982.1
JAAUUJ010000249.1:481-3895                            
Synechococcaceae cyanobacterium SM2_3_1               

CBM_2 CBM_2 Tox-CompNuc* Imm-ComJ

NJL38391.1
JAAUTN010000126.1:12603-17143                         
Leptolyngbyaceae cyanobacterium SM1_4_3               

  ?  FrhB_FdhB_N FrhB_FdhB_C Tox-CompNuc* Imm-ComJ TetR-HTH

NJL39986.1
JAAUTN010000264.1:4318-8287                           
Leptolyngbyaceae cyanobacterium SM1_4_3               

DDE_Tnp_1   ?  Tox-CompNuc* Imm-ComJ TPR

NJM85409.1
JAAURF010000153.1:1-3814                              
Leptolyngbyaceae cyanobacterium RM2_2_21              

DUF4096 Tox-CompNuc Beta-Roll* GcpE Peptidase_S41 PDZ Tricorn_C1

NJR76391.1
JAAUOR010000753.1:1043-3577                           
Scytonema sp. CRU_2_7                                 

TPR Imm-ComJ Tox-CompNuc*

NLD75043.1
JAAZBK010000002.1:6117-16071                          
Acidimicrobiales bacterium                            

DAC DACNK   ?  RHS RHS_repeat RHS Tox-CompNuc* UvrD_C_2 A18 REase   ?  

NOS74564.1
JABFSV010000256.1:790-3348                            
Methyloglobulus sp.                                   

UTRA Imm-ComJ Tox-CompNuc*

NOU44136.1
JABFQX010000036.1:22266-31267                         
Methyloglobulus sp.                                   

BRCT DNA_ligase_aden Imm-ComJ Tox-CompNuc* Peptidase_M18 Transpeptidase TFIIF_beta Transgly

NQM31105.1
JABKSA010000021.1:12002-15161                         
Streptococcus suis                                    

Imm37 RHS Tox-CompNuc* DUF2625 Imm-My6CBD

NUQ79904.1
JABWBE010000822.1:14-2280                             
Polyangiaceae bacterium                               

Tox-SHH   ?  Tox-CompNuc*   ?  

NVZ32152.1
JACAOP010000012.1:45118-47499                         
Pseudomonas sp. A4002                                 

Imm6 Imm-SUKH-SMI1 Tox-CompNuc* Imm-Barstar MTase

OAB46592.1
LVJI01000015.1:262106-267409                          
Paenibacillus antarcticus                             

DHDPS   ?  Tox-CompNuc* AI-2E_transport UDG

ODS22611.1
MDLC01000063.1:1175-14560                             
Candidatus Endobugula sertula                         

  ?    ?  BetaPropeller SPVB BetaPropeller TcdB_toxin_midN Imm-NTF2 RHS Tox-CompNuc*   ?  BetaPropeller PQQ_3 PQQ_3 Cadherin

OHL30561.1
MLUT01000017.1:143-2759                               
Salmonella enterica subsp. enterica serovar Braenderup

RHS Tox-CompNuc* DUF6707 RHS RhsP2

OJT58995.1
MEDE01000009.1:67397-72824                            
Bacillus altitudinis                                  

  ?  TPR TPR RapH_N Tox-CompNuc* Aldedh Citrate_synt

OKZ69036.1
MNRI01000261.1:122669-125495                          
Clostridiales bacterium 52_15                         

  ?    ?  Tox-CompNuc* DUF2625 TGase

OKZ76359.1
MNRC01000051.1:8094-11061                             
Clostridiales bacterium 36_14                         

DUF2947 HINT Ntox48 HINT* DUF2625 HINT

OLA08442.1
MNSK01000029.1:107513-111914                          
Eubacterium sp. 45_250                                

TGase DUF2625 WXG ThiF Tox-CompNuc*

OPG99060.1
MWZC01000436.1:26714-30442                            
Chryseobacterium mucoviscidosis                       

Phage_holin_4_1 Glyco_hydro_25 SLH YolD   ?  Tox-CompNuc*

OPX41861.1
MZGX01000052.1:111-1588                               
Ruminiclostridium hungatei                            

Tox-CompNuc* DUF2625

OXM60814.1
NMUL01000055.1:74-2627                                
Amycolatopsis vastitatis                              

  ?  MoxR-AAA Tox-CompNuc*

OXM75102.1
NMUK01000001.1:79917-86809                            
Amycolatopsis sp. KNN50.9b                            

ICLR-HTH   ?  WXG DNase_NucA_NucB* SCP2_2 MarR-HTH

OXS72147.1
MWSI01000001.1:1344287-1349427                        
Priestia filamentosa                                  

adh_short_C2 Imm-ComJ Carboxypeptidase HAMP HisKA His-Kinase Tox-CompNuc*

OYD08463.1
NOWF01000003.1:260183-264467                          
Paludifilum halophilum                                

  ?    ?  Tox-CompNuc* SpoVR NAD_binding_10

PQL89452.1
PSZM01000047.1:2523-6160                              
Apibacter adventoris                                  

  ?  RHS RHS Tox-CompNuc*   ?  RHS

PSJ30615.1
PXWG01000001.1:207145-214322                          
Streptosporangium nondiastaticum                      

Peptidase-M15 NUDIX Tox-CompNuc* STY-kinase BetaPropeller Deaminase

PSU86615.1
PYNM01000077.1:1-3737                                 
Photobacterium kishitanii                             

HTH_29   ?  Tox-CompNuc* SMI1_KNR4   ?  

PWV99724.1
QGTQ01000013.1:93390-97157                            
Paenibacillus cellulosilyticus                        

  ?  Receiver Tox-CompNuc Excalibur* NUDIX TIMbarrel

PXA96877.1
QHKA01000223.1:11347-14334                            
Nostoc sp. 3335mG                                     

TagF_N Imm-ComJ Tox-CompNuc* DUF4123 PAAR PAAR_motif

QDH19854.1
CP041217.1:661410-666298                              
Saccharibacillus brassicae                            

AA_permease_2   ?  Tox-CompNuc* DUF202 Flavodoxin_2

QDH23906.1
CP041217.1:5438067-5442015                            
Saccharibacillus brassicae                            

  ?    ?    ?  DUF6731 Tox-CompNuc Excalibur*

QDT39257.1
CP036268.1:4444042-4448047                            
Stratiformator vulcanicus                             

HINT Imm54 HINT Tox-CompNuc*   ?  PT-TG

QDY86257.1
CP042272.1:5419686-5426896                            
Paenibacillus polymyxa                                

  ?  HTH_3 Tox-CompNuc*   ?  Pur_ac_phosph_N

QEK05238.1
CP042815.1:2875974-2879672                            
Treponema phagedenis                                  

  ?    ?  DUF6707   ?  Tox-CompNuc*

QGQ96169.1
CP034235.1:3470924-3474417                            
Paenibacillus psychroresistens                        

ZnR   ?  Cu-amine-oxidN1 Tox-CompNuc Excalibur*   ?  IMS_C IMS

QUO35805.1
CP073691.1:865943-868753                              
Clostridiaceae bacterium Marseille-Q4149              

  ?  TGase Tox-CompNuc*   ?    ?  

RED85132.1
QRDZ01000005.1:194467-205106                          
Cohnella phaseoli                                     

DUF2961 SBP_bac_8 Tox-CompNuc Excalibur* MA IG Glyco_hydro_18 IG SLH

RGV58784.1
QRZH01000002.1:1-4659                                 
Bacteroides fragilis                                  

DUF6531 DUF6707 RHS Tox-CompNuc* Imm17   ?  

RKQ90856.1
RBIL01000001.1:707429-711999                          
Solirubrobacter pauli                                 

  ?  Lactonase Tox-CompNuc*   ?    ?  

RMM83253.1
RBOP01000065.1:1-1992                                 
Pseudomonas coronafaciens pv. striafaciens            

RHS RHS Tox-CompNuc*   ?  

RYB01608.1
QYBC01000033.1:2460-5583                              
Lichenibacterium ramalinae                            

Acetylase Imm-ComJ Tox-CompNuc* Phage_GPD T6SS_HCP

RYZ71970.1
SEDY01000197.1:412-2687                               
Proteobacteria bacterium                              

  ?  ComJ RHS Tox-CompNuc*

SCW29003.1
FMTT01000001.1:293221-297261                          
Paenibacillus tianmuensis                             

ArsR-HTH MFS_1 Tox-CompNuc*   ?  MIP

SDC76165.1
FMZZ01000004.1:151550-155111                          
Actinokineospora iranica                              

ABC_tran Glyco_tranf_2_3 Tox-CompNuc*   ?  DUF6817

SDD22464.1
FMZZ01000008.1:293675-298138                          
Actinokineospora iranica                              

Imm1 Deaminase DUF397 Tox-CompNuc* DUF6461 EH-Signature BpsA_C

SDD24910.1
FMZZ01000009.1:556-3668                               
Actinokineospora iranica                              

  ?    ?  Tox-CompNuc* Imm-ComJ PP2C

SDO05084.1
FNIF01000007.1:195242-199269                          
Paenibacillus sp. yr247                               

  ?    ?  Tox-CompNuc* Imm55 PY_rept_46 Tox-SHH

SDT44664.1
LT629764.1:4730900-4735140                            
Paenibacillaceae bacterium GAS479                     

BPD_transp_1 SBP_bac_3 ABC_tran Tox-CompNuc* ASH-Ig   ?  

SFS57318.1
FPAC01000001.1:1961101-1966385                        
Paenibacillus sp. 453mf                               

His-Kinase Receiver OmpR-HTH Tox-CompNuc*   ?  Mbetalac

SFS90278.1
FPAA01000010.1:113020-116529                          
Marininema halotolerans                               

DOC BetaPropeller HYR Tox-CompNuc Excalibur* cHTH   ?  

SJM92261.1
FUKJ01000178.1:14292-15339                            
Crenothrix polyspora                                  

Imm-ComJ   ?  Tox-CompNuc*   ?  

SKA80491.1
FUXY01000005.1:167481-172135                          
Pantoea ananatis                                      

DUF637   ?  PT-COG5412 PT-VENN Tox-CompNuc* PT-COG5412   ?  

SUB89816.1
UGTF01000002.1:2200872-2204717                        
Porphyromonas macacae                                 

Phage_holin_3_6   ?  PT-HINT Tox-CompNuc* Imm-ComJ SM-MscS MS_channel_3rd

TCG05323.1
MWML01000177.1:10630-17166                            
Paraburkholderia steynii                              

HicB_lk_antitox Tox-CompNuc* VanY DUF6702 HupE_UreJ_2 DNA_ligase_A_M

TCP59890.1
SLXV01000091.1:1-1022                                 
Baia soyae                                            

Collagen Tox-CompNuc*

TCS94994.1
SMAG01000003.1:416838-421840                          
Hazenella coriacea                                    

HMA Pyr_redox_2 Pyr_redox_dim MerR-HTH Tox-CompNuc* Beta-lactamase2   ?  

TDC80489.1
SMKI01000001.1:1419-10720                             
Streptomyces hainanensis                              

SMI1_KNR4   ?  T7SS_signal DUF6531 RHS_repeat RHS_repeat RHS RHS RHS Tox-CompNuc* GGACT HAD

TDU04609.1
SOBN01000001.1:3394842-3398738                        
Streptomyces sp. 846.5                                

DUF2625   ?  Tox-CompNuc* WXG GHMP_kinases_C

TLS42010.1
VBZC01000047.1:12890-17057                            
Streptomyces montanus                                 

HTH DUF5753 DUF397   ?    ?  Tox-CompNuc*

TLS51439.1
VCIW01000009.1:118070-122104                          
Paenibacillus antri                                   

TrkAC TrkA_N Tox-CompNuc Excalibur* SASP DNA_ligase_A_M TrkH

TQE67205.1
VCHL01000280.1:93-5108                                
Leptospira noguchii                                   

Imm-SUKH-SMI1   ?  HTH_18 RHS Tox-CompNuc* RHS

TVY06578.1
VNJI01000052.1:48900-52066                            
Paenibacillus cremeus                                 

PIN UvrD_C Tox-CompNuc*   ?    ?  

TVZ38021.1
VISH01000002.1:1084442-1088584                        
Alteromonadaceae bacterium 2753L.S.0a.02              

RelE-ParE   ?  RHS Tox-CompNuc*   ?    ?  

TWV55536.1
VOGW01000041.1:78916-85331                            
Streptomyces misionensis                              

  ?    ?  Tox-CompNuc* DUF1524 HTH_32 DDE_3

TXT25647.1
VIKE01000089.1:1-8101                                 
Rhodocyclaceae bacterium                              

  ?  DUF6531 RHS RHS RHS RHS_repeat RHS Tox-CompNuc*   ?  TGase

WP_000669103.1
NZ_CP187293.1:103886-106617                           
Bacillus cereus                                       

  ?  Tox-CompNuc   ?    ?    ?  

WP_000669103.1
NZ_CP187293.1:1167-3898                               
Bacillus cereus                                       

  ?  Tox-CompNuc*   ?    ?    ?  

WP_172557848.1
NZ_CP051105.1:2670755-2682377                         
Vibrio fluvialis                                      

  ?  POTRA_2 ShlB TPS FilH FilH Fil_haemagg_2 Fil_haemagg_2 Fil_haemagg_2 Tox-CompNuc* Imm-SUKH-SMI1   ?  

WP_098349210.1
NZ_NTUC01000039.1:27258-35477                         
Bacillus cereus                                       

Ntox41 IG MPtase   ?  Phage_integrase Tox-CompNuc*

WP_186724283.1
NZ_JACOMI010000001.1:1569854-1577841                  
Morganella morganii                                   

LysE DUF2169 Tox-PAAR-like DUF6531 RHS RHS RHS_repeat RHS Tox-CompNuc* MFS_1

WP_021583551.1
NZ_AWET01000017.1:32974-36373                         
Hoylesella pleuritidis F0068                          

  ?  DUF4280 PD HINT Tox-CompNuc*   ?  

WP_219457855.1
NZ_JAHXCS010000070.1:557-6006                         
Prevotella jejuni                                     

TssD Phage_GPD Phage_base_V   ?  DUF4280 HINT Tox-CompNuc* DUF6707

WP_143666528.1
NZ_BAAAGY010000022.1:163989-169715                    
Streptomyces turgidiscabies                           

ST-Hiskin   ?  TPP_enzyme_C TPP_enzyme_M TPP_enzyme_N DUF5753 HTH_31 Tox-CompNuc*

WP_007201222.1
NZ_AKKV01000021.1:127486-130759                       
Fictibacillus macauensis ZFHKF-1                      

Acetylase Acetylase Tox-CompNuc* ComJ   ?  

WP_007509135.1
NZ_KI912266.1:5280163-5283954                         
Pseudofrankia saprophytica                            

  ?    ?  Tox-CompNuc*   ?    ?  

WP_009586721.1
NZ_AMFQ01000132.1:73993-85161                         
Acinetobacter sp. WC-743                              

  ?  DUF6531 RHS RHS_repeat RHS Tox-CompNuc* Phage_GPD VgrG T6SS_Vgr DUF2345   ?    ?  

WP_213579691.1
NZ_BOSC01000001.1:3958389-3963033                     
Paenibacillus lautus                                  

Hsp60 YmaF Tox-CompNuc*   ?  DUF2935 DUF2935

WP_010183117.1
NZ_JH584241.1:21301-27848                             
Sphingomonas sp. PAMC 26605                           

  ?  Cep57_MT_bd MPTase-PVC Tox-CompNuc* Imm-ComJ Receiver LuxR-HTH

WP_219665261.1
NZ_WTFF01000020.1:28793-42095                         
Streptomyces bambusae                                 

Ribosomal_L21p   ?  SPVB RHS RHS_repeat RHS RHS PT-HINT Tox-CompNuc* LamininG LamininG IG

WP_012318160.1
NC_010505.1:1220598-1224347                           
Methylobacterium radiotolerans JCM 2831               

  ?  DUF2169 Tox-PAAR-like DNase_NucA_NucB* Imm-ComJ RHS

WP_014134485.1
NC_016109.1:1487320-1491069                           
Kitasatospora setae KM-6054                           

DUF2625   ?  Tox-CompNuc* WXG DUF5995

WP_168653765.1
NZ_VIKV01000276.1:9957-14617                          
Dolichospermum sp. UHCC 0299                          

S1 S1 S1   ?    ?  Tox-CompNuc*   ?  

WP_016122991.1
NZ_KB976832.1:10606-14805                             
Bacillus cereus VD184                                 

  ?  SBP_bac_5 Tox-CompNuc*   ?    ?  

WP_016540029.1
NZ_ASQH01000001.1:290479-296245                       
Acinetobacter gyllenbergii CIP 110306 = MTCC 11365    

Tox-CompNuc*   ?  Tox-PLDMTX MoeA_N MoeA_C SRAP

WP_049627866.1
NZ_KQ236689.1:1903754-1906781                         
Bacillus sp. JFL15                                    

OMPdecase SIS ComJ Tox-CompNuc* DUF2680

WP_017327061.1
NZ_CM001776.1:3433950-3447009                         
Synechococcus sp. PCC 7336                            

DDE_Tnp_1 RHS_repeat RHS BetaPropeller RHS RHS_repeat RHS_repeat RHS_repeat RHS_repeat RHS_repeat RHS_repeat RHS_repeat RHS RHS RHS Tox-CompNuc*   ?  HD DDE_Tnp_IS1 Zn_Tnp_IS1

WP_017696127.1
NZ_ANIP01000019.1:38114-43015                         
Bacillus subtilis S1-4                                

Glyco_hydro_1 ComJ Tox-CompNuc* SIS CACHE MCPsignal

WP_021723943.1
NZ_CBMK010000011.1:336265-340036                      
Avibacterium paragallinarum JF4211                    

Fil_haemagg_2   ?    ?  Tox-CompNuc* PT-VENN

WP_018356622.1
NZ_BBIX01000009.1:160035-163106                       
Rodentibacter pneumotropicus                          

DUF637 Ntox7   ?  Tox-CompNuc*   ?  Tox-ART-RSE

WP_018532899.1
NZ_KB891819.1:24500-28099                             
Streptomyces sp. HmicA12                              

  ?  Tox-CompNuc*   ?  DUF2625 WXG

WP_026448798.1
NZ_KB913024.1:518812-525612                           
Actinopolyspora mortivallis DSM 44261                 

YbaB_DNA_bd T7SS_ESX_EspC   ?  Peripla_BP_2 WXG Tox-Caspase Tox-CompNuc*

WP_020582796.1
NZ_JOJP01000001.1:2478800-2481840                     
Endozoicomonas elysicola                              

2TM-pepa MPTase-PVC Tox-CompNuc* Tox-PLA2   ?  

WP_020618819.1
NZ_KB899665.1:344424-348708                           
Paenibacillus daejeonensis DSM 15491                  

FecCD ABC_tran Tox-CompNuc*   ?  Aldedh

WP_157357727.1
NZ_ARVW01000001.1:8712351-8719529                     
Amycolatopsis nigrescens CSC17Ta-90                   

  ?  FtsK FtsK FtsK   ?  YbaB_DNA_bd WXG Tox-CompNuc*

WP_021670754.1
NZ_KI259546.1:172-1792                                
Prevotella sp. F0091                                  

  ?  RHS DNase_NucA_NucB*

WP_023171907.1
NC_022600.1:668913-676967                             
Gloeobacter kilaueensis JS1                           

SDF Tox-CompNuc* HEAT Calcineurin rve_3 HIN-HTH

WP_227169110.1
NZ_JAJCRP010000008.1:35090-37227                      
Enterocloster lavalensis                              

PTS-HPr DUF2625 Tox-CompNuc* WXG   ?  

WP_036723551.1
NZ_ASSC01000411.1:13129-15498                         
Paenibacillus forsythiae T98                          

Ferretin   ?  YolD Tox-CompNuc*   ?  

WP_155891775.1
NZ_AUKG01000001.1:318364-322030                       
Conexibacter woesei Iso977N                           

  ?  Glyco_tranf_2_3   ?  Tox-CompNuc* HTH

WP_209440784.1
NZ_KI421511.1:4564086-4568411                         
Amycolatopsis thermoflava N1165                       

WXG100   ?    ?  DUF2625 T7SS_signal Tox-CompNuc*

WP_053226366.1
NZ_AUIK01000020.1:145315-149604                       
Solirubrobacter soli DSM 22325                        

YCII DUF6596 Sigma70_r4_2 Sigma70_r2 ZnR Tox-CompNuc Excalibur*   ?  

WP_232543001.1
NZ_BMUB01000001.1:77750-81448                         
Kitasatospora aureofaciens                            

DUF2625 WXG   ?    ?  Tox-CompNuc*

WP_157856016.1
NZ_JOAP01000078.1:10055-13808                         
Streptomyces aureocirculatus                          

  ?  Tox-CompNuc*   ?    ?  HTH_Tnp_4 DDE_Tnp_4

WP_034320729.1
NZ_JAVIKA010000007.1:83606-90742                      
Bacillus zhangzhouensis                               

CACHE HAMP MA Tox-CompNuc* ComJ Hydantoinase_B Hydant_A_C Hydantoinase_A Hydant_A_N

WP_198026084.1
NZ_AXCZ01000220.1:551-3597                            
Cellulomonas bogoriensis 69B4 = DSM 16987             

DSBH Fic_N DOC Tox-CompNuc*

WP_035280124.1
NZ_AYXG01000058.1:106-1470                            
Actinokineospora spheciospongiae                      

Tox-CompNuc* DUF6461 DUF397

WP_036280167.1
NZ_CP014476.1:583373-585700                           
Methylomonas denitrificans                            

cHTH   ?  Tox-CompNuc*   ?    ?  

WP_207528925.1
NZ_CP062974.1:276688-288966                           
Pontibacillus sp. ALD_SL1                             

Cpn10 Hsp60 Prophage_tailD1 DUF6531 VirB9 Concanavalin-like RHS_repeat Concanavalin-like Concanavalin-like RHS RHS Tox-CompNuc* Imm-ComJ AAA_15 OLD-like_TOPRIM

WP_159024386.1
NZ_KL997392.1:24133-31260                             
Streptomyces scabiei                                  

nSTAND1 BetaPropeller Sigma70_r2 Sigma70_r4_2   ?  STY-kinase Tox-CompNuc*

WP_121873925.1
NZ_JACEIS010000004.1:302020-305998                    
Thermoactinomyces vulgaris                            

DUF6198 Phage_int_SAM_4 Phage_integrase Glyco_hydro_4C Glyco_hydro_4 Tox-CompNuc*   ?  

WP_040952190.1
NZ_CBQR020000148.1:354-2051                           
Gorillibacterium massiliense                          

Acetylase Tox-CompNuc*   ?  

WP_200890781.1
NZ_JXRA01000084.1:16141-18368                         
Pedobacter lusitanus                                  

  ?  SUKH-SMI1 RHS Tox-CompNuc*

WP_042372003.1
NZ_BBPO01000050.1:30362-34360                         
Streptacidiphilus neutrinimicus                       

  ?  Tox-CompNuc* WXG GHMP_kinases_C DUF2625

WP_143094176.1
NZ_BBPN01000005.1:81425-86199                         
Streptacidiphilus jiangxiensis                        

  ?    ?    ?  Tox-CompNuc* DDE_Tnp_1 DUF4096

WP_045313818.1
NZ_JYJG01000172.1:28995-31811                         
Lentzea aerocolonigenes                               

  ?  Tox-CompNuc*   ?  Phosphoesterase RbpA

WP_158408141.1
NZ_CP011545.1:320616-325516                           
Corynebacterium testudinoris                          

  ?    ?  His_Phos_1 His-Kinase Tox-CompNuc*

WP_199829192.1
NZ_LGCV01000387.1:31187-35480                         
Streptomyces rimosus subsp. pseudoverticillatus       

VYM-VanZ-1 PepSYl-VZa   ?    ?    ?  T7SS_signal Tox-CompNuc*

WP_054050877.1
NZ_LN850107.1:4318600-4321628                         
Alloactinosynnema sp. L-07                            

DUF397 Tox-CompNuc* DUF3087 PSBP DUF6461

WP_157368192.1
NZ_LN850107.1:5350292-5352388                         
Alloactinosynnema sp. L-07                            

  ?    ?  DUF397 Tox-CompNuc* HTH_17

WP_173546076.1
NZ_LIYJ01000011.1:60354-64675                         
Taylorella equigenitalis                              

RHS HNHGH-E DUF6707 RHS Tox-CompNuc*

WP_205630872.1
NZ_CP013068.1:2992007-2998292                         
Pannonibacter phragmitetus                            

GreA_GreB_N GreA_GreB CPSase_L_D2 CPSase_L_D3 DADA-Ligase MGS Imm-SUKH-SMI1 Tox-CompNuc* T2SSG

WP_164716815.1
NZ_RXHU01000115.1:21087-24426                         
Paenibacillus whitsoniae                              

  ?  ABC2_membrane DUF4162 ABC_tran Tox-CompNuc* Cupin_5

WP_187385762.1
NZ_CABKUT010000006.1:184123-187800                    
Gorillibacterium timonense                            

Arm-DNA-bind_4 Phage_int_SAM_3 Phage_integrase Phage_holin_5_1 Abhydrolase_1   ?  Tox-CompNuc*

WP_061802926.1
NZ_FOXX01000031.1:1-4389                              
Priestia endophytica DSM 13796                        

VWA Tox-CompNuc* DUF5068 DUF4352   ?  

WP_142613531.1
NZ_VIJZ01000007.1:22352-27477                         
Paenibacillus ottowii                                 

Acetylase   ?  Tox-CompNuc*   ?    ?  

WP_107226072.1
NZ_PYNG01000069.1:885-7833                            
Photobacterium kishitanii                             

RDD-MoxR SMI1_KNR4 Tox-CompNuc*   ?  DUF6531 RHS_repeat RHS_repeat RHS_repeat RHS RHS Tox-WHH

WP_217493594.1
NZ_MDJS01000001.1:572294-577029                       
Mucilaginibacter sp. PPCGB 2223                       

DUF2625 Methyltransf_25 PVC-AAA MPTase-PVC Tox-CompNuc* Metallopeptidase

WP_216636495.1
NZ_LUTW01000002.1:940954-949459                       
Endozoicomonas ascidiicola                            

MPTase-Lit DUF2625 type_II_gspD_N0 Secretin_N Secretin_N Secretin_N Secretin RHS_repeat RHS RHS RHS RHS RHS_repeat RHS Tox-CompNuc*   ?  

WP_067648236.1
NZ_KQ961027.1:341269-344403                           
Agrobacterium bohemicum                               

PAAR_motif   ?  Tox-CompNuc* Imm-ComJ HTH_29

WP_171973209.1
NZ_LYBV02000030.1:11062-25613                         
Saccharicrinis aurantiacus                            

  ?    ?  Imm-SUKH-SMI1 Fib_succ_major He_PIG BiPBP_C RHS RHS Tox-CompNuc*

WP_125461015.1
NZ_CP017253.2:1434892-1439074                         
Clostridium taeniosporum                              

FUSC DUF2625 DDE_Tnp_1 RHS Tox-CompNuc*   ?  

WP_069715849.1
NZ_MJEH01000005.1:25410-30308                         
Bacillus solimangrovi                                 

SRAP Cu_amine_oxidN1 Tox-CompNuc* Aminotran_1_2 FAD-dep-reductase RlaP

WP_073537395.1
NZ_CP018335.1:454379-459414                           
Clostridium kluyveri                                  

SUKH_5   ?  Tox-CompNuc* DUF2625 SUKH-SMI1

WP_218596924.1
NZ_CAWMVK010000020.1:1-3271                           
Chroogloeocystis siderophila 5.2 s.c.1                

Uma2 Putative_PNPOx Putative_PNPOx Tox-CompNuc*

WP_235718449.1
NZ_JAHBOJ010000002.1:182194-190185                    
Mycolicibacterium goodii                              

DUF4262 DUF4259   ?    ?  HTH_Tnp_1 Tox-CompNuc*

WP_076758190.1
NZ_JARMMH010000007.1:21413-25049                      
Bacillus swezeyi                                      

ComJ Tox-CompNuc*   ?  Glyco_hydro_1 STY-kinase

WP_179111362.1
NZ_BAYH01000006.1:57041-62154                         
Corynebacterium glutamicum                            

GFO_IDH_MocA GFO_IDH_MocA_C   ?    ?  Tox-CompNuc*   ?  

WP_077841067.1
NZ_JABTAE010000001.1:1339828-1351306                  
Clostridium beijerinckii                              

DUF2625 Tox-CompNuc* UPF0167 Mcm10 DUF6531 RHS_repeat Concanavalin-like Concanavalin-like RHS RHS PTX RHS Tox-LHH PTX RHS W-TIP

WP_139360399.1
NZ_MAEY01000027.1:9414-13924                          
Mycobacterium sp. D16Q16                              

DUF3052   ?  AhpC-TSA Tox-CompNuc*   ?  

WP_078994939.1
NZ_MSTN01000023.1:19099-21071                         
Bacillus thuringiensis                                

Phage_integrase YueH Tox-CompNuc*   ?    ?  

WP_216353026.1
NZ_NAGZ01000028.1:1-1433                              
Snodgrassella alvi                                    

Imm-ComJ   ?  RHS Tox-CompNuc*

WP_143811035.1
NZ_CYGY02000049.1:66049-71604                         
Paraburkholderia piptadeniae                          

  ?    ?    ?  Tox-CompNuc* GntR-HTH Aminotran_1_2

WP_176929404.1
NZ_FNET01000001.1:427597-434716                       
Lentzea albidocapillata subsp. violacea               

RicinB-lectin   ?  LuxR-HTH TPR_MalT SWACOS Tox-CompNuc*   ?  

WP_091447748.1
NZ_FMZZ01000001.1:529318-532735                       
Actinokineospora iranica                              

Acetylase Tox-CompNuc* DUF6461 HisKA_3 Transglut_core3

WP_091882063.1
NZ_FNIY01000004.1:392225-397162                       
Phyllobacterium sp. OV277                             

Imm-ComJ Tox-CompNuc* DUF4123 Phage_GPD VgrG Imm-ComJ

WP_092477718.1
NZ_FOHN01000009.1:124536-127658                       
[Clostridium] polysaccharolyticum                     

Tox-AHH DUF1629 Tox-CompNuc* DUF2625 HNH

WP_176786587.1
NZ_FNPL01000009.1:112328-115283                       
Thermoactinomyces sp. DSM 45892                       

  ?  ParB   ?  DnaB_C Tox-CompNuc*

WP_167545318.1
NZ_FOWC01000003.1:167365-171025                       
Amycolatopsis rubida                                  

MLTR_LBD HTH   ?    ?  adh_short COesterase Tox-CompNuc*

WP_094007650.1
NZ_NMUK01000075.1:10012-14252                         
Amycolatopsis sp. KNN50.9b                            

  ?    ?  WXG Tox-CompNuc*   ?  4HBT_3

WP_162125762.1
NZ_OCND01000001.1:143129-152573                       
Pseudoxanthomonas wuyuanensis                         

STY-kinase TPR TPR TPR   ?  EamA EamA   ?  RHS_repeat RHS RHS Tox-CompNuc*

WP_097122419.1
NZ_OCND01000006.1:125803-136340                       
Pseudoxanthomonas wuyuanensis                         

HTH_Tnp_1 HTH_21 rve rve_2 RHS Tox-CompNuc* RnasePH RnasePH KH_1 S1 Imm-ComJ RHS_repeat RHS RHS FN3 IG

WP_098192119.1
NZ_CP023777.1:70245-73679                             
Chitinophaga caeni                                    

  ?    ?  RHS Tox-CompNuc*   ?  RHS

WP_098869488.1
NZ_NUKS01000004.1:20941-23145                         
Bacillus cereus                                       

  ?  Tox-CompNuc*   ?    ?    ?  

WP_196567929.1
NZ_JADRYY010000021.1:57116-63154                      
Proteus alimentorum                                   

  ?  Autotransporter PATR PAP2-diffusible-family1 SUKH-SMI1 Tox-CompNuc* Y1_Tnp

WP_123827402.1
NZ_FXTU01000001.1:200817-205335                       
Laceyella tengchongensis                              

  ?  Tox-CompNuc* CarboxypepD_reg CarboxypepD_reg AAA_15

WP_103781597.1
NZ_PQSS01000013.1:95552-109855                        
Streptomyces sp. Ru71                                 

SPVB RHS RHS RHS Tox-CompNuc* BetaPropeller BiPBP_C LamininG LamininG   ?  SUKH-SMI1 GMC_oxred_C

WP_106345118.1
NZ_PVNE01000011.1:86005-88638                         
Planifilum fimeticola                                 

Methyltransf_25 Tox-CompNuc*   ?  gerPA AhpC-TSA

WP_107728531.1
NZ_PZZP01000004.1:46313-55788                         
Desmospora activa DSM 45169                           

  ?  DUF2625 SPVB RHS RHS_repeat RHS_repeat RHS_repeat RHS_repeat RHS RHS RHS Tox-CompNuc* NUDIX CT_A_B

WP_107731801.1
NZ_QARW01000002.1:1295168-1297568                     
Chromobacterium haemolyticum                          

Imm-ComJ Tox-CompNuc*   ?  RHS RHS Endonuclea_NS_2

WP_108025354.1
NZ_QBKR01000022.1:39795-43099                         
Melghirimyces profundicolus                           

Peptidase_S15 Tox-CompNuc* ISOCOT DLH TGase

WP_229203545.1
NZ_QGDT01000038.1:89-1865                             
Dyadobacter jejuensis                                 

SUKH-SMI1 HTH_3 Tox-CompNuc*

WP_146241427.1
NZ_QHCP01000019.1:70395-74284                         
Actinokineospora spheciospongiae                      

HTH_31 DUF5753 DUF397 Tox-CompNuc* DUF6461 AMP-binding_C AMP-binding

WP_113641586.1
NZ_QEQT01000041.1:66086-71267                         
Prauserella sp. PE36                                  

  ?  DUF2625 WXG Tox-CompNuc* WXG min-wnt   ?  

WP_113050225.1
NZ_UATJ01000012.1:45470-48408                         
Paenibacillus polymyxa                                

  ?    ?  Tox-CompNuc*   ?  DUF4404

WP_158578884.1
NZ_QMEY01000023.1:58435-63860                         
Spongiactinospora rosea                               

Glyoxalase_6   ?  Lpp-LpqN RHS RHS RHS HINT Tox-CompNuc* Glyoxalase_6

WP_158537884.1
NZ_QQAR01000014.1:2215-11893                          
Flavobacterium sp. AG291                              

SPVB RHS T2SSF T2SSF   ?  DUF6443 RHS RHS Tox-CompNuc*   ?  

WP_116178353.1
NZ_CP144375.1:6991537-6994818                         
Kutzneria buriramensis                                

DUF397 WXG Tox-CompNuc*   ?    ?  

WP_162941793.1
NZ_DAHXMD010000044.1:72322-80211                      
Desertimonas flava                                    

  ?    ?    ?  BetaPropeller RHS Tox-CompNuc* Tox-REase-4 AAA_14

WP_121147449.1
NZ_RCCS01000008.1:144596-148659                       
Tenacibaculum discolor                                

  ?    ?  RHS Tox-CompNuc* SMI1_KNR4 DUF1508

WP_121984820.1
NZ_CP143959.1:57630-60712                             
Bacillus amyloliquefaciens                            

Tox-CompNuc* cHTH   ?    ?    ?  

WP_125888810.1
NZ_RHRV01000011.1:3558-7534                           
Pseudomonas luteola                                   

RHS Tox-WHH SMI1_KNR4 RHS Tox-CompNuc* Imm-ComJ DUF4303

WP_234841315.1
NZ_RPNL01000045.1:1-3984                              
Sinorhizobium meliloti                                

Imm-ComJ type_II_gspD_N0 Secretin_N Secretin_N Secretin_N Secretin RHS Tox-CompNuc*

WP_127767095.1
NZ_SADE01000003.1:358292-361841                       
Hwanghaeella grinnelliae                              

  ?    ?  RHS Tox-CompNuc* SMI1_KNR4   ?  

WP_127803947.1
NZ_CP029344.1:817705-820159                           
Hydrogenophaga sp. NH-16                              

Receiver   ?  Tox-CompNuc* ThiS-like   ?  

WP_128376843.1
NZ_RPDJ01000002.1:349486-353232                       
Streptomyces cavernae                                 

DUF1963 Tox-CompNuc*   ?  DDE_Tnp_1_6 DUF2625

WP_129005416.1
NZ_SDHZ01000004.1:7806-20954                          
Filimonas effusa                                      

EzrA OmpA-beta-barrel SPVB RHS SprB DUF6443 RHS RHS Tox-CompNuc*   ?    ?  

WP_129244390.1
NZ_JABZEL010000008.1:1730273-1734329                  
Streptomyces sioyaensis                               

DUF2625   ?  Tox-CompNuc* WXG ADH_N ADH_zinc_N_2

WP_129292053.1
NZ_RDTE01000001.1:311252-316681                       
Streptomyces lydicus                                  

  ?  Tox-CompNuc*   ?  Methyltransf_19   ?  

WP_130511795.1
NZ_SHKY01000001.1:5662641-5671626                     
Krasilnikovia cinnamomea                              

ROT RHS RHS PT-HINT Tox-CompNuc* Imm-SUKH-SMI1 T6SS_Tdi1_C HTH_Tnp_1

WP_132306509.1
NZ_SLVP01000002.1:764869-787809                       
Paenibacillus sp. BK033                               

DUF2625 Subtilisin DUF6531 RHS_repeat RHS_repeat RHS RHS RHS_repeat RHS RHS RHS_repeat RHS Tox-CompNuc* Trypsin RCC1_2 RCC1_2 RCC1 RCC1 RCC1 RCC1 RCC1 RCC1 RCC1 RCC1 RCC1 BNR_2 FN3 FN3 RCC1_2 RCC1_2 RCC1_2 RCC1_2 RCC1 RCC1 RCC1 RCC1 RCC1 RCC1 RCC1 RCC1 BNR_2 BNR_2 FN3 FN3

WP_198325177.1
NZ_CP037953.1:4085408-4089644                         
Permianibacter aggregans                              

  ?    ?  Phage_int_SAM_4 Phage_integrase Tox-CompNuc* SMI1_KNR4

WP_133847073.1
NZ_SNXZ01000001.1:51148-58329                         
Labedaea rhizosphaerae                                

DUF2398 Tox-CompNuc*   ?    ?  AAA_23 SbcC_Walker_B

WP_133848072.1
NZ_SNXZ01000001.1:1341735-1345309                     
Labedaea rhizosphaerae                                

YbaB_DNA_bd   ?  WXG Tox-CompNuc*   ?    ?  

WP_133906875.1
NZ_SOCP01000015.1:120796-125322                       
Actinophytocola oryzae                                

FCD GntR-HTH   ?  Tox-CompNuc* ABC_tran oligo_HPY ABC_tran oligo_HPY BPD_transp_1

WP_206751350.1
NZ_SOHQ01000013.1:86608-91367                         
Cryobacterium psychrophilum                           

OsmC   ?  PBPII HTH_1 ADH_N ADH_zinc_N PT-HINT Tox-CompNuc*

WP_135527634.1
NZ_SRLH01000011.1:3591-10836                          
Flavobacterium humi                                   

DUF6443 RHS RHS ART-RSE   ?  RHS Tox-CompNuc*   ?    ?  

WP_138408068.1
NZ_QLAE01000011.1:69651-84974                         
Stutzerimonas nosocomialis                            

GTP_EFTU GTP_EFTU_D2 EFG_C BipA_C TPS Fil_haemagg FilH FilH FilH FilH FilH Fil_haemagg_2 DUF637N DUF637 Tox-CompNuc* Imm-ComJ Amidohydro_1 POTRA_2 ShlB

WP_172627022.1
NZ_CAADFB020000035.1:29549-33777                      
Bradyrhizobium ivorense                               

  ?  Tox-CompNuc* Imm-ComJ   ?    ?  

WP_139864168.1
NZ_CAADFC020000032.1:163867-173132                    
Bradyrhizobium ivorense                               

  ?  Tox-CompNuc* Autotransporter PATR PATR PATR PATR TPR TPR Caspase HTH

WP_145333508.1
NZ_VEIO01000002.1:570450-572529                       
Paenibacillus xylanexedens                            

  ?  SecB   ?  Tox-CompNuc*   ?  

WP_146359128.1
NZ_VOBR01000037.1:3477-7020                           
Lentzea tibetensis                                    

ISOCOT Tox-CompNuc*   ?    ?  HTH TPR

WP_146551797.1
NZ_VCBM01000001.1:1253712-1259346                     
Rummeliibacillus sp. SL167                            

DUF2625 LXG PT-COG5412 Tox-CompNuc* SMI1_KNR4 PT-COG5412 WHH Ribonuclease

WP_147581952.1
NZ_CP042831.1:583456-594232                           
Flavobacterium alkalisoli                             

HTH_18 DSBH   ?  DUF6443 RHS DNase_NucA_NucB* SPVB RHS Por_Secre_tail

WP_149699188.1
NZ_FRCN01000020.1:70826-80605                         
Chitinophaga sp. CF418                                

  ?  SPVB RHS DUF6443 RHS RHS Tox-CompNuc* SMI1_KNR4   ?  

WP_150068786.1
NZ_JBEPDJ010000023.1:64852-70879                      
Saccharopolyspora hirsuta                             

DUF6531 RHS RHS RHS_repeat RHS_repeat RHS   ?  T7SS_signal Tox-CompNuc*   ?    ?  

WP_204367475.1
NZ_ANAZ01000033.1:67497-69355                         
Nocardiopsis valliformis DSM 45023                    

  ?  Tox-CompNuc*   ?  

WP_154077217.1
NZ_CP045929.1:3182548-3186431                         
Allosaccharopolyspora coralli                         

  ?  T7SS_signal Tox-CompNuc* HAD   ?    ?  

WP_158044667.1
NZ_CP030265.1:1763524-1772603                         
Skermanella pratensis                                 

SPVB BetaPropeller RHS_repeat DUF6443 RHS RHS HINT Tox-CompNuc*   ?  HAD   ?  

WP_158826717.1
NZ_WSRW01000002.1:813323-822616                       
Mucilaginibacter lacusdianchii                        

  ?  Imm-SUKH-SMI1 DUF6443 RHS Tox-CompNuc* SPVB RHS   ?  

WP_158840541.1
NZ_ML775960.1:259407-263213                           
Saccharothrix deserti                                 

HTH_3 DUF6461 Tox-CompNuc* ECF_trnsprt APH

WP_159295142.1
NZ_CACSGR010000007.1:1-2928                           
Tenacibaculum maritimum                               

  ?  RHS Tox-CompNuc* SUKH-SMI1 RHS RHS Tox-ParBL1

WP_160138284.1
NZ_WXVU01000009.1:51926-61517                         
Chryseobacterium sp. c4a                              

Por_Secre_tail SPVB RHS DUF6443 RHS Tox-CompNuc*   ?  MarR-HTH

WP_161479594.1
NZ_WXEW01000003.1:243978-260869                       
Herbidospora solisilvae                               

Cas_Cas2CT1978   ?  DUF6531 RHS LamininG RHS RHS RHS RHS_repeat RHS_repeat RHS_repeat RHS_repeat RHS RHS Tox-CompNuc* DUF4240   ?  

WP_204825230.1
NZ_CP117876.1:4091311-4098225                         
Paenibacillus sp. KACC 21273                          

  ?  Tox-CompNuc* Spo0M CBS ABC_tran 4HB_MCP_1 HAMP MA

WP_222853330.1
NZ_WOTN01000001.1:361536-367492                       
Fodinicola acaciae                                    

DUF4396   ?  Imm-SUKH-SMI1 WXG Tox-CompNuc* Amidohydro_1 PD40 BetaPropeller

WP_166223203.1
NZ_CP049801.1:1639138-1645072                         
Acinetobacter shaoyimingii                            

VWA PALP Tox-CompNuc* MoeA_N CBS

WP_167163909.1
NZ_BAAAOO010000012.1:207909-211356                    
Brooklawnia cerclae                                   

  ?  WXG Tox-CompNuc* SMI1_KNR4 HTH_Tnp_1 rve rve_2

WP_167969212.1
NZ_VSRL01000001.1:75525-80063                         
Lentzea indica                                        

  ?  DUF6461 Tox-CompNuc* Hydrolase_4 TRPR-HTH N_BRCA1_IG

WP_169346113.1
NZ_JABBJJ010000079.1:21515-32628                      
Pyxidicoccus fallax                                   

Imm11 AHH SPVB BetaPropeller RHS RHS RHS HINT Tox-CompNuc* Vps62 KELCH

WP_173242293.1
NZ_CP053904.1:2319909-2327658                         
Hymenobacter sp. BRD67                                

RHS RHS DUF6443 RHS RHS Tox-CompNuc* DDE_3 HTH_32

WP_179031367.1
NZ_CP041731.1:1833314-1836991                         
Paenibacillus kribbensis                              

Tox-CompNuc* Glycos_transf_2   ?  SUN Discoidin

WP_218942391.1
NZ_JABZED010000056.1:109147-111663                    
Salinispora sp. H7-4                                  

  ?    ?  HINT Tox-CompNuc*

WP_180750708.1
NZ_JACCFF010000003.1:376913-381764                    
Mycobacteroides sp. LB1                               

  ?  DUF2625 Tox-CompNuc TFIIA*   ?  MuF

WP_183598296.1
NZ_JACHXK010000002.1:567935-573039                    
Paenibacillus phyllosphaerae                          

  ?  Glucosaminidase Tox-CompNuc* DUF212 2-Hacid_dh 2-Hacid_dh_C

WP_184709698.1
NZ_JACHKZ010000019.1:249-7232                         
Comamonas odontotermitis                              

PAAR_motif DUF6531 RHS_repeat RHS RHS_repeat RHS_repeat RHS   ?  RHS Tox-CompNuc* Imm-ComJ

WP_184732192.1
NZ_JACHIW010000002.1:2038264-2041569                  
Saccharopolyspora phatthalungensis                    

  ?    ?  T7SS_signal Tox-CompNuc*   ?  DUF2625

WP_184926140.1
NZ_BMSQ01000027.1:35829-39621                         
Streptomyces spectabilis                              

  ?    ?  Tox-CompNuc*   ?    ?  

WP_186718217.1
NZ_JACNME010000005.1:109085-112670                    
Quadrisphaera sp. RL12-1S                             

WXG   ?  WXG Tox-CompNuc* SMI1_KNR4 Glyoxalase

WP_229750094.1
NZ_BMHP01000001.1:1402434-1405633                     
Paenibacillus nasutitermitis                          

  ?    ?  zf-TFIIB Sulfatase Tox-CompNuc*

WP_189223462.1
NZ_BMRG01000004.1:161560-164336                       
Saccharothrix coeruleofusca                           

DUF2625 Tox-CompNuc* WXG   ?  LuxR-HTH Receiver

WP_189255448.1
NZ_BMRE01000018.1:16763-20737                         
Lentzea flava                                         

Aminotran_1_2   ?  Tox-CompNuc* DUF6461   ?  

WP_189959145.1
NZ_BMVG01000057.1:1917-7446                           
Streptomyces alanosinicus                             

TetR-HTH TetR_C_1 RicinB-lectin Tox-CompNuc* DUF1963 Amidohydro_2 Rng_hyd_C FAD_binding_3

WP_190925567.1
NZ_JACXJA010000006.1:90619-94667                      
Paenibacillus oceani                                  

  ?  HTH_18 DSBH Tox-CompNuc* SIS_2 CTP_transf_like

WP_193199654.1
NZ_JACXXN010000039.1:25154-29452                      
Nostoc sp. MG11                                       

Imm-SUKH-SMI1 TPR Tox-CompNuc* SnoaL ParB-HTH

WP_228549992.1
NZ_CP063056.1:1415873-1421915                         
Rodentibacter haemolyticus                            

Fil_haemagg_2 PT-VENN DUF6862 Tox-NucA   ?    ?  PT-VENN Tox-CompNuc* Tox-Deam-DxE

WP_233164543.1
NZ_JAELTN010000006.1:12015-21823                      
Pedobacter sp. ASV28                                  

  ?    ?  RHS Por_Secre_tail DUF6443 RHS Tox-CompNuc*

WP_202611965.1
NZ_JAABLV010000006.1:1-2995                           
Proteus sp. G2671                                     

SUKH-SMI1 PT-VENN Tox-CompNuc* Fil_haemagg_2

WP_203716111.1
NZ_BONE01000040.1:57148-72725                         
Asanoa siamensis                                      

IG LamininG LamininG SPVB RHS_repeat RHS HINT Tox-CompNuc*   ?  FtsX MacB_PCD

WP_206806756.1
NZ_JAFJMJ010000002.1:1450217-1455746                  
Amycolatopsis sp. 195334CR                            

Tox-CompNuc* T6SS_Tdi1_C Abhydrolase_8 WXG   ?    ?  

WP_207252279.1
NZ_JAFMPM010000008.1:515669-520959                    
Thiothrix fructosivorans                              

ClpABC-AAA ClpABN-AAA Clp_N Clp_N Imm-ComJ Tox-CompNuc* Mrr_N Mrr_cat Transgly_assoc

WP_207540989.1
NZ_JAFEUU010000023.1:44802-48143                      
Sabulicella rubraurantiaca                            

  ?    ?  Tox-CompNuc* Receiver S1COLD S1COLD

WP_207994124.1
NZ_JAGDQK010000016.1:110695-113772                    
Bacillus sp. XF8                                      

PTS_2-RNA Tox-CompNuc* Imm47   ?  DUF2625

WP_209401310.1
NZ_JAGIYQ010000001.1:133088-138220                    
Gottfriedia endophytica                               

SpoIISA_toxin   ?  Tox-CompNuc* PadR-HTH   ?  

WP_209860764.1
NZ_JBEPOF010000001.1:3281211-3290641                  
Chitinophaga sp. OAE865                               

  ?  SPVB RHS DUF6443 RHS RHS RHS RHS Tox-CompNuc* SUKH-SMI1   ?  

WP_209949270.1
NZ_JAGGJU010000018.1:32991-36971                      
Rhizobium halophytocola                               

GAD-like T6SS_Tdi1_C Imm-ComJ Tox-CompNuc* DUF4123 PAAR_motif

WP_210496019.1
NZ_JAFMTB010000004.1:156948-161184                    
Patulibacter sp. SYSU D01012                          

G3P_acyltransf   ?  Tox-CompNuc* Amino_oxidase Caroten_synth

WP_210971676.1
NZ_JAGPXE010000009.1:249108-253462                    
Saccharopolyspora endophytica                         

  ?    ?  T7SS_signal Tox-CompNuc*   ?  S-AdoMet_synt_N S-AdoMet_synt_M S-AdoMet_synt_C

WP_211469309.1
NZ_JAGSXH010000065.1:3834-7326                        
Actinocrinis puniceicyclus                            

DUF2625   ?  Tox-CompNuc*   ?    ?  

WP_211627846.1
NZ_CP070897.1:2848570-2852473                         
Leptolyngbya sp. 7M                                   

DSBH   ?  Tox-CompNuc* Imm-ComJ DUF5953

WP_211972340.1
NZ_JAGTXB010000003.1:189759-198867                    
Chitinophaga hostae                                   

  ?    ?  DUF6443 RHS RHS DNase_NucA_NucB* SPVB RHS Por_Secre_tail

WP_214244103.1
NZ_JAHCSG010000003.1:297832-303316                    
Williamsia sp. CHRR-6                                 

  ?  Tox-CompNuc* DOC SBP_bac_5 HAD

WP_214428065.1
NZ_JAHBOI010000007.1:163206-174886                    
Paenarthrobacter sp. DKR-5                            

  ?  Imm-SUKH-SMI1 SPVB RHS RHS RHS Tox-CompNuc* Big_13 LamininG   ?  

WP_216577069.1
NZ_JAHLQC010000053.1:328-1623                         
Falcatimonas sp. MSJ-15                               

DUF2625 Tox-CompNuc*

WP_232887539.1
NZ_CP093332.1:2001444-2003637                         
Buttiauxella ferragutiae                              

  ?  Tox-CompNuc*   ?  ParD_antitoxin SymE_toxin

WP_221660600.1
NZ_JAASHJ010000005.1:295415-297251                    
Bacillus cereus                                       

dUTPase_2   ?  Tox-CompNuc*   ?    ?  

WP_224977436.1
NZ_JAIUKC010000005.1:10656-17550                      
Saccharopolyspora sp. 7B                              

  ?  T7SS_signal Tox-CompNuc*   ?  ABC_tran ABC_tran

WP_225253252.1
NZ_JAIWNC010000001.1:512370-518646                    
Jidongwangia harbinensis                              

LANC_like STY-kinase PT-lyase DUF4394 Tox-CompNuc*   ?    ?  

WP_229524483.1
NZ_JAFFQR010000064.1:231852-235404                    
Paenibacillus farraposensis                           

HAMP His_kinase His-Kinase Tox-CompNuc*   ?    ?  DUF6774

WP_230239938.1
NZ_JAJKLL010000001.1:1017420-1024282                  
Streptomyces sp. MNU89                                

DUF5959 Fascin Tox-CompNuc*   ?    ?  

WP_233820718.1
NZ_JAJUWT010000015.1:144364-147803                    
Saccharothrix sp. S26                                 

ArsR-HTH   ?  Tox-CompNuc* YbaB_DNA_bd   ?  


