
ANI18649.1
CP015878.1:7187439-7192179                              
Pseudomonas citronellolis                               

DUF2931 DUF2931 Bro-N Y1_Tnp Tox-ABHYDROLASE*

BBV63927.1
AP022419.1:338991-344759                                
Klebsiella sp. STW0522-44                               

DUF2756 G_glu_transpept T6SS_HCP Tox-ABHYDROLASE* DUF2931 DUF2931

CCO86326.1
CAOZ01000007.1:1023859-1030347                          
Erwinia amylovora CFBP 2585                             

  ?  LysR_substrate PAAR_motif Tox-ABHYDROLASE DUF2931* DUF2931 DUF2931

EAM4409817.1
AACUXU010000008.1:201986-206316                         
Salmonella enterica                                     

DUF2931 DUF2931 T6SS_HCP ABHYDROLASE* DUF2517   ?  

EAY2469076.1
AAEHMO010000034.1:7630-11824                            
Salmonella enterica                                     

  ?  DUF2517 T6SS_HCP Tox-ABHYDROLASE* DUF2931 DUF2931

EBI8298053.1
AAFQTW010000001.1:485447-493206                         
Salmonella enterica                                     

AAA_18 RHOD-CDC25 DUF2931 T6SS_HCP Tox-ABHYDROLASE* Porin_4 MacB_PCD FtsX FtsX

EDM4063686.1
AAMYFH010000006.1:212635-219511                         
Salmonella enterica subsp. houtenae serovar Houten      

DUF2931 DUF2931 T6SS_HCP Tox-ABHYDROLASE* DNA_gyraseA_C DNA_gyraseA_C DNA_topoisoIV Acyltransferase

EFN7605860.1
AATPEM010000298.1:1-2142                                
Escherichia coli                                        

DUF2931 ABHYDROLASE*

EGS8815263.1
AAXTNR010000117.1:1-2457                                
Escherichia coli                                        

DUF2931 DUF2931 Tox-ABHYDROLASE*

EJM91273.1
AKJH01000024.1:45006-48097                              
Pseudomonas sp. GM67                                    

RES DUF2931 Tox-ABHYDROLASE*

ELY1973106.1
ABPCUQ010000138.1:521-3641                              
Aeromonas salmonicida                                   

  ?  PAAR_motif ABHYDROLASE*   ?  Histone_HNS

EOO4053685.1
ABBOSR020000028.1:27397-32895                           
Escherichia coli                                        

  ?  Phage_GPD VgrG T6SS_Vgr DUF2345 Tox-ABHYDROLASE* DUF2931 PAAR_motif

GKG94469.1
BQNH01000001.1:2924416-2929502                          
Desulfovibrionaceae bacterium                           

MTHFR MFS_1 ABHYDROLASE*   ?  FlgM

HAO7354939.1
DABYOV010000221.1:1-1986                                
Escherichia coli                                        

ABHYDROLASE* DUF2931

HAV86734.1
DMZQ01000034.1:1-3111                                   
Pseudomonas sp.                                         

  ?  DUF2931 Tox-ABHYDROLASE* PAAR_motif PAAR GPW_gp25

HBC0147989.1
DADWZF010000008.1:18160-26078                           
Salmonella enterica subsp. houtenae                     

AAA_18 RHOD-CDC25 DUF2931 T6SS_HCP ABHYDROLASE* Porin_4 MacB_PCD FtsX FtsX

HBR4216062.1
DAFXKZ010000042.1:16674-22734                           
Klebsiella pneumoniae                                   

IncFII_repA DUF2931 PAAR_motif ABHYDROLASE* PAAR_motif CcdA

HCJ30293.1
DPSI01000448.1:1-3668                                   
Pseudomonas sp.                                         

SBP_bac_6 ABM Tox-ABHYDROLASE* DUF2931

HCN63864.1
DQAF01000044.1:107672-112038                            
Pseudomonas sp.                                         

Plasmid_RAQPRD DUF2931 ABHYDROLASE* Plasmid_RAQPRD DUF2931

HCW91063.1
DPPI01000117.1:106-2764                                 
Marinobacter sp.                                        

Nitroreductase DUF2931 Tox-ABHYDROLASE*

HDY96920.1
DRFW01000004.1:6213-13992                               
Halopseudomonas sabulinigri                             

Beta-Prop DUF2931 PAAR_motif PAAR ABHYDROLASE* Phage_integrase   ?  

HDZ58008.1
DRFO01000039.1:381-2707                                 
Halopseudomonas xinjiangensis                           

Tox-ABHYDROLASE* DUF2931   ?  

HEB66435.1
DRKM01000028.1:32-2976                                  
Gammaproteobacteria bacterium                           

ABHYDROLASE* LysM

HHI93565.1
DROS01000056.1:1-4621                                   
Gammaproteobacteria bacterium                           

DUF2931 Tox-ABHYDROLASE* ketoacyl-synt   ?  

HJC52591.1
DWWF01000016.1:218529-223172                            
Candidatus Alistipes merdavium                          

  ?  DUF4280 ABHYDROLASE* DUF2931   ?  

KIP79159.1
JXIP01000130.1:1-5911                                   
Stenotrophomonas maltophilia                            

  ?  Reprolysin_4 BiPBP_C ABHYDROLASE* PRTase GATase_7 DUF455

KQB51533.1
LLWH01000236.1:5642-9109                                
Pseudomonas endophytica                                 

DUF2789   ?  DksA_CC zf-dskA_traR   ?  Tox-ABHYDROLASE*

KRE89409.1
LMSL01000039.1:160832-166380                            
Frateuria sp. Soil773                                   

LysR_substrate DSBH PAAR_motif ABHYDROLASE*   ?  FMN_red

KTT39555.1
LDSY01000034.1:44545-50818                              
Pseudomonas oryzihabitans                               

  ?  Peripla_BP_3 HTH_18 PAAR_motif PAAR Tox-ABHYDROLASE* DUF2931 Ferritin

MAA63650.1
NYTK01000006.1:57842-63954                              
Alteromonadaceae bacterium                              

Cyanate_lyase CYNS_N DUF2931 Tox-ABHYDROLASE* CoA_transf_3 Acyl-CoA_dh_N Acyl-CoA_dh_M Acyl-CoA_dh_1

MAA73806.1
NYTH01000015.1:12012-19808                              
Salinisphaeraceae bacterium                             

OmpA ImpA_N Phage_GPD VgrG T6SS_Vgr DUF2345 Tox-ABHYDROLASE* DUF2931 DUF2931

MAB51406.1
NYTA01000023.1:4679-10123                               
Marinobacter sp.                                        

ABC1 FAA_hydrolase ABHYDROLASE* DUF2931 PRTase

MBA3548557.1
JACCSO010000513.1:3156-7838                             
Nannocystis sp.                                         

  ?    ?  Tox-ABHYDROLASE* DUF2931 RtcB

MBA8682017.1
JACGXS010000003.1:319525-324899                         
Stenotrophomonas tumulicola                             

PAP2-classical Calcineurin Tox-ABHYDROLASE* DUF455 PRTase GATase_7

MBD3667481.1
JABURG010000345.1:405-6673                              
Kangiella sp.                                           

NfeD Clp Band-7 ABHYDROLASE*   ?  ABHYDROLASE

MBF0304638.1
JADGAL010000021.1:2479-8545                             
Alphaproteobacteria bacterium                           

  ?  PSBP Tox-ABHYDROLASE* DUF2931 T6SS_TssG

MBG7459652.1
JADTCG010000004.1:117922-122865                         
Pseudomonas aeruginosa                                  

  ?  DUF2931 PAAR_motif ABHYDROLASE* DHFR_1 Metallophos_2

MBK0001974.1
JACVTS010000009.1:73651-84617                           
Erwinia sp. S38                                         

DUF4432 Cation_ATPase_N E1-E2_ATPase HAD Cation_ATPase_C Tox-ABHYDROLASE* Sugar_tr AsmA

MBK4715673.1
JAEPBH010000023.1:28466-35059                           
Tenebrionibacter intestinalis                           

Concanavalin-like Phage_holin_3_3 Tox-ABHYDROLASE* HTH_1 SMP_2

MBL4746181.1
JAESRX010000045.1:11165-15030                           
Flavobacteriaceae bacterium                             

  ?  DUF2931 Tox-ABHYDROLASE*   ?  

MBP53703.1
PBRG01000050.1:11059-16082                              
Marinobacter sp.                                        

ABC2_membrane DUF2931 ABHYDROLASE* ABC_tran BPD_transp_1

MBR5973542.1
JAFZLC010000058.1:123841-129641                         
Paludibacteraceae bacterium                             

  ?  DUF2931 ABHYDROLASE* Phage_GPD Phage_base_V Toast-rack TssC

MBR9871063.1
JAAEZC010000012.1:76121-82767                           
Gammaproteobacteria bacterium                           

DUF1249 Calcineurin Tox-ABHYDROLASE* DUF2931 Meth_synt_2 Meth_synt_1

MBS1645492.1
JAFDYA010000189.1:15628-22826                           
Bacteroidetes bacterium                                 

ABC_tran UvrA_inter UvrA_DNA-bind SbcC ABC_tran SbcC   ?  ABHYDROLASE* DUF2931 PUA MTase

MBU3057587.1
JAHKQV010000068.1:19772-24562                           
Pseudomonas indica                                      

FliS FliD_C Flagellin_IN FliD_N Tox-ABHYDROLASE* DUF2931 FlgN

MBV35364.1
PCBZ01000033.1:4247-10093                               
Rickettsiales bacterium                                 

  ?    ?  Tox-ABHYDROLASE*   ?  FGGY_C FGGY_N

MBY5937001.1
JAHVID010000003.1:39586-45691                           
Marinobacter nauticus                                   

DUF2931 DUF2931 Tox-ABHYDROLASE* Lyase_1 ASL_C2 His-Kinase His_kinase

MBZ5754777.1
JAIQUL010000001.1:832012-837898                         
Pseudomonas sp. S5(2021)                                

DUF2931 DUF2931 PAAR_motif PAAR ABHYDROLASE* HD RelA_SpoT TGS ACT_4 RNA_pol_Rpb6

MCA1177080.1
JAIUDF010000003.1:432640-438015                         
Pantoea sp. alder69                                     

FGS FGS PAAR_motif ABHYDROLASE* DUF2931 DUF2931

MCE8419785.1
JAKCFH010000085.1:5061-12307                            
Rhodovulum sulfidophilum                                

OmpA-beta-barrel Isochorismatase Tox-ABHYDROLASE*   ?  DUF4123

MCF6331330.1
JAKISX010000047.1:1-3556                                
Sulfurimonas sp.                                        

SusD_RagB Tox-ABHYDROLASE* NTP_transf_2 Aminotran_3

MCH8504524.1
JAIUMP010000098.1:10540-13433                           
Ectothiorhodospiraceae bacterium                        

Zn_protease DUF2931 Tox-ABHYDROLASE*

MCH8543831.1
JAIUME010000006.1:37828-44628                           
Alcanivorax sp.                                         

Trm112p AcylCoA_DH_N Acyl-CoA_dh_N Acyl-CoA_dh_M Acyl-CoA_dh_1 Acyl-CoA_dh_C ABHYDROLASE* DUF2931 DUF945

MCI0507467.1
JAKEGK010000216.1:4043-14449                            
Gammaproteobacteria bacterium                           

Catalase An_peroxidase Tox-ABHYDROLASE* TPR TPR TPR   ?  

MCK6879719.1
JAKMNB010000013.1:5900-10940                            
Enterobacter bugandensis                                

OmpR-HTH Phage_holin_3_1 ABHYDROLASE* IG Invasin_D3

MCK7358211.1
JAKMIV010000004.1:220094-226174                         
Enterobacter roggenkampii                               

  ?  Phage_GPD VgrG T6SS_Vgr DUF2345 Tox-ABHYDROLASE* DUF2931   ?  

MCL1478619.1
JAKRQS010000022.1:19309-24625                           
Marinobacter sp.                                        

YkuD CorC_HlyC Na_H_Exchanger PAAR_motif ABHYDROLASE* DUF2931 Tox-ABHYDROLASE

MCM2330778.1
JAMPXT010000114.1:722-6421                              
Geopseudomonas sagittaria                               

DUF2931 DUF2931 PAAR_motif ABHYDROLASE* DUF2333 DsbD_N

MCO5785870.1
QEYQ01000001.1:1268591-1274682                          
Pseudomonas sp. G11-1                                   

Aminotran_3 Aldedh PAAR_motif ABHYDROLASE* DUF2931 MarR-HTH

MCP4431710.1
JAAEOZ010000419.1:4033-9190                             
Gammaproteobacteria bacterium                           

EamA EamA ketoacyl-synt ABHYDROLASE* DUF2931 LysM PTSEIIA1

MPY23666.1
VOQB01000005.1:452166-459404                            
Shewanella sp. YLB-07                                   

Phage_GPD VgrG DUF2345 DUF4123 ABHYDROLASE* DUF2931 DUF2931

NBA94654.1
JAAAMT010000007.1:26354-32885                           
Pseudomonas sp. R5(2019)                                

ILVD_EDD Glucokinase ABHYDROLASE* Receiver OmpR-HTH HAMP HisKA His-Kinase

NBC99398.1
JAAATR010000033.1:130099-136042                         
Atlantibacter hermannii                                 

SmpA_OmlA DUF2931 T6SS_HCP Tox-ABHYDROLASE* Catalase Catalase-rel Catalase_C CedA

NCC05308.1
SAAE01000108.1:660-5427                                 
Proteobacteria bacterium                                

DUF4123   ?  CCDC93_CC ABHYDROLASE*   ?  GIY-YIG

NUU69132.1
JABWCW010000020.1:34091-38183                           
Enterobacteriaceae bacterium BIT-l23                    

  ?  NLPC ABHYDROLASE*   ?    ?  

NWL77619.1
QJRF01000053.1:121270-124405                            
Pseudomonas taiwanensis                                 

DUF2931 DUF2931 Tox-ABHYDROLASE*

NWL79286.1
QJRF01000068.1:2460-7306                                
Pseudomonas taiwanensis                                 

RmlD_sub_bind Methyltrans_SAM Tox-ABHYDROLASE*   ?  

NWL79990.1
QJRF01000071.1:55-3187                                  
Pseudomonas taiwanensis                                 

Tox-ABHYDROLASE* DUF2931 DUF2931

NWL80094.1
QJRF01000072.1:1-4340                                   
Pseudomonas taiwanensis                                 

  ?  Tox-ABHYDROLASE*   ?  Curlin_rpt Curlin_rpt

OHC60395.1
MHZM01000281.1:1-1546                                   
Pseudomonadales bacterium RIFCSPLOWO2_02_FULL_63_210    

ABHYDROLASE*

OKH87651.1
KV880638.1:575469-580073                                
Thalassospira sp. TSL5-1                                

  ?    ?  ABHYDROLASE* DUF4123   ?  

OWJ93391.1
NBMS01000030.1:19048-25397                              
Pseudomonas sp. A46                                     

DUF2931 DUF2931 PAAR_motif Tox-ABHYDROLASE* MFS_1 FAD_binding_3

PHM64028.1
NJAJ01000039.1:22091-30097                              
Xenorhabdus stockiae                                    

Phage_GPD VgrG DUF2345 DUF4123 CarboxypepD-reg-IG ABHYDROLASE* DUF2931 AAA_25 Toprim-DNAG Prim_Zn_Ribbon

PHM64373.1
NJAJ01000030.1:10941-18947                              
Xenorhabdus stockiae                                    

AAA_25 Toprim-DNAG Prim_Zn_Ribbon DUF2931 CarboxypepD-reg-IG ABHYDROLASE* DUF4123 Phage_GPD VgrG DUF2345

PHQ16566.1
KZ319368.1:543090-547990                                
Marinobacter profundi                                   

Glyoxalase DUF2931 TraK-HTH   ?  ABHYDROLASE*

PKM29140.1
PGZJ01000008.1:16982-26143                              
Gammaproteobacteria bacterium HGW-Gammaproteobacteria-11

UvrD-helicase UvrD_C REase RecD_N AAA_19 SH3_13 UvrD_C_2 PAAR_motif PAAR ABHYDROLASE* DUF2931 DUF2931

PZO65872.1
QFMZ01000009.1:74314-78372                              
Paracoccus denitrificans                                

PAAR_motif DUF4123 Tox-ABHYDROLASE*   ?  GAD-like

PZP24543.1
QFOH01000009.1:71-3369                                  
Pseudomonas kuykendallii                                

DUF2931 DUF2931 DUF2345 Tox-ABHYDROLASE*

QBM18121.1
CP037934.1:2460642-2467286                              
Marinobacter sp. JH2                                    

Meth_synt_2 Meth_synt_1 DUF2931 Tox-ABHYDROLASE* Calcineurin DUF1249

QHU24039.1
MN783744.1:141010-149224                                
Klebsiella oxytoca                                      

PBFP24   ?  PAAR_motif Tox-ABHYDROLASE* REase DDE_Tnp_Tn3 DUF4158

QXH59830.1
CP077078.1:3842384-3851376                              
Pseudomonas azerbaijanorientalis                        

  ?  DUF2931 Phage_GPD VgrG T6SS_Vgr DUF2345 ABHYDROLASE* ClpABN-AAA ClpABC-AAA T6SS_HCP

RBP08971.1
QNRL01000008.1:298550-303720                            
Pseudocitrobacter faecalis                              

ABC_tran NIL BPD_transp_1 T6SS_HCP ABHYDROLASE* DUF2931 DUF2931

RMQ42662.1
RBRE01000079.1:29784-34507                              
Pseudomonas cichorii                                    

BPD_transp_2 DksA_CC zf-dskA_traR DUF2789   ?  ABHYDROLASE*

RMT32821.1
RBTG01000179.1:46-3297                                  
Pseudomonas syringae pv. solidagae                      

DUF2345 Tox-ABHYDROLASE* DUF2931 DUF2931

RZI54139.1
SEEB01000104.1:1-2577                                   
Pseudomonas sp.                                         

Tox-ABHYDROLASE* DUF2931 ABHYDROLASE

RZJ57371.1
SEBX01000102.1:148-2679                                 
Hymenobacter sp.                                        

ABHYDROLASE* DUF2931

SDX63706.1
FNOI01000010.1:111151-116937                            
Litoreibacter albidus                                   

DotU OmpA T6SS_VasE ABHYDROLASE*   ?    ?  

SJN48421.1
FUKX01000040.1:23-8688                                  
Sphingobacterium faecium PCAi_F2.5                      

HisKA_3 His-Kinase Receiver LuxR-HTH ABHYDROLASE*   ?    ?  

SOD59808.1
OCMY01000002.1:237103-243653                            
Candidatus Pantoea floridensis                          

K_trans YdgH_BhsA-like ABHYDROLASE* DUF2931 DUF2931

UBQ52696.1
CP083944.1:3706945-3712337                              
Aeromonas hydrophila                                    

IstB_IS21 rve DUF2931 DUF2931 ABHYDROLASE*

WP_096102794.1
NZ_NQXZ01000058.1:9645-14767                            
Pseudomonas congelans                                   

DksA_CC zf-dskA_traR   ?  DUF2789 ABHYDROLASE* MA PocR-like-HemeBD

WP_103483748.1
NZ_JALMEX010000004.1:47724-55230                        
Pseudomonas sp. MWU12-2020                              

T6SS_VasJ ImpA_N T6SS_VipA Phage_GPD VgrG ABHYDROLASE* DUF2931 DUF2931

WP_168403718.1
NZ_JAAEWC010000007.1:41541-44449                        
Erwinia amylovora                                       

  ?  Ogr_Delta PAAR_motif ABHYDROLASE*

WP_004579052.1
NZ_AP028878.1:638734-647206                             
Marinobacter nanhaiticus D15-8W                         

BLBD BLBD E3_binding 2-oxoacid_dh STY-kinase Tox-ABHYDROLASE* DUF2931 MFS_1

WP_065321333.1
NZ_LNWB01000002.1:718247-723092                         
Tritonibacter mobilis                                   

Calcineurin   ?  Tox-ABHYDROLASE* YegS_C DAGK_cat   ?  

WP_223416443.1
NZ_JAHBCS010000160.1:20674-23634                        
Pseudomonas sp. BF-RE-04                                

DUF2931 DUF6124 ABHYDROLASE*

WP_008371142.1
NZ_AJWX01000016.1:17828-23562                           
Pseudomonas sp. M47T1                                   

LysE AMP-binding AMP-binding_C ABHYDROLASE* OmpA Acyltransferase

WP_009637188.1
NZ_AJHJ01000014.1:41620-46835                           
Serratia sp. M24T3                                      

ABHYDROLASE* DUF1161 DUF1283 AAA_26 GST_C

WP_129035909.1
NZ_SDDX01000020.1:238092-244607                         
Lelliottia nimipressuralis                              

tRNA-synt_2e tRNA_synt_2f DALR_1 T6SS_HCP ABHYDROLASE* DUF2931 DUF2931

WP_012136315.1
NZ_KE007306.1:356698-362175                             
Marinobacter lipolyticus SM19                           

NA37 PBPB Tox-ABHYDROLASE* DUF2931 SpoU_methylas_C SPOUT

WP_258189711.1
NZ_DALYRC010000029.1:16984-21722                        
Stutzerimonas nitrititolerans                           

DUF2931 DUF2931 ABHYDROLASE*   ?  HI0933_like

WP_016191542.1
NZ_CP013970.1:3533929-3541010                           
Erwinia tracheiphila                                    

DCM Tox-ABHYDROLASE* Zn_Tnp_IS1 HTH_Tnp_IS1 DDE_Tnp_IS1 RE_Bpu10I Glyco_hydro_8

WP_130871659.1
NZ_JBBELL010000002.1:350636-354592                      
Pseudomonas bubulae                                     

DksA_CC zf-dskA_traR HPP   ?    ?  Tox-ABHYDROLASE*

WP_054543183.1
NZ_CAWMQV010000120.1:40465-44920                        
Vibrio splendidus                                       

  ?  Calcineurin ABHYDROLASE*

WP_017348567.1
NZ_ALXE01000037.1:20106-27412                           
Pantoea sp. A4                                          

Redoxin DsbD Abhydrolase_6 ABHYDROLASE* PBPI LacI RapZ-C Inositol_P

WP_153389567.1
NZ_WIVR01000001.1:78917-83612                           
Pseudomonas sp. FSL R10-1350                            

COX4_pro UbiA DUF2931 DUF2931 PAAR_motif Tox-ABHYDROLASE*

WP_158407939.1
NZ_ALOY01000165.1:46761-51493                           
Dyella japonica A8                                      

  ?  DUF2931 DUF2931   ?  PAAR_motif Tox-ABHYDROLASE*

WP_047572981.1
NZ_JPQT01000085.1:76389-83079                           
Pseudomonas syringae                                    

  ?  Tox-ABHYDROLASE* DUF2789 Receiver His-Kinase PAS MA PocR-like-HemeBD

WP_226505414.1
NZ_JAIWJA010000006.1:99436-105469                       
Pseudomonas sp. MWU16-30317                             

T-OB TetR-HTH ABHYDROLASE* Gln-synt_N Gln-synt_C Gln-synt_C Gln-synt_N

WP_021207205.1
NZ_ATAR01000012.1:202807-207918                         
Stutzerimonas stutzeri MF28                             

Acyl-CoA_dh_1 Acyl-CoA_dh_M Acyl-CoA_dh_N HTH_1 LysR_substrate ABHYDROLASE*   ?  DUF2931

WP_199451924.1
NZ_JACDWW010000046.1:69917-76380                        
Marinobacter sp. bablab_jr008                           

TetR-HTH FA_hydroxylase DUF2931 ABHYDROLASE* FMO-like

WP_166667100.1
NZ_AWGA01000076.1:1-5188                                
Candidatus Schmidhempelia bombi str. Bimp               

DUF2931 5TMR-LYT GAF His_kinase His-Kinase DUF2345 Tox-ABHYDROLASE*

WP_024872077.1
NZ_AZUK01000001.1:1869468-1875981                       
Tolumonas lignilytica                                   

DUF4123 Tox-ABHYDROLASE* DUF2931 MTHFR RecD_N AAA_19 SH3_13 UvrD_C_2

WP_125832118.1
NZ_RHQN01000007.1:292614-297302                         
Pseudomonas sp. v388                                    

DksA_CC zf-dskA_traR GFO_IDH_MocA GFO_IDH_MocA_C Tox-ABHYDROLASE* DUF2789   ?  

WP_063585674.1
NZ_CP015379.1:346823-352954                             
Hafnia alvei                                            

  ?  RhaT DUF2931 PAAR_motif ABHYDROLASE* DUF2931

WP_074011245.1
NZ_JFJX01000057.1:1-3846                                
Tatumella sp. UCD-D_suzukii                             

  ?  ImpA_N VasL PAAR_motif Tox-ABHYDROLASE*

WP_025903547.1
NZ_JFJX01000064.1:1-8056                                
Tatumella sp. UCD-D_suzukii                             

DUF2931 ABHYDROLASE* MFS_1 DUF2931 FCD

WP_026976870.1
NZ_AUDN01000020.1:23859-29490                           
Flavobacterium tegetincola DSM 22377                    

  ?    ?  ABHYDROLASE*   ?  NLPC PG_binding_1 PG_binding_1

WP_027590238.1
NZ_JBOY01000046.1:54531-62884                           
Pseudomonas sp. RL                                      

ClpABN-AAA ClpABC-AAA Phage_GPD VgrG DUF2345 ABHYDROLASE* DUF2931 GAF NtrC-AAA HTH_8   ?  

WP_049818816.1
NZ_AUEC01000043.1:653-7792                              
Pseudomonas taiwanensis DSM 21245                       

  ?  GDH_ACT1 GDH_HM1 GDH_ACT2 GDH_HM2 GDH_ACT3 GDH_HM3 Bac_GDH_CD GDH_C ABHYDROLASE*

WP_060483979.1
NZ_BCAZ01000003.1:225174-231161                         
Pseudomonas sp. NBRC 111123                             

DAO Sugar_tr MoxR-AAA vWA ABHYDROLASE*

WP_138762185.1
NZ_RWKD01000006.1:257652-263565                         
Pseudomonas lactis                                      

CYNS_N Cyanate_lyase Pro_CA ABHYDROLASE Thioredoxin_10* dCache_2 MFS_1

WP_034796242.1
NZ_JMPJ01000076.1:138083-144392                         
Ewingella americana ATCC 33852                          

Bac_luciferase PAAR_motif ABHYDROLASE* DUF2931 DUF2931 ABC_tran oligo_HPY ABC_tran

WP_052018691.1
NZ_JFHN01000026.1:55635-60322                           
Erwinia mallotivora                                     

Colicin_im Cellsynth_D ABHYDROLASE* Colicin Glyco_hydro_8

WP_052118437.1
NZ_JNVB01000031.1:17525-22977                           
Erwinia oleae                                           

SBP_bac_3 adh_short DUF2931 Tox-ABHYDROLASE* HTH_18 Cupin_6

WP_051668895.1
NZ_ANIE01000001.1:135530-141447                         
Marinobacter nitratireducens                            

DUF2931 FMO-like TetR-HTH Tox-ABHYDROLASE* DUF2931

WP_084105269.1
NZ_AVPS01000001.1:337121-344758                         
Lysobacter concretionis Ko07 = DSM 16239                

MnhB MbhE MbhD Proton_antipo_M Proton_antipo_N Epimerase PAAR_motif ABHYDROLASE* DUF2931 DUF2931

WP_036543144.1
NZ_JMSZ01000007.1:170907-174079                         
Nitrincola lacisaponensis                               

FemAB_like HIT Tox-ABHYDROLASE*   ?  

WP_038154773.1
NZ_JMTB01000043.1:126257-134340                         
Trabulsiella guamensis ATCC 49490                       

OpuAC T6SS_HCP Tox-ABHYDROLASE* Glyco_hydro_3 Glyco_hydro_3_C Fn3-like Lact-deh-memb FAD_binding_4 DUF2931

WP_038174582.1
NZ_JONH01000012.1:2767-9166                             
Vibrio pacinii DSM 19139                                

Phage_GPD VgrG DUF2345 DUF4123 Tox-ABHYDROLASE* DUF2931 DUF2931

WP_038414277.1
NZ_CP009455.1:4431756-4440736                           
Pseudomonas cremoricolorata                             

GDH_ACT1 GDH_HM1 GDH_ACT2 GDH_HM2 GDH_ACT3 GDH_HM3 Bac_GDH_CD GDH_C   ?  ABHYDROLASE* MoxR-AAA vWA

WP_222556165.1
NZ_JAINDM010000001.1:1680831-1687808                    
Phytobacter diazotrophicus                              

4HB_MCP_1 MA EAL HDOD DUF2931 PAAR_motif Tox-ABHYDROLASE* DUF2931

WP_039422802.1
NZ_JRAK01000001.1:217-2777                              
Porphyromonas gulae                                     

ABHYDROLASE* Phage_base_V

WP_138583309.1
NZ_PNDS01000138.1:14988-20518                           
Pseudoalteromonas sp. S2755                             

  ?    ?  Tox-ABHYDROLASE* ABC_tran ABC_tran_Xtn ABC_tran Acyltransferase

WP_235270513.1
NZ_CBDIPO010000002.1:1518112-1523729                    
Vreelandella titanicae                                  

Aylating-Ploop Co_AT_N VWA Chelatase-AAA DUF2931 PAAR_motif Tox-ABHYDROLASE* DUF2931

WP_042128400.1
NZ_BBIR01000068.1:15823-21239                           
Pseudomonas japonica NBRC 103040 = DSM 22348            

  ?    ?  Tox-ABHYDROLASE* Receiver Receiver HisKA His-Kinase

WP_181084338.1
NZ_JAAMRB010000003.1:387626-392523                      
Pseudomonas oryzihabitans                               

35exo Gly_transporter Gly_transporter PAAR_motif PAAR Tox-ABHYDROLASE* Fer4_16 QueG_DUF1730 DUF2931

WP_043166576.1
NZ_JRWS01000042.1:8140-13821                            
Aeromonas hydrophila                                    

Phage_GPD VgrG DUF2345 DUF4123 CarboxypepD-reg-IG Tox-ABHYDROLASE* DUF2931   ?  

WP_044617755.1
NZ_CP007142.1:3538542-3543768                           
Gynuella sunshinyii YC6258                              

DUF2931 ABHYDROLASE*   ?    ?  DUF2931

WP_258663408.1
NZ_CP087199.1:3281002-3285762                           
Pseudomonas sp. B21-009                                 

Receiver HisKA His-Kinase Receiver TetR_C_24 TetR_N DUF2931 PAAR_motif ABHYDROLASE*

WP_228338774.1
NZ_JAJGSN010000001.1:3124523-3130591                    
Enterobacter hormaechei subsp. hoffmannii               

  ?  DUF2931 Phage_GPD VgrG T6SS_Vgr DUF2345 ABHYDROLASE* DUF2931

WP_045431178.1
NZ_JAMOID010000010.1:100534-105637                      
Stutzerimonas stutzeri                                  

Acyl-CoA_dh_1 Acyl-CoA_dh_M Acyl-CoA_dh_N HTH_1 LysR_substrate ABHYDROLASE* DUF2931 SWP82-RSC7

WP_046019727.1
NZ_JXYC01000047.1:34505-41100                           
Marinomonas sp. S3726                                   

Phage_GPD VgrG DUF2345 DUF4123 Tox-ABHYDROLASE* DUF2931 CTP_transf_1

WP_169800621.1
NZ_CP011509.1:366702-371885                             
Archangium gephyra                                      

  ?  DUF2931 ANK MA Tox-ABHYDROLASE*

WP_053087562.1
NZ_JVPP01000093.1:1-5684                                
Enterobacter bugandensis                                

Ketoacyl-synt_C ketoacyl-synt PP-binding ABHYDROLASE* F-box

WP_154330112.1
NZ_CAJCKH010000001.1:128196-134301                      
Stenotrophomonas pavanii                                

PRTase GATase_7 Tox-ABHYDROLASE* DUF455 Reprolysin_5 Calcineurin

WP_049855950.1
NZ_JNGI01000016.1:14028-19942                           
Trabulsiella odontotermitis                             

DALR_1 tRNA_synt_2f S1COLD cHTH PAAR_motif ABHYDROLASE* DUF2931

WP_052548826.1
NZ_JMCC02000031.1:9989-14956                            
Enhygromyxa salina                                      

  ?  ABHYDROLASE* Mrr_cat DUF4385   ?  

WP_054902344.1
NZ_BCBH01000020.1:51972-58042                           
Pseudomonas sp. NBRC 111131                             

DAO Sugar_tr Tox-ABHYDROLASE* MoxR-AAA vWA

WP_194978068.1
NZ_JADMKS010000004.1:353860-359243                      
Rouxiella silvae                                        

Flavin_Reduct Voltage_CLC Tox-ABHYDROLASE* DUF2931 DUF2931

WP_056002934.1
NZ_LMSL01000014.1:110638-117158                         
Frateuria sp. Soil773                                   

UPF0225 PAAR_motif Tox-ABHYDROLASE* PAAR_motif Peptidase_M91 Beta-Roll DUF2931

WP_063304281.1
NZ_LMCI01000036.1:12682-18580                           
Pseudovibrio sp. W64                                    

  ?  DUF4123 Tox-ABHYDROLASE* PfkB ARG

WP_058092674.1
NZ_CP014754.1:1432674-1437726                           
Marinobacter sp. LQ44                                   

Peptidase_U32 Peptidase_U32 ABHYDROLASE* CcdB DUF2931

WP_062385408.1
NZ_BBQJ01000012.1:41651-46066                           
Pseudomonas abietaniphila                               

ABHYDROLASE* PAAR_motif 4HBT DUF2931 DUF2931

WP_064519295.1
NZ_LXEP01000054.1:581-5945                              
Buttiauxella gaviniae ATCC 51604                        

ABHYDROLASE* YhfT Aminotran_5 NusG

WP_064557873.1
NZ_LXER01000011.1:54078-60055                           
Buttiauxella brennerae ATCC 51605                       

SNARE_assoc Synaptojanin PAAR_motif Tox-ABHYDROLASE* DUF2931 Aminotran_3

WP_066013155.1
NZ_MDHA01000075.1:56701-62527                           
Thioclava sp. SK-1                                      

DUF4123   ?  Tox-ABHYDROLASE* rve_2 rve   ?  

WP_210131944.1
NZ_JABEXP010000002.1:524928-531183                      
Stenotrophomonas rhizophila                             

PRTase GATase_7 Calcineurin Reprolysin_5 ABHYDROLASE* DUF455

WP_165676260.1
NZ_JAANPJ010000034.1:37996-44382                        
Metapseudomonas otitidis                                

DSBH PAP2-classical DUF2931 DUF2931 Phage_GPD VgrG DUF2345 Tox-ABHYDROLASE*

WP_069828869.1
NZ_MDJD01000007.1:433395-438698                         
Flavivirga aquatica                                     

DUF2931 Tox-ABHYDROLASE* Phage_GPD Phage_base_V TssD DUF2931

WP_070878087.1
NZ_KV838262.1:1-2282                                    
Pseudomonas sp. HMSC75E02                               

Tox-ABHYDROLASE* DUF2931

WP_073145284.1
NZ_FQUV01000007.1:139267-143763                         
Litoreibacter ascidiaceicola                            

PspA TetR-HTH TetR_C_33 ABHYDROLASE*   ?  DUF4123

WP_143063277.1
NZ_FOAR01000010.1:1-2942                                
Pseudomonas agarici                                     

DUF2931 DUF2931 ABHYDROLASE*

WP_253408405.1
NZ_JALJXT010000005.1:172506-178386                      
Pseudomonas citronellolis                               

LPAM_1 DUF2931 PAAR_motif Tox-ABHYDROLASE* MFS_1 LysR_substrate HTH_1 DUF2931

WP_249918352.1
NZ_JAMGSO010000001.1:3766227-3770963                    
Pseudomonas sp. R3.Fl                                   

Bro-N Y1_Tnp PAAR_motif PAAR ABHYDROLASE* DUF2931 DUF2931

WP_123782299.1
NZ_RKIK01000033.1:23629-29802                           
Vibrio ponticus                                         

  ?  Tox-ABHYDROLASE* DUF4123 Phage_GPD VgrG DUF2345 DUF2931

WP_075805718.1
NZ_MKZO01000052.1:17987-22644                           
Pseudomonas putida                                      

Receiver HisKA His-Kinase Receiver Tox-ABHYDROLASE* Transposase_20 DEDD_Tnp_IS110

WP_077641304.1
NZ_MUFN01000040.1:21644-26766                           
Salinivibrio sp. IB574                                  

Tox-ABHYDROLASE* VgrG DUF2345 DUF4123 DUF2931 DUF2931

WP_209524218.1
NZ_CAMISK010000019.1:90082-96284                        
Serratia fonticola                                      

FrmR Tox-ABHYDROLASE* NicO Fimbrial Phage_integrase   ?  

WP_080176488.1
NZ_AP024856.1:98482-104439                              
Photobacterium toruni                                   

Phage_GPD VgrG DUF2345 DUF4123 Tox-ABHYDROLASE* DUF2931   ?  

WP_218191315.1
NZ_MUIN01000020.1:1-3045                                
Pseudomonas sp. Bc-h                                    

LPAM_1 DUF2931 LPAM_1 DUF2931 ABHYDROLASE*

WP_085364544.1
NZ_LT906434.1:874097-880109                             
Neisseria zoodegmatis                                   

Ribosomal_L31   ?  ABHYDROLASE* Phage_GPD VgrG T6SS_Vgr DUF2345   ?  

WP_085417582.1
NZ_CAUJPY010000069.1:1-2704                             
Neisseria canis                                         

ABHYDROLASE* DUF2931 T6SS_Vgr DUF2345

WP_176227932.1
NZ_FXAS01000065.1:1487-9054                             
Cedecea sp. NFIX57                                      

K_trans ABHYDROLASE* Phage_holin_8 DUF1883   ?  

WP_176257463.1
NZ_NEIH01000025.1:54089-57840                           
Pseudomonas sp. R16(2017)                               

SnoaL_2 DUF2931 ABHYDROLASE*

WP_086290240.1
NZ_NASA01000049.1:494-6140                              
Gilliamella apicola                                     

Phage_GPD VgrG T6SS_Vgr DUF2345 ABHYDROLASE* DUF2931   ?  

WP_088218514.1
NZ_AP024590.1:2328041-2335753                           
Enterobacter kobei                                      

DUF2931 Tox-ABHYDROLASE HEPN-MAE18760-NTD1*   ?  SrfB DUF2931

WP_088221098.1
NZ_AP024590.1:194076-198575                             
Enterobacter kobei                                      

Acetylase BOF T6SS_HCP Tox-ABHYDROLASE* DUF2931 DUF2931

WP_090460705.1
NZ_FOYH01000002.1:475743-481181                         
Enterobacter sp. kpr-6                                  

Rnk_N GreA_GreB Usp T6SS_HCP Tox-ABHYDROLASE* DUF2931 Pyr_redox_2 Thioredoxin_3

WP_091646586.1
NZ_FOEG01000020.1:153-2667                              
Aquisalimonas asiatica                                  

ABHYDROLASE* DUF2931

WP_091814782.1
NZ_FNNE01000007.1:248501-255371                         
Marinobacter mobilis                                    

Arabinose_bd HTH_18 ABHYDROLASE* DUF2931 Thiolase_C Thiolase_N AMP-binding_C AMP-binding

WP_093467749.1
NZ_FNYJ01000006.1:431895-436173                         
Pseudomonas sp. NFR16                                   

DUF2931 DUF2931 PAAR_motif ABHYDROLASE* PAAR_motif   ?  

WP_256578023.1
NZ_FYDL01000025.1:29646-36371                           
Pseudomonas sp. Irchel s3h17                            

His-Kinase PAS_4 HAMP KinB_sensor DUF2931 CSS-motif EAL Amidase_2 PG_binding_1 ABHYDROLASE*

WP_159985212.1
NZ_FYDX01000001.1:431039-435585                         
Pseudomonas sp. Irchel 3E13                             

3HCDH 3HCDH_N TetR_C_24 TetR_N Receiver Receiver HisKA His-Kinase Tox-ABHYDROLASE*

WP_256589088.1
NZ_MRCS01000026.1:15621-21429                           
Pseudomonas sp. ACN8                                    

DUF2931 SurE DUF1329 DUF2931 PAAR_motif ABHYDROLASE*

WP_149332807.1
NZ_QOVF01000003.1:151393-156768                         
Halopseudomonas laoshanensis                            

DUF2931 Cyclase BacA PAAR_motif PAAR Tox-ABHYDROLASE* Cupin_7

WP_178081187.1
NZ_PJBC01000028.1:1-2903                                
Pseudomonas sp. Choline-02u-1                           

DUF2931 ABHYDROLASE*

WP_110286100.1
NZ_PDOH01000034.1:37927-43688                           
Halomonas heilongjiangensis                             

DctM PBPB Tox-ABHYDROLASE* DUF2931 DUF2931

WP_103255614.1
NZ_PJON01000001.1:150324-155317                         
Tabrizicola aquatica                                    

Phage_GPD VgrG PAAR_motif ABHYDROLASE*   ?    ?  

WP_104922486.1
NZ_CP019062.1:1880962-1887810                           
Rahnella sikkimica                                      

DUF2931 DUF2931 PAAR_motif ABHYDROLASE* ALAD Peptidase_C39 ABC_membrane ABC_tran

WP_106390861.1
NZ_PVNK01000073.1:5360-12888                            
Enhygromyxa salina                                      

Tox-ABHYDROLASE*   ?    ?  DUF2345 VgrG Phage_GPD   ?  

WP_106645765.1
NZ_BMGO01000001.1:298064-303253                         
Kangiella profundi                                      

  ?  ABHYDROLASE* Band-7 NfeD Clp   ?  

WP_106670811.1
NZ_BMFE01000005.1:90079-96723                           
Marinobacter halophilus                                 

DUF1249 ABHYDROLASE* DUF2931 Calcineurin Meth_synt_2 Meth_synt_1

WP_170115259.1
NZ_QGGU01000010.1:84475-89952                           
Pleionea mediterranea                                   

  ?    ?  SSF DUF4212 ABHYDROLASE*

WP_109936265.1
NZ_QGSL01000107.1:611517-617253                         
Pseudomonas sp. RW407                                   

MutS_V PAAR_motif Tox-ABHYDROLASE* DUF2931   ?  PBPI

WP_198659755.1
NZ_JYDG01000106.1:1-5468                                
Rahnella sp. AN3-3W3                                    

MODE-HTH PapD_N Fimbrial Tox-ABHYDROLASE*

WP_113861657.1
NZ_QNRO01000003.1:85409-91357                           
Marinobacter pelagius                                   

  ?  DUF2931 Tox-ABHYDROLASE* FMO-like TetR-HTH

WP_114350953.1
NZ_QPJL01000051.1:6136-9647                             
Paracoccus lutimaris                                    

  ?  ABHYDROLASE*   ?    ?  DUF4123

WP_115078300.1
NZ_CP022313.1:3579551-3583316                           
Pseudomonas fluorescens                                 

BRCT WYL DUF2931 Tox-ABHYDROLASE*   ?  DUF6124

WP_116009704.1
NZ_QUOU01000001.1:4689593-4696444                       
Thalassotalea euphylliae                                

Tox-ABHYDROLASE* Receiver GGDEF UvrD-helicase UvrD_C PcrA_UvrD_tudor DUF2931   ?  

WP_116302187.1
NZ_NFZV01000008.1:190808-196056                         
Alkalilimnicola ehrlichii                               

ABHYDROLASE* Rieske VanA_C A_deaminase DUF2931   ?  

WP_116551744.1
NZ_QETK01000025.1:24638-30284                           
Pseudomonas sp. SDI                                     

OEP OEP MarR-HTH Tox-ABHYDROLASE* MoxR-AAA vWA

WP_119897356.1
NZ_QNRC01000005.1:52794-57227                           
Paracoccus siganidrum                                   

  ?  Tox-ABHYDROLASE*   ?  GAD-like   ?  

WP_165869792.1
NZ_QXTJ01000022.1:1-7102                                
Pseudomonas sp. LS-2                                    

DUF2931 ClpABN-AAA ClpABC-AAA VgrG T6SS_Vgr DUF2345 ABHYDROLASE* Phage_GPD

WP_256660937.1
NZ_CP032616.1:631575-639686                             
Pseudomonas sp. DY-1                                    

T6SS_HCP ClpABN-AAA ClpABC-AAA   ?  Phage_GPD VgrG T6SS_Vgr DUF2345 Tox-ABHYDROLASE* DUF2931

WP_243245824.1
NZ_LOHG01000005.1:181706-186371                         
Pseudomonas maioricensis                                

DksA_CC zf-dskA_traR   ?  DUF2789 ABHYDROLASE* MA PocR-like-HemeBD

WP_123636083.1
NZ_RHGZ01000028.1:30673-38648                           
Marinobacter sp. R17                                    

MFS_1 DUF2931 Tox-ABHYDROLASE* SCFA_trans CoA_transf_3

WP_123890359.1
NZ_JBPYCX010000004.1:123274-129394                      
Pseudomonas neustonica                                  

Methyltransf_32 BPD_transp_1 Abhydrolase_3 PAAR_motif PAAR Tox-ABHYDROLASE* DUF2931

WP_124232444.1
NZ_RHHM01000004.1:143166-146812                         
Erwinia psidii                                          

Cellsynth_D Glyco_hydro_8 Tox-ABHYDROLASE*   ?    ?  

WP_124320957.1
NZ_CP027753.1:3711179-3716926                           
Pseudomonas chlororaphis                                

Ribonuc_L-PSP Pyr_redox_3 ABHYDROLASE* DUF2931 HlyD_D23

WP_125013208.1
NZ_RQVR01000012.1:117212-122303                         
Flavobacterium macacae                                  

  ?  ABHYDROLASE*   ?  DUF2931 TolR-ExbD DUF4280

WP_256044145.1
NZ_JAMOJY010000072.1:12285-15166                        
Stutzerimonas stutzeri                                  

DUF2931 DUF2931 Tox-ABHYDROLASE*

WP_126363604.1
NZ_LR134318.1:3211207-3218559                           
Pseudomonas fluorescens                                 

PfkB SLT_4 Phage_GPD VgrG Tox-ABHYDROLASE* DUF2931 DUF2931

WP_164897207.1
NZ_QJRG01000034.1:129471-135192                         
Pseudomonas alkylphenolica                              

HTH   ?  DUF2931 PAAR_motif Tox-ABHYDROLASE* DUF2931

WP_128898654.1
NZ_CP035300.1:2031306-2037591                           
Dyella sp. M7H15-1                                      

DUF2931 DUF2931 Tox-ABHYDROLASE* HemY_N TPR HemX

WP_165392208.1
NZ_CP035952.1:2776484-2781113                           
Pseudomonas tructae                                     

Receiver HisKA His-Kinase Receiver TetR_C_24 TetR_N 3HCDH 3HCDH_N Tox-ABHYDROLASE*

WP_130832809.1
NZ_LR026978.1:1460669-1466757                           
[Erwinia] mediterraneensis                              

DUF2931 DUF2931 PAAR_motif Tox-ABHYDROLASE* RADICAL-SAM HemN_C YihI

WP_242674498.1
NZ_SJDL01000027.1:76891-79810                           
Marinobacter halodurans                                 

  ?  DUF2931 ABHYDROLASE*

WP_207775201.1
NZ_QEKQ01000015.1:1-2957                                
Tamilnaduibacter salinus                                

  ?  DUF2931 DUF2345 ABHYDROLASE*

WP_217888374.1
NZ_CP077075.1:2592662-2601851                           
Pseudomonas xanthosomatis                               

MoxR-AAA vWA ABHYDROLASE*   ?  GDH_ACT1 GDH_HM1 GDH_ACT2 GDH_HM2 GDH_ACT3 GDH_HM3 Bac_GDH_CD GDH_C

WP_201176091.1
NZ_JACVVE010000027.1:48148-54310                        
Pseudomonas sp. S31                                     

MoxR-AAA vWA ABHYDROLASE* Sugar_tr DAO

WP_137435189.1
NZ_JANRHC010000001.1:457525-464593                      
Marinobacter panjinensis                                

CitMHS TrkAC TrkAC CitMHS DUF2931 ABHYDROLASE* His-Kinase DNA_gyraseB Toprim DNA_gyraseB_C PrcB_C

WP_171017132.1
NZ_SCOO01000034.1:47524-52341                           
Pseudomonas sp. G(2018)                                 

Me-amine-dh_H   ?  DUF2931 DUF2931 PAAR_motif Tox-ABHYDROLASE*

WP_138412289.1
NZ_QLAG01000022.1:47898-54082                           
Stutzerimonas nosocomialis                              

  ?  Calcineurin DUF2931 Tox-ABHYDROLASE* MFS_1

WP_138439289.1
NZ_SWKM01000011.1:1202652-1208673                       
Marinobacter alexandrii                                 

TRAM RADICAL-SAM UPF0004 SPOUT SpoU_methylas_C ABHYDROLASE* DUF2931 NA37

WP_138597860.1
NZ_PNCK01000066.1:8570-18384                            
Pseudoalteromonas citrea                                

SNF Tox-ABHYDROLASE*   ?    ?  PG_binding_1

WP_140219333.1
NZ_CP021645.1:3421995-3427833                           
Pseudomonas oryzihabitans                               

  ?  DUF2931 PAAR_motif PAAR Tox-ABHYDROLASE* Sugar_tr SGL

WP_242485111.1
NZ_JAEKFF010000006.1:537388-543797                      
Pseudomonas sp. TH39(2020)                              

DUF2931 McrB-AAA   ?  TauE PAAR_motif ABHYDROLASE*

WP_142893284.1
NZ_ML660163.1:115050-120281                             
Aliikangiella coralliicola                              

FHA ketoacyl-synt Tox-ABHYDROLASE*   ?  DUF2931

WP_185976891.1
NZ_CP041614.1:5398759-5405958                           
Shewanella psychropiezotolerans                         

Phage_GPD VgrG DUF2345 DUF2931 DUF4123 Tox-ABHYDROLASE* DUF2931

WP_147099033.1
NZ_JBHUFH010000003.1:270702-274914                      
Paracoccus aurantiacus                                  

SelR Tox-ABHYDROLASE*   ?    ?  DUF4123

WP_186827306.1
NZ_JBHUFH010000003.1:73769-79262                        
Paracoccus aurantiacus                                  

GAD-like DUF4123   ?    ?  ABHYDROLASE*

WP_256122509.1
NZ_CP056779.1:2242907-2247394                           
Enterobacter pasteurii                                  

Concanavalin-like-VZa Phage_holin_3_3   ?  HTH_1 ABHYDROLASE*

WP_148863231.1
NZ_CP043042.1:2759191-2765497                           
Marinobacter fonticola                                  

SelO SpoIIAA-like Tox-ABHYDROLASE* DUF2931 Fumerase_C Fumerase

WP_150304260.1
NZ_VTVA01000006.1:153307-163357                         
Pseudomonas saliphila                                   

FHA T6SS_FHA_C DUF2931 Phage_GPD VgrG Tox-ABHYDROLASE* GAF NtrC-AAA Fis-HTH ClpABN-AAA ClpABC-AAA

WP_150538918.1
NZ_CABFJY010000011.1:201800-206534                      
Actinobacillus vicugnae                                 

GTP_cyclohydroI Kdo ABHYDROLASE*   ?  DUF4123

WP_152135543.1
NZ_WEKA01000009.1:1-5170                                
Plesiomonas shigelloides                                

DUF4123 CarboxypepD-reg-IG Tox-ABHYDROLASE* DUF2931   ?  Sel1 Sel1 Sel1 Sel1

WP_152288750.1
NZ_VTPV01000001.1:388082-396140                         
Chryseobacterium viscerum                               

UDG Pur_DNA_glyco Tox-ABHYDROLASE*   ?  Gln_deamidase_2

WP_153741990.1
NZ_CP045843.1:345835-352332                             
Kluyvera intermedia                                     

GDPD T6SS_HCP Tox-ABHYDROLASE* DUF2931 DUF2931 G_glu_transpept

WP_213194637.1
NZ_AP022810.1:3116417-3122878                           
Desulfuromonas sp. AOP6                                 

Cyt_bd_oxida_II DUF2931 DUF2931 Cyt_bd_oxida_I ABHYDROLASE*

WP_176569910.1
NZ_CP056030.1:1027896-1033550                           
Pseudomonas eucalypticola                               

LysE AMP-binding AMP-binding_C LPAM_1 OmpA Acyltransferase ABHYDROLASE*

WP_158780681.1
NZ_WHOY01000031.1:230260-234967                         
Pantoea sp. BAV 3049                                    

  ?  CBP_BcsG ABHYDROLASE*   ?  YmgB

WP_258967779.1
NZ_JALIGC010000037.1:319630-324806                      
Scandinavium manionii                                   

G_glu_transpept T6SS_HCP Tox-ABHYDROLASE* DUF2931 Acetylase

WP_160346747.1
NZ_WKJZ01000002.1:364676-370961                         
Pseudomonas xionganensis                                

DUF2931 DUF2931 PAAR_motif Tox-ABHYDROLASE* DSBH HTH_18 Aldedh

WP_161459458.1
NZ_WXWU01000105.1:30357-37100                           
Photobacterium halotolerans                             

MFS_1   ?  LysM ABHYDROLASE* Patatin DUF6363 RHOD-CDC25 Rhodanese

WP_161458004.1
NZ_WXWM01000132.1:7851-14460                            
Vibrio sp. V36_P2S2PM302                                

DUF2931 DUF2931 Tox-ABHYDROLASE* CHB_HEX Glyco_hydro_20b Glyco_hydro_20 CHB_HEX_C

WP_166359347.1
NZ_VXCP01000004.1:88895-95375                           
Pseudomonas akapageensis                                

Cucumo_coat SLT_L SLT MOSC MOSC_N ABHYDROLASE* Receiver CheW   ?  

WP_166597931.1
NZ_JAAAKW010000020.1:15427-20552                        
Pseudomonas sp. SLFW                                    

DksA_CC zf-dskA_traR MA PocR-like-HemeBD Tox-ABHYDROLASE* DUF2789   ?  

WP_167272117.1
NZ_VWXJ01000005.1:335408-344368                         
Pantoea sp. Tr-811                                      

  ?  MoxR-AAA GDH_ACT1 GDH_HM1 GDH_ACT2 GDH_HM2 GDH_ACT3 GDH_HM3 Bac_GDH_CD GDH_C Tox-ABHYDROLASE* vWA

WP_249022648.1
NZ_CP078559.1:417401-423770                             
Kluyvera ascorbata                                      

Acetylase GFO_IDH_MocA GFO_IDH_MocA_C GDPD Tox-ABHYDROLASE* G_glu_transpept

WP_167783733.1
NZ_CP050695.1:3593837-3599875                           
Aquisalimonas sp. 2447                                  

GGDEF PAS_4 DUF2931 PAAR_motif Tox-ABHYDROLASE* Phage_GPD VgrG DUF2452

WP_167808691.1
NZ_CP050811.1:653942-658969                             
Yokenella regensburgei                                  

HTH_1   ?  Tox-ABHYDROLASE* HTH_Tnp_1 Tox-EDA39C DUF5585 RHS

WP_169894463.1
NZ_JAAQXY010000056.1:1-2141                             
Pseudomonas lundensis                                   

DUF2931 DUF2345 Tox-ABHYDROLASE*

WP_175380134.1
NZ_JABFMP010000052.1:36103-38586                        
Pseudomonas sp. C1C7                                    

DUF2388 DUF2931 Tox-ABHYDROLASE*

WP_236235552.1
NZ_BQIQ01000003.1:89088-97101                           
Pseudomonas faucium                                     

MoxR-AAA DUF4381 vWA ABHYDROLASE* Tox-ABHYDROLASE* Sugar_tr DAO

WP_181123260.1
NZ_JAAMRG010000029.1:15644-19323                        
Pseudomonas japonica                                    

EPSP_synthase DUF2931 Tox-ABHYDROLASE*

WP_181129873.1
NZ_JAAMQM010000007.1:167438-176702                      
Pseudomonas capeferrum                                  

GDH_ACT1 GDH_HM1 GDH_ACT2 GDH_HM2 GDH_ACT3 GDH_HM3 Bac_GDH_CD GDH_C   ?  Tox-ABHYDROLASE* MoxR-AAA vWA

WP_222434575.1
NZ_JACNMH010000021.1:1-5218                             
Vibrio metschnikovii                                    

VgrG DUF2345 DUF4123 DUF2931 DUF2931 ABHYDROLASE*

WP_186507326.1
NZ_JACNEP010000010.1:99953-104787                       
Neptunicella marina                                     

FlgT_C FlgT_M FlgT_N DUF1949 UPF0029 ABHYDROLASE*   ?    ?  

WP_186557274.1
NZ_JABWRE020000001.1:3174634-3180742                    
Pseudomonas urmiensis                                   

DAO Sugar_tr Tox-ABHYDROLASE* MoxR-AAA vWA

WP_187672491.1
NZ_CAJFCI010000071.1:139879-145276                      
Pseudomonas carbonaria                                  

Glyoxalase DUF2931 PAAR_motif ABHYDROLASE* ABC_tran NMT1

WP_188417489.1
NZ_BMDJ01000019.1:1827-7774                             
Pedobacter mendelii                                     

  ?  Phage_GPD Phage_base_V DUF2345 ABHYDROLASE* DUF2931   ?  

WP_188799976.1
NZ_BMIZ01000002.1:401992-407554                         
Dyella caseinilytica                                    

PTS-HPr PEP-utilisers-N PEP-utilisers PEP-utilizers_C ABHYDROLASE* DUF2931 DUF2931

WP_188983736.1
NZ_BMPO01000005.1:375717-379278                         
Pseudomonas matsuisoli                                  

IalB DUF2931 Tox-ABHYDROLASE*

WP_189759138.1
NZ_CAWPOC010000168.1:28014-33782                        
Xenorhabdus griffiniae                                  

CarboxypepD-reg-IG ABHYDROLASE*   ?  DUF4123 Phage_GPD VgrG DUF2345 DUF2931

WP_192133729.1
NZ_JACYUI010000008.1:52331-57040                        
Pseudomonas sp. CFBP 8772                               

MarR-HTH   ?  PAAR_motif ABHYDROLASE* DUF2931 DUF2931

WP_193680144.1
NZ_JADDIX010000028.1:46413-50251                        
Pseudomonas lopnurensis                                 

VipB VipB_2 GPW_gp25 PAAR_motif Tox-ABHYDROLASE*

WP_196154650.1
NZ_JADLJN010000005.1:31331-37440                        
Pseudomonas guariconensis                               

vWA MoxR-AAA Sugar_tr ABHYDROLASE* DAO

WP_197877938.1
NZ_JADUCM010000023.1:80344-85079                        
Pseudomonas alkylphenolica                              

3HCDH 3HCDH_N ABHYDROLASE* Receiver His-Kinase CheB-Methylesterase TetR_C_24 TetR_N

WP_199099584.1
NZ_JAELTT010000034.1:40592-46831                        
Dyella sp. ASV21                                        

GTPase-AIG IcmF-related_N IcmF-related IcmF_helical IcmF_C DUF2931 ABHYDROLASE*

WP_199447570.1
NZ_CALAPP010000406.1:1-3386                             
uncultured Marinobacter sp.                             

Tox-ABHYDROLASE* DUF2931   ?  

WP_199609909.1
NZ_CP059888.1:3609072-3613722                           
Flocculibacter collagenilyticus                         

Transpeptidase   ?  ABHYDROLASE* DUF2931 DUF2931

WP_248537561.1
NZ_CP096201.1:3716526-3723902                           
Kluyvera ascorbata                                      

Porin_4 DUF2931 DUF2931 T6SS_HCP Tox-ABHYDROLASE* MacB_PCD FtsX

WP_202348738.1
NZ_JAEMVF010000020.1:56076-61119                        
Marinobacter sp. MC3                                    

DUF772 DDE_Tnp_1_6 PAAR_motif Tox-ABHYDROLASE* DUF2931 DJ-1_PfpI

WP_202783003.1
NZ_JAENMY010000011.1:145491-152928                      
Enterobacter asburiae                                   

  ?  PAAR_motif ABHYDROLASE* DUF2931 RE_endonuc SF2-DUF3427A   ?  

WP_203285853.1
NZ_JAFCAR010000003.1:140184-145026                      
Jannaschia sp. Os4                                      

Trypsin Usp Tox-ABHYDROLASE*   ?    ?  

WP_203541003.1
NZ_JADBHI010000001.1:187458-192256                      
Pseudomonas arcuscaelestis                              

TetR_C_24 TetR_N Receiver His-Kinase CheB-Methylesterase ABHYDROLASE* 3HCDH 3HCDH_N

WP_204637776.1
NZ_JADIKC010000010.1:155438-164208                      
Dyella kyungheensis                                     

ImpA_N T6SS_VasJ DUF2931 PAAR_motif Tox-ABHYDROLASE* DUF2931 IcmF-related_N IcmF-related IcmF_helical IcmF_C

WP_208276517.1
NZ_JAGFDR010000153.1:2610-5529                          
Metapseudomonas otitidis                                

  ?  DUF2931 DUF2345 Tox-ABHYDROLASE*

WP_211031439.1
NZ_JAGJDZ010000023.1:3922-8677                          
Shewanella sp. MMG014                                   

PAAR_motif DUF2931 CarboxypepD-reg-IG ABHYDROLASE* DUF4123

WP_211808009.1
NZ_CP072361.1:813516-819160                             
Prevotella melaninogenica                               

DUF4280 MXAN4097-ATPgrasp Tox-ABHYDROLASE* Phage_GPD Phage_base_V DUF2931 DUF5859

WP_212619078.1
NZ_CP073105.1:323733-329069                             
Stutzerimonas stutzeri                                  

ABM ABHYDROLASE* CDP-OH SBP_bac_8 DUF2931

WP_213477681.1
NZ_QTKT01000005.1:28606-34067                           
Marinobacter lipolyticus                                

ABC1 FAA_hydrolase ABHYDROLASE* PRTase DUF2931

WP_213992518.1
NZ_JAAVUT010000012.1:94105-102403                       
Sodalis sp. dw_96                                       

Clp_N ClpABN-AAA ClpABC-AAA Phage_GPD VgrG T6SS_Vgr DUF2345 ABHYDROLASE* DUF2931 PAAR_motif

WP_216965205.1
NZ_JAERQY020000003.1:515552-523742                      
Lysobacter sp. MMG2                                     

DUF2931 DUF2931 PAAR_motif Tox-ABHYDROLASE* S1 HHH_9 HhH Tex_YqgF Tex_N M20_dimer Peptidase_M20

WP_217152336.1
NZ_JAFMOZ010000089.1:12061-19136                        
Rahnella sp. BCC 1045                                   

DUF2931 DUF2931 Tox-ABHYDROLASE* Phage_GPD VgrG T6SS_Vgr DUF2345 ImpA_N T6SS_VasJ

WP_254388243.1
NZ_JAGGDT010000006.1:160078-166162                      
Enterobacter soli                                       

malic Malic_M PTA_PTB DUF2931 Coprogen_oxidas T6SS_HCP ABHYDROLASE*

WP_218635021.1
NZ_JAHVAO010000001.1:1165731-1171763                    
Marinobacter arenosus                                   

NA37 Tox-ABHYDROLASE* SPOUT SpoU_methylas_C TRAM RADICAL-SAM UPF0004 DUF2931

WP_219061385.1
NZ_LT607417.1:62362-67012                               
Pseudomonas sp. UMAB-08                                 

DUF2789 ABHYDROLASE* DksA_CC zf-dskA_traR   ?  MA PocR-like-HemeBD

WP_224654066.1
NZ_JAINZQ010000067.1:1-1531                             
Pectobacterium versatile                                

Tox-ABHYDROLASE*

WP_253080985.1
NZ_JAMYBI010000037.1:34099-40235                        
Pseudomonas guariconensis                               

DAO Sugar_tr vWA MoxR-AAA Tox-ABHYDROLASE*

WP_239959142.1
NZ_JAKEUE010000087.1:4808-9946                          
Vibrio parahaemolyticus                                 

  ?    ?  LysM ABHYDROLASE*   ?  GDResolvase HTH_23

WP_231021023.1
NZ_CP087998.1:1071278-1076054                           
Thiomicrolovo sulfuroxydans                             

SBF Tox-ABHYDROLASE* Oxidored_FMN DUF3137   ?  

WP_231276797.1
NZ_JAJNQS010000020.1:1-3683                             
Lelliottia nimipressuralis                              

ABHYDROLASE* Phage_holin_3_3 Big_1 Big_1

WP_239947049.1
NZ_CP089414.1:3982380-3991067                           
Dyella terrae                                           

IcmF-related_N IcmF-related IcmF_helical IcmF_C DUF2931 PAAR_motif Tox-ABHYDROLASE* DUF2931 ImpA_N T6SS_VasJ

WP_240153642.1
NZ_JAAEUO010000040.1:1-2271                             
Erwinia amylovora                                       

  ?  Tox-ABHYDROLASE*   ?  

WP_243515225.1
NZ_CP094534.1:298178-303463                             
Hymenobacter monticola                                  

DUF2931 DUF2931 Tox-ABHYDROLASE* DUF4280 CR-REase9

WP_247293937.1
NZ_JAKNRW010000041.1:28138-33997                        
Pseudomonas violetae                                    

PALP Thr_synth_N DUF2931 PAAR_motif ABHYDROLASE* DUF3509 PBPB

WP_248182923.1
NZ_JAKZAI010000007.1:116983-123253                      
Marinobacter goseongensis                               

SpoU_methylas_C SPOUT DUF2931 ABHYDROLASE* NA37 GTP_EFTU GTP_EFTU_D2

WP_249675343.1
NZ_CP094975.1:285167-291548                             
Pseudomonas abieticivorans                              

OmpR-HTH Receiver POTRA POTRA Omp85 Tox-ABHYDROLASE* RcnB adh_short

WP_254475467.1
NZ_CP113432.1:5962114-5968818                           
Pseudomonas triclosanedens                              

LGT Redoxin BCCT PAAR_motif PAAR ABHYDROLASE* DUF2931   ?  

WP_258252527.1
NZ_CP102830.1:111073-117814                             
Pseudomonas sp. LS44                                    

HTH_18 Arabinose_bd AstB PhoU Na_Pi_cotrans PAAR_motif PAAR ABHYDROLASE* DUF2931 TGFb_propeptide

WP_258428749.1
NZ_JAMQXI010000064.1:1-5973                             
Vibrio sp. RM-69-4                                      

Phage_GPD VgrG DUF2345 Tox-ABHYDROLASE* DUF2931 DUF2931 DUF4123

WP_259230638.1
NZ_JANUEX010000008.1:82998-89750                        
Rahnella sp. BIGb0603                                   

FGS DUF2931 ABHYDROLASE* Phage_GPD VgrG T6SS_Vgr DUF2345 Phage_GPD


