
AAN66930.1
AE015451.2:1490338-1496768                              
Pseudomonas putida KT2440                               

APS_kinase GTP_EFTU_D2 GTP_EFTU Imm-ColE7 Pyocin_S Col-Pyo_DNase* Lrp-HTH AsnC_trans_reg Cys_Met_Meta_PP

AIE87468.1
CP007139.1:4470626-4482910                              
Fimbriimonas ginsengisoli Gsoil 348                     

  ?    ?  DUF6531 RHS RHS_repeat RHS_repeat RHS RHS RHS RHS RHS ColE7* GDSL TPR AP-ATPase TPR wHTH-4stranded

AYN06614.1
CP033068.1:2226666-2230851                              
Flavobacterium sp. 140616W15                            

Imm11   ?    ?  GpA_ATPase RHS ColE7*

BBH46043.1
AP019365.1:2822647-2824772                              
Pseudomonas sp. KU43P                                   

RHS RHS ColE7*   ?    ?  

CBL43863.1
FP929140.1:358756-368953                                
gamma proteobacterium HdN1                              

Epimerase   ?  DUF6531 RHS RHS_repeat RHS DUF11 RHS ColE7*   ?  DUF11 RHS prok-SAA

CNI05481.1
CQAQ01000016.1:27887-34859                              
Yersinia kristensenii                                   

Imm-ColE7 Imm-ColE7 Cloacin HrpB7 Pyocin_S Col-Pyo_DNase* IlvN IlvC IlvC LysR_substrate

CSC19260.1
CWPX01000025.1:3304-9370                                
Vibrio cholerae                                         

  ?  Imm-ColE7 LysM Pyocin_S Col-Pyo_DNase*   ?  Inovirus_Gp2

ECE6549173.1
AAIIRG010000052.1:1-1091                                
Salmonella bongori                                      

RHS Col-Pyo_DNase*   ?  SymE_toxin

ECQ6418137.1
AAKCBJ010000001.1:473109-478026                         
Salmonella enterica subsp. enterica serovar Amsterdam   

SymE_toxin   ?  RHS_repeat RHS_repeat RHS RHS* SymE_toxin ImmLRR

EEP9809150.1
AAQVQW010000033.1:400-4549                              
Salmonella enterica subsp. diarizonae                   

Imm-ColE7 PAAR_motif PyocinS Col-Pyo_DNase*   ?    ?  

EFB86001.1
ADFU01000012.1:189223-192386                            
Veillonella parvula ATCC 17745                          

  ?  Imm11 RHS*   ?  RHS WHH

EFQ5903938.1
AAUCBT010000030.1:7598-10853                            
Salmonella enterica                                     

TraY RelE-ParE Cloacin E2R135 Col-Pyo_DNase* Imm-ColE7 Lysis_col

EGT3601842.1
AAXVKC010000100.1:1-3048                                
Clostridium perfringens                                 

SH3 PT-TG ColE7*   ?  

EHM3443999.1
ABAIJR010000077.1:108-2144                              
Salmonella enterica subsp. enterica                     

Imm-ColE7 Col-Pyo_DNase*   ?  Imm-ColE7

EIC29048.1
CM001475.1:1388288-1398121                              
Methylomicrobium album BG8                              

EthD LysR_substrate RHS Tox-LHH* Transposase_mut RHS_repeat RHS_repeat RHS RHS RHS

ELS27317.1
AJMR01000185.1:15917-21473                              
Metapseudomonas furukawaii                              

MqsR_toxin Bro-N PAAR_motif Pyocin_S Col-Pyo_DNase*   ?  Acyl-CoA_dh_N Acyl-CoA_dh_M Acyl-CoA_dh_1

ERX36141.1
KI519232.1:1208491-1215021                              
Pseudomonas aeruginosa 19660                            

Bro-N Imm-ColE7 Pyocin_S Col-Pyo_DNase* DUF2195 R2K

GHS79307.1
BNTL01000001.1:147391-153961                            
Pseudomonas sp. PAGU 2196                               

Cys_Met_Meta_PP Lrp-HTH AsnC_trans_reg Pyocin_S Col-Pyo_DNase* Imm-ColE7 APS_kinase GTP_EFTU_D2 GTP_EFTU

GIF90512.1
BONG01000023.1:122665-126049                            
Catellatospora chokoriensis                             

GntR-HTH UTRA Acetylase ColE7* Imm-ColE7 DDE_3 HTH_32

HAF8951490.1
DAAWQE010000018.1:2537-5677                             
Salmonella enterica                                     

  ?  Lysis_col Alanine_zipper Alanine_zipper Pyocin_S Col-Pyo_DNase*

HBR11581.1
DOHX01000028.1:5-4888                                   
Chryseobacterium sp.                                    

TPM_phosphatase MicroscillaN Col-Pyo_DNase*   ?    ?  

HCN46853.1
DQAA01000559.1:423-7111                                 
Pseudomonas sp.                                         

Hydrolase_4 DUF6436 Pyocin_S Col-Pyo_DNase* Imm-ColE7 Hexapep Hexapep Mac

HCS34610.1
DQIA01000097.1:11827-14813                              
Clostridiales bacterium                                 

  ?    ?  RHS ColE7*   ?  Peptidase_M50

HCY67992.1
DPQO01000020.1:139180-148544                            
Bacillota bacterium                                     

NTP_transf_2 RHS RHS RHS_repeat RHS Gly-zipper_OmpA HINT Col-Pyo_DNase*   ?    ?  

HIK14525.1
DVDV01000073.1:1848-9226                                
Leptolyngbyaceae cyanobacterium M33_DOE_097             

Peptidase_C39 ABC_membrane ABC_tran Subtilisin Rick-17kDa-Anti*   ?  Biotin_lipoyl_2 HlyD_3

HIS37141.1
DVIU01000216.1:1-2154                                   
Candidatus Scatousia excrementigallinarum               

ColE7*   ?    ?  

KAA6189051.1
VWXW01001111.1:219-1196                                 
Pseudomonas lactis                                      

  ?  ColE7*

KAB8154298.1
SMNH02000003.1:389785-397681                            
Kordia sp. TARA_039_SRF                                 

  ?  Imm-ColE7 TPMl-3 ColE7*   ?  RadC

KJS15278.1
LADO01000055.1:89419-98086                              
Peptococcaceae bacterium BRH_c4b                        

RHS_repeat RHS_repeat RHS RHS ColE7* DAM-Chlorophyte RVT GIIM HMGL-like DUF3231

KOS59326.1
LIYJ01000003.1:1-3466                                   
Taylorella equigenitalis                                

RHS   ?  RHS*

KOV87223.1
LGDY01000058.1:184322-197279                            
Nocardia sp. NRRL S-836                                 

  ?  RHS CarboxypepD_reg ZU5 DUF6531 RHS RHS_repeat RHS RHS RHS ColE7* Inhibitor_I36 Peptidase_M23 FN3

KTG75518.1
LFNX01000078.1:26-544                                   
Klebsiella pneumoniae                                   

Colicin_Pyocin ColE7*

KWZ32223.1
LNJP01000003.1:1998718-2006862                          
Burkholderia anthina                                    

DcrB SMI1_KNR4 RHS Col-Pyo_DNase*   ?  HTH_38

KZM42189.1
JSEN01000007.1:268550-298656                            
Marinomonas sp. SBI22                                   

POTRA_2 ShlB TPS FilH FilH FilH FilH FilH FilH FilH FilH FilH FilH FilH FilH FilH FilH FilH FilH FilH FilH FilH DUF637N Fil_haemagg_2 MPtase ColE7*   ?  

MAX37677.1
PAJV01000037.1:118990-123631                            
Gimesia sp.                                             

  ?    ?  Tox-LHH* DUF2251   ?  

MBC3876120.1
JACOGA010000039.1:1235-4212                             
Undibacterium flavidum                                  

RHS   ?  ColE7*

MBC7252221.1
JACIWR010000513.1:1-2221                                
Anaerolineae bacterium                                  

  ?    ?  RHS ColE7*

MBC8217421.1
JACNLE010000203.1:620-3145                              
Planctomycetota bacterium                               

  ?    ?  RHS ColE7*

MBD8912234.1
RKFU01000006.1:129064-132751                            
Ruminococcus bicirculans (ex Wegman et al. 2014)        

TIR   ?  HINT ColE7*   ?  HINT REAse-5

MBE0543292.1
JACZKP010000112.1:50595-57621                           
Verrucomicrobia bacterium                               

Peptidase_S41 LamininG LamininG LamininG N_methyl LamininG RHS ColE7*   ?    ?  

MBE52274.1
PAWI01000022.1:3761-7932                                
Acidimicrobiaceae bacterium                             

  ?    ?  ColE7* Thiolase_C Thiolase_N adh_short

MBE6554612.1
SVTT01000001.1:14635-25436                              
Oscillospiraceae bacterium                              

HAMP His-Kinase RlmA_N SAM-methylase RHS RHS_repeat RHS RHS PD ColE7*   ?  RHS Tox-JAB2

MBE7462590.1
JABTUM010000001.1:955877-964418                         
Planctomycetota bacterium                               

NYN   ?  RHS Hint_2 HINT ColE7* Kelch_4 GntR-HTH PBPI

MBF6651213.1
JADMKV010000147.1:1-1710                                
Methylobacter sp. BlB1                                  

RHS ColE7*   ?  

MBH2016116.1
JAECRL010000004.1:164201-175577                         
Burkholderiales bacterium                               

DUF4262 DUF2185   ?  RHS RHS_repeat RHS_repeat RHS_repeat RHS RHS HINT ColE7* IG   ?  

MBI1929512.1
JACOTU010001028.1:106-3354                              
Candidatus Poribacteria bacterium                       

  ?  ColE7*   ?  GFO_IDH_MocA

MBI3259484.1
JACPWH010000156.1:745-6280                              
Ignavibacteriae bacterium                               

  ?    ?  ColE7* His-Kinase rve_3

MBI4488140.1
JACQUV010000081.1:302-19628                             
Deltaproteobacteria bacterium                           

MmgE_PrpD_N MmgE_PrpD_C SpvB BetaPropeller TcdB_toxin_midC RHS LHH*   ?  VRP1 ABC_toxin_N Neuraminidase TcA_TcB_BD

MBJ69156.1
PBIQ01000029.1:100852-104297                            
Acidimicrobiaceae bacterium                             

Thiolase_C Thiolase_N   ?  ColE7*   ?    ?  

MBK5478402.1
JAEKEQ010000001.1:4580657-4585335                       
Pseudomonas sp. TH21                                    

DUF6124 Imm-ColE7 Pyocin_S Col-Pyo_DNase*   ?    ?  

MBK8287033.1
JADJRU010000051.1:275158-278814                         
Ahniella sp.                                            

  ?  RHS ColE7*   ?    ?  

MBL4898621.1
JAESPX010000058.1:1-7926                                
Colwellia sp.                                           

Cadherin RHS ColE7*   ?    ?  

MBM4017034.1
VGYT01000011.1:31382-34136                              
Planctomycetota bacterium                               

RHS   ?  RHS ColE7*   ?  

MBN1647834.1
JAFGHV010000092.1:18455-20937                           
Spirochaetales bacterium                                

  ?  HTH Beta-lactamase ColE7*   ?  

MBN8789893.1
JAFKMJ010000655.1:1-1155                                
Terrimonas sp.                                          

ColE7*   ?  DUF6061

MBO0768896.1
JAFMRN010000175.1:2403-4834                             
Solirubrobacterales bacterium                           

MerR-HTH   ?  ColE7*

MBO0879743.1
JAFMQS010000145.1:2332-5327                             
Mycobacterium sp.                                       

Imm18   ?  Chlorosome_CsmC HINT ColE7*

MBO6119574.1
JAGBOC010000016.1:78082-81980                           
Lachnospiraceae bacterium                               

RHS   ?  ColE7* ANK Ntox40

MBO9550020.1
JAGIBG010000013.1:57977-65347                           
Pseudomonas sp.                                         

AA_permease GntR-HTH Aminotran_1_2 Pyocin_S Col-Pyo_DNase* Imm-ColE7 cpCone-i MA

MBP3702089.1
JAGAZY010000578.1:1-1926                                
Lachnospiraceae bacterium                               

RHS ColE7*   ?    ?  

MBP6410431.1
JAGNSI010000041.1:16111-19280                           
Pseudarcicella sp.                                      

  ?  7TMR-DISMED1 Glyco_hydro_2 Glyco_hydro_2_C Col-Pyo_DNase*

MBP6787338.1
JAGNMR010000077.1:1-9061                                
Promineifilum sp.                                       

  ?    ?  ZU5 SPVB RHS_repeat DUF6443 RHS RHS ColE7* CitB-HTH   ?  

MBP9156135.1
JAGPCP010000121.1:1-3014                                
Lysobacterales bacterium                                

RHS   ?  RHS ColE7*

MBP9159251.1
JAGPCQ010000002.1:25528-31963                           
Flavobacteriales bacterium                              

Y1_Tnp   ?  LamininG RHS ColE7* Lum_binding Lum_binding CHU_C

MBQ2876938.1
JAFQRL010000037.1:66308-75046                           
Clostridia bacterium                                    

  ?  BrnA_antitoxin MC1 RHS RHS RHS_repeat RHS ColE7*   ?    ?  

MBQ3500840.1
JAFQDU010000227.1:1-1662                                
Oscillospiraceae bacterium                              

  ?    ?  ColE7*   ?  

MBQ4559301.1
JAFQDE010000008.1:19629-29589                           
Tyzzerella sp.                                          

DUF2019 HNOBA RHS RHS RicinB_lectin_2 RHS RHS ColE7* Phage_integrase

MBQ7105379.1
JAFSDH010000006.1:25833-35644                           
Bacilli bacterium                                       

  ?  DOUBLECORTIN Concanavalin-like RHS RHS RHS ColE7*   ?    ?  

MBQ9600601.1
JAFSQZ010000034.1:1-2194                                
Neisseriaceae bacterium                                 

PT-VENN PT-TG ColE7*   ?    ?  

MBR2315081.1
JAFVQO010000012.1:43898-47255                           
Clostridia bacterium                                    

  ?    ?  ColE7*   ?  Tox-REase-9

MBR4248174.1
JAFXYM010000094.1:3592-6832                             
Treponema sp.                                           

  ?    ?  ColE7*   ?  RHS

MBS0186327.1
JAFEBT010000094.1:10-2448                               
Proteobacteria bacterium                                

MuF ColE7* MeaB SMI1_KNR4

MBS0537059.1
JAFEFL010000094.1:1-4354                                
Proteobacteria bacterium                                

RHS_repeat RHS ColE7*   ?  HTH_32 DDE_3

MBS1711441.1
JAFDWY010000004.1:195725-203518                         
Armatimonadota bacterium                                

BD-FAE wHTH-4stranded DUF6531 RHS_repeat RHS RHS_repeat RHS_repeat RHS_repeat RHS_repeat RHS ColE7*   ?    ?  

MBS5689737.1
JAGZAP010000011.1:49330-54386                           
Bacillota bacterium                                     

RHS RHS   ?  RHS ColE7*   ?  RHS

MBV4537819.1
JABWRE020000001.1:3951188-3956476                       
Pseudomonas urmiensis                                   

Cys_Met_Meta_PP Lrp-HTH AsnC_trans_reg Borrelia_P83 Pyocin_S Col-Pyo_DNase* Imm-ColE7 ColE7

MBW4652473.1
JAHHHI010000039.1:4221-8107                             
Kaiparowitsia implicata GSE-PSE-MK54-09C                

DUF4113 IMS_C IMS_HHH IMS LexA-protease Pyocin_S Col-Pyo_DNase* Imm-ColE7   ?  

MBX3378438.1
JAHBXE010000039.1:1-4471                                
Phycisphaeraceae bacterium                              

  ?  HINT* RHS HINT

MBX3435835.1
JAHBXP010000070.1:1-1961                                
Pirellulales bacterium                                  

ColE7*   ?  DDE_Tnp_IS66_C DDE_Tnp_IS66 zf-IS66

MBX9791309.1
JAIESQ010000112.1:581-2714                              
Pirellulales bacterium                                  

RHS ColE7*   ?  

MBY0529261.1
JAIELY010000008.1:74053-77085                           
Rhabdochlamydiaceae bacterium                           

Toprim-DNAG Prim_Zn_Ribbon   ?  ColE7*

MCA3004415.1
JADCJD010000077.1:3213-4929                             
Phycisphaerales bacterium                               

Imm14   ?  ColE7*

MCB1108113.1
JAGROD010000013.1:1-3354                                
Chlamydiia bacterium                                    

ColE7*   ?  Mur_ligase_C Mur_ligase_M Mur_ligase

MCB9093123.1
JACKAI010000021.1:8852-12776                            
Halobacteriovoraceae bacterium                          

UPF0137 HU-IHF ColE7*   ?    ?  

MCB9431205.1
JACKCD010000006.1:63340-65379                           
Ardenticatenaceae bacterium                             

  ?    ?  RHS ColE7*   ?    ?  

MCC6287218.1
JADLCD010000042.1:3463-12176                            
Chitinophagaceae bacterium                              

  ?    ?  DUF6531 RHS_repeat RHS RHS_repeat RHS ColE7*   ?  Phage_GPD Phage_base_V DUF2345

MCC6699389.1
JADLGB010000301.1:1-4450                                
Candidatus Hydrogenedentota bacterium                   

  ?    ?  RHS ColE7* Barstar RHS Ribonuclease

MCC7390712.1
JADZER010000081.1:2443-14504                            
Phycisphaerales bacterium                               

RHS RHS Tox-URI Imm26 RHS HINT ColE7* Imm-SUKH-SMI1

MCC7541816.1
JADZFZ010001046.1:46-9565                               
Deltaproteobacteria bacterium                           

SUKH_5   ?  DUF6531 RHS RHS RHS RHS_repeat RHS ColE7*   ?  Phage_GPD VgrG Toast-rack

MCD4824955.1
JAIORC010000251.1:70-1647                               
Phycisphaerae bacterium                                 

  ?  RHS ColE7*

MCE1169231.1
JAJTBW010000187.1:4229-7429                             
Sphingobacteriia bacterium                              

  ?    ?  ColE7* RHS LRR

MTK64650.1
WASR01000302.1:469-2053                                 
Methanobacterium sp.                                    

  ?  ColE7*   ?  Tox-WHH

NIF28728.1
VWXJ01000014.1:39396-46173                              
Pantoea sp. Tr-811                                      

Imm-ColE7 Imm-ColE7 Pyocin_S ColE7* GCV_H GcvP2_C GDC-P

NJM09232.1
JAAUTF010000749.1:83-3186                               
Candidatus Gracilibacteria bacterium                    

  ?  DDE_Tnp_4 PT-TG ColE7* Imm-ColE7 rve_2 rve

NJM33952.1
JAAURQ010000048.1:5250-10168                            
Rhodomicrobium sp.                                      

Glyco_transf_41 TPR TPR Methyltransf_23 ColE7* DUF3237

NJO33477.1
JAAUSJ010000229.1:4371-5483                             
Rhodospirillales bacterium                              

  ?  SUKH_6 ColE7*

NNM43910.1
JABEVM010000177.1:458-4960                              
Chlamydiae bacterium                                    

  ?    ?  TPR ColE7*   ?    ?  

NOT01738.1
JABFSN010000163.1:1-7127                                
Phycisphaerales bacterium                               

RHS URI Imm26 RHS ColE7* SUKH_6 RHS Tox-URI

NRA63423.1
JABSRP010000005.1:33384-35813                           
Pseudobacteriovorax sp.                                 

  ?    ?  ColE7*   ?    ?  

NTF18100.1
JAAMFC010000001.1:1119739-1124238                       
Agrobacterium rubi                                      

HAD-eff1   ?  ColE7*   ?  ATP-LIGASE

OCG00863.1
LZGL01000018.1:127080-130582                            
Gilliamella sp. wkB112                                  

PriC PALP ColE7*   ?  Ntox41

ODS37092.1
MCBC01000108.1:24089-27674                              
Candidatus Altiarchaeales archaeon WOR_SM1_86-2         

RHS Ntox17 SUKH-SMI1 RHS ColE7*   ?    ?  

OFQ06249.1
KV815334.1:327671-330425                                
Streptococcus sp. HMSC062D07                            

  ?    ?  ColE7*   ?  Imm43

OHE78895.1
MIDR01000013.1:3034-9067                                
Verrucomicrobia bacterium RIFCSPHIGHO2_12_FULL_41_10    

FHIPEP   ?  ColE7* HrpJ CesT

OPX43331.1
MZGX01000018.1:288-4494                                 
Ruminiclostridium hungatei                              

  ?  PG_binding_1 Mucin ColE7* Metallopeptidase Fer4_7

PAV11578.1
NHNG01000010.1:7084-11390                               
Arsenophonus sp. ENCA                                   

DDE_Tnp_1   ?  Pyocin_S Cytotoxic Cytotoxic Col-Pyo_DNase* Imm-ColE7   ?  

PHN38723.1
LKBV01000258.1:35493-44126                              
Pseudomonas avellanae                                   

DUF4404 Pyocin_S Col-Pyo_DNase* Imm-ColE7 DDE_Tnp_Tn3 DUF4158 HEPN

PJI73951.1
PESJ01000009.1:16768-22242                              
Pseudomonas asiatica                                    

  ?    ?  Pyocin_S Col-Pyo_DNase* Imm-ColE7 HTH_18 DJ-1_PfpI

PKA70451.1
PHHE01000001.1:3681594-3684836                          
Pseudomonas baetica                                     

Pyocin_S rve_2 rve HTH_21 HTH_Tnp_1 Pyocin_S Col-Pyo_DNase* Imm-ColE7   ?  

PKE27834.1
PITQ01000015.1:13941-17401                              
Rahnella sp. AA                                         

Pro-kuma_activ Subtilisin NUDIX ColE7* Imm-ColE7   ?  

PMC25121.1
PNGJ01000002.1:46165-53144                              
Hoylesella buccalis                                     

RHS RHS   ?    ?  RHS ColE7*   ?  

PWK13015.1
QGGL01000008.1:31903-41077                              
Tumebacillus permanentifrigoris                         

PRA-PH PRA-CH   ?  DUF6531 Concanavalin-like Concanavalin-like Concanavalin-like RHS RHS_repeat RHS ColE7*   ?  Abhydrolase_1

QGJ69331.1
CP043547.1:1707711-1721160                              
Planctomycetales bacterium 10988                        

Mitofilin HINT Tox-HNH HINT* DUF5655 DUF1524 ParB DUF4096

QHF48990.1
CP019432.1:1133782-1141058                              
Pseudomonas sp. S49                                     

adh_short MAP7 Pyocin_S Col-Pyo_DNase* DUF1302 DUF1329 Imm-ColE7

QNQ22630.1
CP051488.1:299949-303961                                
Kosakonia sp. SMBL-WEM22                                

  ?    ?  SymE_toxin   ?  RHS*

QYK52786.1
CP075366.1:2226064-2234971                              
Fimbriimonadaceae bacterium                             

ImmLRR DUF6531 RHS_repeat RHS RHS_repeat RHS RHS_repeat RHS RHS ColE7*   ?  ATP-synt_ab_N ATP-synt_ab T3SS_ATPase_C RHS URI

RAP56919.1
MSPY01000006.1:85108-93288                              
Oleiagrimonas sp. MCCC 1A03011                          

DUF218 RHS RHS_repeat RHS RHS RHS ColE7*   ?  RHS Ketoacyl-synt_C ketoacyl-synt

RIV26398.1
QXHL01000008.1:17322-29179                              
Alicyclobacillaceae bacterium I2511                     

Zn_Tnp_IS1595 DUF2089-HTH UPF0167 DUF6531 RHS_repeat RHS_repeat Concanavalin-like Concanavalin-like RHS RHS ColE7* DDE_Tnp_ISL3 HTH_Tnp_ISL3 zf-ISL3   ?  

SCB96831.1
FMBG01000011.1:35315-36888                              
Bacillus wiedmannii                                     

  ?  Imm-ColE7 ColE7*   ?    ?  

SCZ33483.1
FMWA01000009.1:153364-165851                            
Pseudomonas sp. NFACC44-2                               

  ?    ?  TPS FilH FilH FilH FilH DUF637N DUF637 ColE7* POTRA_2 ShlB Abhydrolase_1

SDE10667.1
FNAS01000003.1:75464-80626                              
Riemerella columbipharyngis                             

RHS   ?  ColE7* His-Kinase DNA_gyraseB Toprim DNA_gyraseB_C polyprenyl_synt

SDH44508.1
FNDD01000016.1:48757-53204                              
Vibrio xiamenensis                                      

  ?  Imm-ColE7 LysM Pyocin_S Col-Pyo_DNase* Collar   ?  

SUB88395.1
UGTF01000002.1:519212-525140                            
Porphyromonas macacae                                   

RHS Tox-SHH   ?  RHS_repeat RHS_repeat RHS ColE7*   ?  RHS

TDO68097.1
SNWS01000002.1:14630-30611                              
Kribbella sp. VKM Ac-2571                               

Synaptojanin Glyco_hydro_3_C Glyco_hydro_3 ACPS DUF6531 LamininG RHS_repeat RHS RHS RHS_repeat RHS_repeat RHS_repeat RHS_repeat RHS_repeat RHS_repeat RHS ColE7* MFS_1 PRK

TMI14160.1
VBBR01000126.1:7017-16186                               
Candidatus Bathyarchaeota archaeon                      

DUF2251   ?  RHS ColE7* Imm11 RHS RHS_repeat RHS_repeat RHS DUF2380

TMI60980.1
VBBA01000216.1:1-3960                                   
Candidatus Bathyarchaeota archaeon                      

RHS_repeat RHS HINT RHS RHS ColE7*   ?  RHS

WP_229173933.1
NZ_JAJESF010000002.1:146681-153701                      
Bacillus cereus                                         

Ribosomal_S4 S4 Imm-ColE7 Imm-SUKH-SMI1 Cys_Met_Meta_PP WXG PT-COG5412 ColE7*

WP_088099447.1
NZ_FMAK01000047.1:379-4032                              
Bacillus mycoides                                       

Imm-ColE7   ?  DUF3958 SH3 Amidase_2 WXG PT-COG5412 ColE7*

WP_003248146.1
NZ_CM001483.1:476795-480627                             
Parageobacillus thermoglucosidasius TNO-09.020          

PT-TG ColE7* Imm-ColE7   ?  EssA MNS-STAND

WP_147466141.1
NZ_LJRP01000102.1:1-2497                                
Pseudomonas syringae pv. aptata                         

  ?  RHS HNH-HHH*

WP_040761256.1
NZ_AORV01000038.1:13034-18845                           
Ruminiclostridium cellobioparum subsp. termitidis CT1112

  ?  DEDD_Tnp_IS110 Transposase_20 SUKH-SMI1 MBOAT ColE7*

WP_004915319.1
NZ_CM001856.1:1041-5279                                 
Providencia rettgeri Dmel1                              

  ?  Cloacin Col-Pyo_DNase* Imm-ColE7 Lysis_col MobA_MobL

WP_197867139.1
NZ_JADTWC010000001.1:69906-74763                        
Pseudomonas glycinae                                    

FliL ADH_N ADH_zinc_N TonBC Imm-ColE7 Pyocin_S Col-Pyo_DNase*

WP_197887476.1
NZ_JADUCQ010000035.1:34891-40676                        
Pseudomonas citronellolis                               

T5orf172   ?  Imm-ColE7 GST_N_3 GST_C Pyocin_S Col-Pyo_DNase*

WP_178083804.1
NZ_RRZJ01000063.1:1-1917                                
Pseudomonas sp. CH235                                   

Imm-ColE7 Pyocin_S Col-Pyo_DNase* Pyocin_S

WP_153126383.1
NZ_WIAQ01000017.1:23479-26173                           
Peribacillus tepidiphilus                               

HTH_26   ?  RHS ColE7* ANK GH-E

WP_050881317.1
NC_016001.1:3322042-3329080                             
Flavobacterium branchiophilum FL-15                     

DUF6531 RHS_repeat RHS RHS Tox-SHH   ?    ?  RHS ColE7* RHS

WP_169437610.1
NZ_KB903835.1:211414-223285                             
Longispora albida DSM 44784                             

HAD   ?  SUKH_6   ?  DUF6531 LamininG RHS RHS_repeat RHS RHS RHS_repeat RHS RHS ColE7*

WP_102354846.1
NZ_NQYG01000006.1:96560-101501                          
Pseudomonas sp. AD21                                    

FliL TonBC Imm-ColE7 Pyocin_S Col-Pyo_DNase* ADH_N ADH_zinc_N

WP_080752941.1
NZ_VOIX01000002.1:22225-28484                           
Pseudomonas haemolytica                                 

GGDEF Receiver tRNA-synt_2 N-OB Imm-ColE7 Pyocin_S Col-Pyo_DNase* RF-1 PCRF

WP_038577618.1
NZ_CP009290.1:2363512-2370594                           
Pseudomonas chlororaphis subsp. aurantiaca              

PLUG TonB_dep_Rec Pyocin_S Col-Pyo_DNase* Imm-ColE7 CytC CytC CytC MCPsignal

WP_084589114.1
NZ_CP009048.1:3107006-3111084                           
Pseudomonas alkylphenolica                              

Portal_Gp20 Imm-ColE7   ?  Pyocin_S Col-Pyo_DNase* Mbetalac

WP_110162131.1
NZ_QHMC01000001.1:184279-190127                         
Pectobacterium carotovorum subsp. carotovorum           

UDPG_MGDP_dh_C UDPG_MGDP_dh UDPG_MGDP_dh_N Imm-ColE7 Imm-ColE7 PAAR_motif PyocinS Col-Pyo_DNase* DegT_DnrJ_EryC1

WP_152610784.1
NZ_JWLJ01000021.1:24732-27576                           
Ruegeria sp. ANG-R                                      

  ?  Ntox41   ?    ?  ColE7*

WP_153656417.1
NZ_WJFW01000002.1:167291-172791                         
Enterobacter bugandensis                                

PTSEIIA1 LysM DrHyd HIN-HTH GDResolvase PAAR_motif PyocinS Col-Pyo_DNase* Imm-ColE7

WP_152648592.1
NZ_BBPQ01000030.1:75048-88960                           
Streptacidiphilus anmyonensis                           

  ?  HTH_32 rve_3 BetaPropeller SPVB RHS BULBLECTIN RHS_repeat RHS RHS ColE7*   ?  

WP_227502643.1
NZ_CP007669.1:860804-863573                             
Moraxella catarrhalis                                   

Imm-NMB0513   ?  ANK PT-VENN ColE7*   ?  

WP_043207450.1
NZ_VSJH01000039.1:323452-332060                         
Pseudomonas sp. CK-NBRI-02                              

APS_kinase GTP_EFTU_D2 GTP_EFTU Imm-ColE7 PspA Pyocin_S Col-Pyo_DNase* Lrp-HTH AsnC_trans_reg Cys_Met_Meta_PP

WP_052675324.1
NZ_JZSR01000059.1:5633-10045                            
Photobacterium iliopiscarium                            

HTH Rep3_N Imm-ColE7 PyocinS Col-Pyo_DNase* DUF2913

WP_070413632.1
NZ_MLCU01000094.1:146478-152080                         
Pseudomonas lundensis                                   

SNARE_assoc EamA EamA Pyocin_S Col-Pyo_DNase* Imm-ColE7   ?  

WP_169839650.1
NZ_JAAQYG010000015.1:1-2214                             
Pseudomonas lundensis                                   

Imm-ColE7   ?  Pyocin_S Col-Pyo_DNase*

WP_126468080.1
NZ_LR134531.1:3274856-3281421                           
Pragia fontium                                          

Sigma-HTH UDG PAAR_motif PyocinS Col-Pyo_DNase* Imm-ColE7 Porin_1

WP_048248063.1
NZ_LDWR01000034.1:42701-51195                           
Burkholderia cepacia                                    

RmlD_sub_bind PrePAARTM PAAR_motif DUF6531 RHS RHS RHS_repeat RHS RHS Col-Pyo_DNase* DcrB Phage_GPD VgrG   ?  

WP_177333751.1
NZ_BCBD01000105.1:1-6571                                
Pseudomonas sp. NBRC 111127                             

  ?  RHS_repeat RHS RHS Col-Pyo_DNase* Imm-SUKH

WP_054950720.1
NZ_CABKVB010000009.1:2700048-2703184                    
Numidum massiliense                                     

  ?    ?  PT-TG ColE7*   ?  WXG

WP_162246583.1
NZ_LMDB01000029.1:2959-5576                             
Duganella sp. Root336D2                                 

  ?  RHS ColE7* rve_3

WP_192000314.1
NZ_JACYWW010000003.1:200509-204344                      
Pseudomonas coleopterorum                               

EVE Imm-ColE7 DUF4670 Pyocin_S Col-Pyo_DNase*   ?  ColE7

WP_197413128.1
NZ_KQ947475.1:3717752-3724965                           
Vibrio sp. MEBiC08052                                   

DUF808 Imm-ColE7   ?  Caspase PyocinS Col-Pyo_DNase*

WP_176700441.1
NZ_LZHN01000034.1:25388-27473                           
Gilliamella sp. Nev3-1                                  

Imm50 RHS   ?    ?  ColE7*

WP_212632845.1
NZ_BCAP01000042.1:167-1319                              
Pseudomonas monteilii                                   

  ?  RHS*

WP_143002645.1
NZ_FMTZ01000010.1:16234-22017                           
Corynebacterium jeikeium                                

  ?    ?  Imm51 -* SUKH-SMI1

WP_123678378.1
NZ_RJKL01000001.1:4580883-4589984                       
Couchioplanes caeruleus                                 

BetaPropeller   ?  ALF ALF PT-HINT ColE7*   ?  ALF

WP_198039474.1
NZ_CP018335.1:2513664-2517966                           
Clostridium kluyveri                                    

Arm-DNA-bind_4 Phage_int_SAM_1 Phage_integrase Phosphodiest Imm-ColE7 WXG ColE7*   ?  

WP_073579396.1
NZ_AP024898.1:817060-819668                             
Vibrio quintilis                                        

  ?  Imm-ColE7 PyocinS Col-Pyo_DNase*   ?    ?  

WP_073579396.1
NZ_AP024898.1:823688-826296                             
Vibrio quintilis                                        

  ?  Imm-ColE7 PyocinS Col-Pyo_DNase   ?    ?  

WP_073603613.1
NZ_AP024861.1:3476366-3480618                           
Vibrio aerogenes                                        

T6SS_HCP PyocinS Col-Pyo_DNase* Imm-ColE7 Dus   ?  DUF6402

WP_143405003.1
NZ_FUXZ01000002.1:111339-124229                         
Eubacterium uniforme                                    

IG DUF6531 RHS_repeat RHS RHS_repeat RHS_repeat RHS_repeat RHS_repeat RHS RHS RHS XHH   ?    ?  Transposase_20 DEDD_Tnp_IS110 ColE7*

WP_114762004.1
NZ_CP027714.1:4333469-4340548                           
Pseudomonas chlororaphis                                

MA PLUG TonB_dep_Rec Pyocin_S Col-Pyo_DNase* CytC CytC CytC Imm-ColE7

WP_085703795.1
NZ_CP090355.1:3596580-3602976                           
Pseudomonas kribbensis                                  

Imm-ColE7 Pyocin_S Col-Pyo_DNase Col-Pyo_DNase*   ?  Imm-ColE7 PyocinS Flavodoxin_2

WP_086360152.1
NZ_NASW01000070.1:150-1984                              
Gilliamella sp. N-W3                                    

  ?  ColE7*   ?    ?  

WP_088362926.1
NZ_NHVI01000061.1:20643-23785                           
Bacillus cereus                                         

ICAP-1_inte_bdg Imm-ColE7 ColE7*   ?    ?  

WP_170866285.1
NZ_FOVS01000046.1:1-6270                                
Pseudomonas sp. NFACC24-1                               

OEP OEP DUF6124 OprD EAD9 Pyocin_S Col-Pyo_DNase* Imm-ColE7

WP_217629432.1
NZ_BMWO01000004.1:50388-53319                           
Ulvibacter litoralis                                    

  ?    ?  Imm12 RHS Tox-URI RHS ColE7*

WP_192876816.1
NZ_NHSW01000328.1:209-1962                              
Pseudomonas syringae                                    

  ?    ?  RHS*

WP_106697043.1
NZ_CP027656.1:2413308-2417114                           
Pseudomonas chlororaphis subsp. piscium                 

4HBT Imm-ColE7 Imm-ColE7 Pyocin_S Col-Pyo_DNase* MFS_1

WP_224755951.1
NZ_CADEUY010000008.1:161385-175310                      
Burkholderia contaminans                                

POTRA_2 ShlB BPD_transp_1 BPD_transp_1   ?  ESPR TPS FilH FilH FilH FilH FilH FilH Fil_haemagg_2 Fil_haemagg_2 DUF637 ColE7*

WP_108588879.1
NZ_QAIK01000007.1:26366-31888                           
Pseudomonas sp. HMWF021                                 

UTRA M20_dimer Peptidase_M20 MAP7 Pyocin_S Col-Pyo_DNase* Imm-ColE7 Col-Pyo_DNase

WP_108657683.1
NZ_CP028957.1:4288-2931                                 
Morganella morganii                                     

  ?  MobA_MobL Lysis_col Imm-ColE7 Cloacin WEMBL Col-Pyo_DNase Cloacin WEMBL Col-Pyo_DNase*

WP_108737396.1
NZ_CP020919.1:2621701-2628130                           
Flavobacterium kingsejongi                              

DUF6531 RHS RHS HNHGH-E ANK RHS ColE7*   ?  RHS

WP_158288804.1
NZ_QEQQ01000022.1:59221-63962                           
Pseudomonas sp. CC120222-01a                            

Imm-ColE7 LprI Peptidase_M19 Pyocin_S Col-Pyo_DNase* LprI

WP_110970276.1
NZ_QKVL01000010.1:1-4096                                
Pseudomonas huaxiensis                                  

EzrA Pyocin_S ColE7* DUF6436 Hydrolase_4 Imm-ColE7

WP_111533955.1
NZ_QLAA01000001.1:1602303-1606639                       
Pantoea agglomerans                                     

  ?  Imm-ColE7 PyocinS Pyocin_S Col-Pyo_DNase* Phage_lysis Phage_lysozyme

WP_233511183.1
NZ_QRBF01000006.1:227532-231192                         
Dyella psychrodurans                                    

  ?  DUF2251 FN3 FN3 DUF416 RHS Tox-LHH*

WP_177410630.1
NZ_QETK01000042.1:1-4211                                
Pseudomonas sp. SDI                                     

  ?  RHS RHS RHS Col-Pyo_DNase*

WP_119144423.1
NZ_CBCSFL010000001.1:287924-291288                      
Pseudomonas reidholzensis                               

Imm-ColE7 Pyocin_S Col-Pyo_DNase* DUF6555   ?    ?  

WP_217863946.1
NZ_JAHSTX010000001.1:2664480-2671783                    
Pseudomonas triticicola                                 

UTRA MS_channel_3rd SM-MscS Imm-ColE7 MAP7 Pyocin_S Col-Pyo_DNase* M20_dimer Peptidase_M20

WP_123448603.1
NZ_MOBX01000003.1:149800-157048                         
Pseudomonas fluorescens                                 

Imm-ColE7 Imm-ColE7 Nop52 Pyocin_S Col-Pyo_DNase* STN PLUG TonB_dep_Rec ABC_membrane ABC_tran

WP_123580804.1
NZ_MOBI01000003.1:4676-10170                            
Pseudomonas brassicacearum                              

  ?  dCache_1 GGDEF Pyocin_S Col-Pyo_DNase* Imm-ColE7   ?  

WP_128323874.1
NZ_QJRG01000044.1:132854-137693                         
Pseudomonas alkylphenolica                              

Imm-ColE7 Pyocin_S Col-Pyo_DNase* Lrp-HTH AsnC_trans_reg Cys_Met_Meta_PP ColE7

WP_230728761.1
NZ_JAJMOZ010000016.1:24134-31675                        
Flavobacterium sp. EDS                                  

Imm17   ?  DUF6531 RHS RHS RHS ColE7*   ?  RHS

WP_207211860.1
NZ_UWYY01000010.1:133665-138243                         
Promicromonospora panici                                

Imm-ColE7 NUDIX Acetylase T7SS_signal HINT ColE7* CobW_C

WP_130475763.1
NZ_SFCC01000006.1:276127-290098                         
Amycolatopsis suaedae                                   

LamininG LamininG SPVB RHS_repeat RHS RHS ColE7*   ?  TetR_C_33 TetR-HTH Acyl-CoA_dh_1 Acyl-CoA_dh_M

WP_130902203.1
NZ_RCNX01000043.1:21600-24468                           
Pseudomonas sp. Sample_23                               

Imm-ColE7 Imm-ColE7 Pyocin_S Col-Pyo_DNase* SymE_toxin HTH

WP_139210285.1
NZ_FNEC01000100.1:1-934                                 
Pseudomonas delhiensis                                  

ColE7*   ?  

WP_141173731.1
NZ_AP022374.1:1009091-1017055                           
Providencia stuartii                                    

ColE7* Sortilin-Vps10 MCM-AAA   ?  HIN-HTH

WP_141657960.1
NZ_JTHF01000425.1:1-797                                 
Methylobacterium indicum                                

RHS Col-Pyo_DNase*

WP_144235386.1
NZ_MDVC01000068.1:1-3585                                
Snodgrassella alvi                                      

RHS_repeat RHS_repeat RHS ColE7*   ?    ?  Tox-ART-HYD3

WP_147865172.1
NZ_VRLS01000070.1:2180-11260                            
Mesonia sp. K4-1                                        

TrwB_AAD_bind 5TMR-LYT Imm-ColE7 TPMl-3 ColE7*   ?    ?  

WP_148134549.1
NZ_CP017634.1:2444171-2457267                           
Candidatus Formimonas warabiya                          

RHS RHS RHS LysM   ?  LysM ColE7* Beta-Prop RHS RHS RHS_repeat RHS_repeat RHS_repeat RHS RHS RHS RHS LysM Tox-CompNuc DUF2625

WP_181090002.1
NZ_JAAMQO010000029.1:3971-8714                          
Pseudomonas plecoglossicida                             

HTH_24 AsnC_trans_reg Cys_Met_Meta_PP Pyocin_S Col-Pyo_DNase* Imm-ColE7 Imm-ColE7

WP_186711350.1
NZ_CAJYTS010000004.1:3074-8215                          
uncultured Pseudomonas sp.                              

Lrp-HTH AsnC_trans_reg Cys_Met_Meta_PP ColE7 Pyocin_S Col-Pyo_DNase* Imm-ColE7

WP_153267019.1
NZ_CP040813.1:809900-818706                             
Oceanihabitans sp. IOP_32                               

  ?    ?  FN3 Pur_ac_phosph_N ColE7* Imm-ColE7   ?  

WP_160140094.1
NZ_WXVU01000025.1:23530-30761                           
Chryseobacterium sp. c4a                                

  ?  RHS ColE7*   ?  DUF6531 RHS RHS RHS_repeat RHS RHS Tox-SHH RHS SHH

WP_202625541.1
NZ_DALZXN010000082.1:1-1760                             
Kosakonia cowanii                                       

Lysis_col Imm-ColE7 Pyocin_S Col-Pyo_DNase*

WP_162437277.1
NZ_WFGV02000012.1:108345-117108                         
Pseudomonas sp. TNT3                                    

Imm-ColE7 Pyocin_S Col-Pyo_DNase* DUF1302 DUF1329 Pyocin_S Col-Pyo_DNase

WP_165668879.1
NZ_JAANPO010000044.1:24705-28450                        
Metapseudomonas otitidis                                

DUF3077 Pyocin_S Col-Pyo_DNase* Imm-ColE7   ?  Bro-N

WP_169349240.1
NZ_JABBJJ010000218.1:11164-21635                        
Pyxidicoccus fallax                                     

Imm18 HNH SPVB BetaPropeller RHS RHS ColE7* Rce1-like

WP_179040925.1
NZ_JABUHS010000380.1:1-1258                             
Pseudomonas allii                                       

  ?  RHS*

WP_181103669.1
NZ_JAAMQJ010000038.1:8940-14724                         
Pseudomonas entomophila                                 

Cys_Met_Meta_PP Imm-ColE7 Remorin_C Pyocin_S Col-Pyo_DNase* DUF1043 Hydrolase_4

WP_182868453.1
NZ_JACEHH010000030.1:57909-63285                        
Stieleria mannarensis                                   

  ?  SEC-C HINT ColE7* zf-FPG_IleRS H2TH Fapy_DNA_glyco   ?    ?  

WP_184867911.1
NZ_JACHIR010000001.1:8100767-8108890                    
Kutzneria kofuensis                                     

Imm-ColE7 WXG DUF6531 RHS_repeat RHS RHS RHS_repeat RHS_repeat RHS_repeat RHS_repeat RHS ColE7*   ?  AMP-binding AMP-binding_C Melibiase_2 Melibiase_C RicinB-lectin

WP_192985460.1
NZ_JACKQK010000016.1:130682-133737                      
Pseudomonas sp. EggHat1                                 

Imm-ColE7 Imm-ColE7 PAAR_motif Pyocin_S Col-Pyo_DNase* DEDD_Tnp_IS110

WP_195822046.1
NZ_CANLKX010000001.1:573140-579485                      
uncultured Roseobacter sp.                              

ColE7* OmpA   ?  TraG-D_C   ?  

WP_198056581.1
NZ_JAECVX010000023.1:4231-7873                          
Thermoactinomyces sp. CICC 10523                        

PT-COG5412 Imm1 ColE7*   ?  DEDD_Tnp_IS110

WP_201597852.1
NZ_CAJHBU010000016.1:71862-75642                        
Psychrobacter vallis                                    

rve   ?  Fil_haemagg_2 Kin-3hel DUF637 ColE7*   ?    ?  

WP_203338449.1
NZ_JAERJA010000012.1:149641-151215                      
Nocardioides limicola                                   

Ntox41   ?  ColE7*

WP_205120816.1
NZ_JAFBCM010000001.1:6091550-6094854                    
Tenggerimyces flavus                                    

  ?  Imm-ColE7 RHS ColE7*   ?  YwqJ-deaminase

WP_206351964.1
NZ_JADEYH010000052.1:1-11226                            
Streptomyces verrucosisporus                            

HTH_Tnp_4 DDE_Tnp_4   ?  SPVB RHS_repeat RHS RHS ColE7* IG LamininG LamininG

WP_213266755.1
NZ_CP070978.1:522839-533247                             
Burkholderia pyrrocinia                                 

  ?    ?  DUF6531 RHS_repeat RHS_repeat RHS RHS*   ?  Phage_GPD VgrG Gp5_C Toast-rack

WP_213881486.1
NZ_JAAVUX010000021.1:91823-95603                        
Pseudomonas sp. dw_358                                  

Imm20   ?  RHS RHS_repeat RHS Tox-HNH-HHH*

WP_217973589.1
NZ_JAHTBI010000009.1:73926-78588                        
Pseudomonas aegrilactucae                               

Cys_Met_Meta_PP Lrp-HTH AsnC_trans_reg TPR Pyocin_S Col-Pyo_DNase* Imm-ColE7

WP_218438996.1
NZ_JAHTMR010000007.1:110261-115213                      
Pseudomonas sp. PD9R                                    

Imm-ColE7 Imm-ColE7 Pyocin_S Col-Pyo_DNase* LysR_substrate MFS_1

WP_224368621.1
NZ_JAHXBF010000021.1:189866-194302                      
Hyalangium versicolor                                   

  ?  Imm73 Imm73 ColE7* SUKH_5 Fis-HTH NtrC-AAA Receiver

WP_225507937.1
NZ_CP084226.1:11620-16489                               
Arsenophonus apicola                                    

  ?    ?  Imm-ColE7 Pyocin_S VirB5 Cytotoxic Pyocin_S Col-Pyo_DNase* SLT


