AAM82813.1
AY123048.1:33-2200
Erwinia pyrifoliae Epl/96

AHK22013.1
CP007230.1:3805439-3808085
Yersinia similis

BAN98237.1
AP012551.1:2784525-2787341
Plautia stali symbiont

CAHO0181416.1
CAKKMY010000120.1:111-2022
Rahnella aquatilis

CQH78884.1
CTJCO01000022.1:7918-10967
Yersinia enterocolitica

EBC9716074.1
AAEWXZ010000039.1:1-2991

Salmonella enterica subsp. enterica serovar Agona

EEY3565518.1
AARUPJ010000323.1:1-1137
Escherichia coli

EGT5208556.1
AAXWAIO10000021.1:17944-21703
Cronobacter sakazakii

EHM4589432.1
ABAIUC010000073.1:17889-20378
Salmonella enterica

ESC16913.1
AYDT01000170.1:3064-5850

Salmonella enterica subsp. enterica serovar Agona str. 0322

HAG1970732.1
DAAXPC010000011.1:109785-116985
Salmonella enterica

HAT2853423.1
DACSPMO10000038.1:38547-41584
Serratia marcescens

HAT3809749.1
DACSWIO10000008.1:4546-9755
Morganella morganii

HBE9181227.1
DAEHFB010000025.1:32511-38242
Serratia fonticola

HCB2577754.1
DAGZUP010000123.1:1-3837
Citrobacter freundii

HCD1877699.1
DAHHSR010000013.1:1-1464
Klebsiella aerogenes

KQN65942.1
LMLJ01000002.1:46052-49752
Serratia sp. Leafb5l

KYP89150.1
LAGQO1000059.1:179783-184820

bacteria symbiont BFol of Frankliniella occidentalis Bacteria.

MBK4237009.1
JAEPFK010000100.1:9280-10636
Enterobacter hormaechei

MBL8210166.1
JAEUQF010000064.1:17403-22794
Bryobacterales bacterium

MBN5241211.1
JAFIZA010000014.1:35970-40405
Serratia marcescens

MBS6013799.1
JAHAHV010000002.1:653972-658487
Enterobacter cloacae

MCF6235721.1
JAKITIO10000005.1:164026-172064
Gammaproteobacteria bacterium

MCL4872213.1
JAHDWJ010000070.1:1-5936
Anaerolineae bacterium

MCM7982266.1
JAMGNWO10000054.1:364-899
Enterobacter hormaechei

MCR0998710.1
JANIO0S010000011.1:903378-908530
Serratia rubidaea

MJC52044.1
RTAJ01000145.1:1-680

Salmonella enterica subsp. enterica serovar Carno

NUUG66679.1
JABWCWO10000005.1:12039-14959
Enterobacteriaceae bacterium BIT-123

QAS63646.1
CP035214.1:1151448-1157104
Klebsiella michiganensis

QKJ86984.1
CP054212.1:2132102-2136101
Paramixta manurensis

QKJ87818.1
CP054212.1:3016623-3020904
Paramixta manurensis

SFE83534.1
FONBO1000008.1:273981-277773
Phytobacter palmae

STE89083.1
UFZQ01000001.1:4627589-4630949
Escherichia coli

THEO09516.1
SLUD01000749.1:51-500
Kocuria rosea

TQI81328.1
VFMIN1000001.1:4128479-4130946
Serratia fonticola

VDZ68954.1
LR134125.1:288908-293249
Klebsiella aerogenes

VEA68257.1
LR134155.1:309282-314559
Serratia rubidaea

VTP64514.1
LR590463.1:3091078-3095645
Serratia rubidaea

WP_014839084.1
NC 018106.1:4321755-4330198
Klebsiella michiganensis E718

WP_050093692.1
NZ CPWG01000034.1:12721-19063
Yersinia pseudotuberculosis

WP_011192123.1
NC 006155.1:1881416-1884460
Yersinia pseudotuberculosis IP 32953

WP_019077676.1
NZ JAOCES010000016.1:94493-99681
Citrobacter braakii

WP_230328716.1
NZ JADPEVO10000007.1:2288-6161
Citrobacter freundii

WP_145508779.1
NZ CABHWY010000008.1:108750-116603
Yersinia alsatica

WP_085286469.1
NZ CP028946.1:2134291-2138984
Serratia marcescens

WP_229768685.1
NZ CTK001000017.1:1-3877
Yersinia enterocolitica

WP_179257378.1
NZ CP099728.1:3678061-3683662
Pantoea agglomerans

WP_210452361.1
NZ JABEAB010000011.1:104787-109324
Pantoea ananatis

WP_047609150.1
NZ KN549131.1:267649-274777
Rahnella aquatilis

WP_198337842.1
NZ WABLO1000021.1:76489-80959
Pectobacterium parmentieri

WP_240350044.1
NZ JACGFD010000001.1:2931471-2938061
Pectobacterium brasiliense

WP_061324627.1
NZ CP014474.1:4041713-4046822
Serratia rubidaea

WP_126531886.1
NZ JADULKO10000003.1:269494-274263
Serratia rubidaea

WP_016928140.1
NZ_AP019009.1:1970900-1973344
Serratia marcescens

WP_017349277.1
NZ ALXE01000048.1:58276-61600
Pantoea sp. A4

WP_198510892.1
NZ JAGGMQ0O10000001.1:4923341-4925920
Winslowiella toletana

WP_174354117.1
NZ SWDE01000003.1:209976-213551
Serratia proteamaculans

WP_174334663.1
NZ CAMKJIC010000018.1:56468-61368
Serratia fonticola

WP_236545796.1
NZ CP099971.1:1897254-1902150
Enterobacter sp. SM3

WP_179250529.1
NZ CAMISF010000004.1:150279-156668
Serratia fonticola

WP_024549034.1
NZ AWFZ01000029.1:323-2463
Siccibacter turicensis LMG 23730

WP_031521882.1
NZ JMSQ01000008.1:105212-110413
Siccibacter colletis

WP_187506742.1
NZ JACSWY010000002.1:156078-159000
Pantoea agglomerans

WP_036560850.1
NZ JRNIO1000083.1:1-669
Oligella urethralis DNFO0040

WP_166286922.1
NZ CAWPIEO010000005.1:188003-193373
Photorhabdus stackebrandtii

WP_234472763.1
NZ CP009454.1:2152281-2156319
Pantoea rwandensis

WP_050289131.1
NZ CQBP01000026.1:1-4714
Yersinia intermedia

WP_205554242.1
NZ JACHAT010000063.1:22079-25156
Pectobacterium brasiliense

WP_233979167.1
NZ CAKLID0160000012.1:77267-80532
Pectobacterium versatile

WP_174339650.1
NZ JBRWXH010000001.1:1154212-1161057
Enterobacter mori

WP_043085395.1
NZ CP009450.1:4732195-4736509
Pluralibacter gergoviae

WP_233963694.1
NZ CAKLIX010000032.1:175-1660
Pectobacterium versatile

WP_075686368.1
NZ_JBBFSFO10000001.1:896803-901465
Serratia marcescens

WP_229717741.1
NZ CP124242.1:1938465-1942688
Yersinia enterocolitica

WP_144417026.1
NZ CQBP01000022.1:79188-80866
Yersinia intermedia

WP_132499386.1
NZ STJ001000004.1:37985-41349
Pantoea agglomerans

WP_053115879.1
NZ JRXE01000002.1:151686-156339
Winslowiella iniecta

WP_101506818.1
NZ JRZZ01000078.1:469-5987
Erwinia sp. B116

WP_166932430.1
NZ VWXC01000003.1:47732-56961
Candidatus Pantoea communis

WP_059308813.1
NZ CP013990.1:4213061-4217749
Leclercia adecarboxylata

WP_135638662.1
NZ CP038662.1:4593856-4597794
Serratia nematodiphila

WP_207092094.1
NZ JACBKS010000027.1:49161-53293
Pantoea agglomerans

WP_067345206.1
NZ FLOE01000042.1:185604-189389
Marinomonas spartinae

WP_071669203.1
NZ CAXYKA0O10000001.1:137695-144323
uncultured Pantoea sp.

WP_072083688.1
NZ CABHQF010000011.1:52210-55265
Yersinia bercovieri

WP_073584513.1
NZ AP024897.1:1510470-1516903
Vibrio quintilis

WP_084193291.1
NZ AP024861.1:726288-731046
Vibrio aerogenes

WP_079969398.1
NZ MZAP01000025.1:54869-59694

Salmonella enterica subsp. enterica serovar Edinburgh

WP_086113058.1
NZ CAWNHF010000090.1:21448-25216
Xenorhabdus beddingii

WP_092509587.1
NZ CAWNQB0O10000034.1:245048-249389
Xenorhabdus mauleonii

WP_143027107.1
NZ FNAP01000003.1:307805-314082
Rhodospira trueperi

WP_095847899.1
NZ CP014136.1:4321474-4329395
Gibbsiella quercinecans

WP_099319784.1
NZ NQJTO01000021.1:1-898
Erwinia amylovora

WP_100684663.1
NZ PIB001000018.1:34427-38699
Raoultella sp. T31

WP_101825003.1
NZ PJZH01000012.1:116723-123959
Chimaeribacter coloradensis

WP_233985986.1
NZ CAKLIC010000007.1:139-5462
Pectobacterium versatile

WP_104924882.1
NZ CP019063.1:27863-37552
Rahnella sikkimica

WP_245912275.1
NZ CP026377.1:3016998-3023859
Mixta gaviniae

WP_181134769.1
NZ JABDYQ010000010.1:91356-97016
Pantoea ananatis

WP_199776386.1
NZ CP023268.1:3324996-3329191
Serratia sp. MYb239

WP_106475057.1
NZ MNKS01000764.1:1-439
Yersinia pseudotuberculosis

WP_115459071.1
NZ QRAPO1000006.1:173070-177050
Enterobacillus tribolii

WP_230472622.1
NZ MILWO1000025.1:64585-67909
Gibbsiella quercinecans

WP_197653022.1
NZ_JACEXK010000003.1:229523-234318
Serratia marcescens

WP_258452680.1
NZ JALMGIN20000003.1:506729-510221
Rahnella perminowiae

WP_258452538.1
NZ JALMGIN20000003.1:56672-64076
Rahnella perminowiae

WP_171149370.1
NZ JABANZ010000006.1:152179-156585
Erwinia sp. JHO2

WP_238337000.1
NZ JAGGMP010000001.1:4689470-4693909
Erwinia rhapontici

WP_227535215.1
NZ CP085627.1:4557302-4563345
Erwinia rhapontici

WP_238337108.1
NZ JAGGMP010000001.1:3735164-3738758
Erwinia rhapontici

WP_172909930.1
NZ CAWPQC010000022.1:49212-54367

Photorhabdus heterorhabditis subsp. aluminescens

WP_158782759.1
NZ WHOY01000031.1:2372682-2376815
Pantoea sp. BAV 3049

WP_159181223.1
NZ CABWXGO10000119.1:1-451
Klebsiella pneumoniae

WP_160620475.1
NZ CP028271.1:693939-698286
Mixta intestinalis

WP_164124013.1
NZ_JAAJRUO10000027.1:2087-4834
Serratia marcescens

WP_172986782.1
NZ CP054047.1:37454-42274
Yersinia massiliensis

WP_195432514.1
NZ JADNHION10000011.1:98422-106226
Morganella morganii

WP_198774169.1
NZ JAEKCK010000046.1:281-843
Serratia odorifera

WP_199063160.1
NZ JAELTLO10000039.1:42034-46527
Serratia sp. ASV30

WP_208713471.1
NZ CP024768.1:2007020-2010380
Pantoea cypripedii

WP_223538580.1
NZ CP074142.1:4473-3306
Serratia sp. JSRIV0O04

WP_237027728.1
NZ JAESHX010000018.1:43313-50940
Pectobacterium polaris

WP_257757039.1
NZ DALYLWO10000001.1:568636-573334
Pseudescherichia sp.

WP_231311994.1
NZ CP088265.1:2978689-2983875
Leclercia sp. G3L

WP_233480104.1
NZ CP013970.1:2550968-2560629
Erwinia tracheiphila

WP_259268000.1
NZ_ JANUEUO10000004.1:98466-101681
Buttiauxella sp. BIGb0O471
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