
EFC67218.1
GG740079.1:21569-26784                   
Prevotella sp. oral taxon 317 str. F0108 

Tox-REase-1   ?  RHS Tox-AHH*   ?  RHS

MBF0751759.1
JADGKV010000005.1:28593-35696            
Pasteurella sp. 19428wF3_WM03            

RHS Tox-AHH Imm20 RHS_repeat RHS RHS Tox-AHH* Imm11 RHS URI

MBQ0044557.1
JAGHUQ010000111.1:1-2757                 
Candidatus Cryptobacteroides caccocaballi

RHS Tox-AHH* Imm11 RHS

MBQ5476055.1
JAFNQR010000853.1:1-1577                 
Lachnospiraceae bacterium                

RHS Tox-AHH*   ?  

MCB9275626.1
JACJYE010000009.1:139590-144797          
Lewinellaceae bacterium                  

  ?  Imm11 Cystatin-FD AHH* OMP_b-brl_2   ?  

MCO6565730.1
JAGGHJ010000013.1:1184-4721              
Apibacter sp.                            

  ?  Imm11 RHS*   ?  RHS Tox-DUF4105

MPT18498.1
SPEU01000026.1:47-6516                   
Pseudomonas sp.                          

Imm11 Tox-AHH* Xan_ur_permease DctM DUF3394

NDV78464.1
QVMQ01000010.1:291-3641                  
Dysgonomonas sp. 511                     

Imm11 RHS Tox-AHH*   ?  Imm21

NMH26537.1
JAAMPU010000090.1:11720-16121            
Flavobacterium silvaticum                

Phage_int_SAM_4 Phage_integrase Phage_int_SAM_1 Phage_integrase RHS Tox-AHH*   ?    ?  

OJX54865.1
MKVG01000006.1:129205-138570             
Flavobacterium sp. 38-13                 

Por_Secre_tail SPVB RHS DUF6443 RHS Tox-AHH* Imm11   ?  

PLK45788.1
PKRS01000001.1:15422-19239               
Emticicia sp. TH156                      

Imm11   ?  RHS AHH* Imm11   ?  

PQJ76520.1
MSCM01000002.1:313358-319505             
Polaribacter glomeratus                  

  ?    ?  RHS Tox-AHH* Phage_int_SAM_4 Phage_integrase Phage_integrase

WP_198004484.1
NZ_ALNN01000039.1:8860-12149             
Capnocytophaga sp. CM59                  

  ?    ?  Imm11 -* RHS Ntox41

WP_013997226.1
NC_015846.1:1185648-1192651              
Capnocytophaga canimorsus Cc5            

RHS Ntox48 RHS* Sigma-HTH PLUG CarbopepD_reg_2 Imm11

WP_026998133.1
NZ_KE386492.1:99293-104077               
Flectobacillus major DSM 103             

RHS Imm11 ?*   ?  RHS

WP_051885823.1
NZ_JBEWQG010000007.1:109096-112371       
Flavobacterium hydatis                   

Imm54   ?  AHH*   ?    ?  

WP_208863560.1
NZ_MUGS01000060.1:1-2084                 
Flavobacterium araucananum               

  ?  RHS AHH* Zn_Tnp_IS1 HTH_Tnp_IS1

WP_179956414.1
NZ_CP022163.1:3261039-3268933            
Melittangium boletus DSM 14713           

TetR_C_11 TetR_N Glyoxalase RicinB_lectin_2 RicinB_lectin_2 RicinB-lectin Imm11 AHH*

WP_198647547.1
NZ_JZOR01000081.1:71-3892                
Escherichia coli                         

ImmLRR   ?  RHS*   ?  

WP_205398883.1
NZ_CP070350.1:5680461-5683091            
Sphingobacterium siyangense              

  ?  RHS Tox-AHH*   ?    ?  

WP_231008510.1
NZ_JAJNEC010000007.1:823682-834621       
Niabella pedocola                        

PSBP Imm11 DUF6443 RHS RHS Tox-AHH* SPVB RHS   ?  

WP_252766011.1
NZ_JAMXLB010000001.1:3663192-3672244     
Flavobacterium sp. NRK F7                

Por_Secre_tail DUF6443 RHS AHH* Imm11 ART-Rifampin


