
ABC27515.1
CP000155.1:615292-625370                                
Hahella chejuensis KCTC 2396                            

  ?    ?  AHH Beta-Roll Beta-Roll Beta-Roll He_PIG He_PIG LamininG He_PIG He_PIG LamininG* Imm11 Imm11

ACY16875.1
CP001804.1:6004794-6010436                              
Haliangium ochraceum DSM 14365                          

CpXC   ?  AHH* Imm11   ?  

ADQ91336.1
HM004430.1:127119-139780                                
Bathycoccus sp. RCC1105 virus BpV2                      

RnaseH SLATT CP12 AHH* Glyco_transf_25 FG-GAP_2 FG-GAP_2 FG-GAP_2 FG-GAP_2 FG-GAP_2 FG-GAP_2 RCC1 RCC1 RCC1_2 RCC1_2 RCC1 FG-GAP_2 FG-GAP_2 FG-GAP_2 FG-GAP_2 FG-GAP_2 FG-GAP_2 FG-GAP_2 FG-GAP_2 FG-GAP_2 FG-GAP_2 FG-GAP_2 FG-GAP_2 FG-GAP_2 FG-GAP_2 FG-GAP_2 FG-GAP_2 FG-GAP_2 FG-GAP_2 FG-GAP_2 FG-GAP_2 SUN

ADX06354.1
HQ704803.1:150256-153274                                
Organic Lake phycodnavirus 2                            

  ?  SfsA AHH*   ?    ?  

AFZ10529.1
CP003615.1:147757-151968                                
Oscillatoria nigro-viridis PCC 7112                     

  ?  Imm5 HINT AHH* Imm11 HINT

AGZ36994.1
CP003961.1:4635317-4639993                              
Pseudomonas sp. VLB120                                  

DUF772 DDE_Tnp_1   ?  RHS Tox-AHH* Imm11 Ntox18

AHI52335.1
CP007066.1:5938-13479                                   
Fusobacterium vincentii 3_1_27                          

  ?    ?  SWI-SNF-Sno Fil_haemagg_2 Tox-AHH* Imm11 Fil_haemagg_2

AVD85425.1
CP026676.1:229080-234230                                
Pseudomonas sp. SWI6                                    

Imm11 DUF2345 DoxX Tox-AHH* TnpB_IS66

AVT00951.1
CP028297.1:3880541-3890464                              
Paracidovorax avenae                                    

DDE_Tnp_1   ?  Imm18 Tox-PAAR-like DUF6531 RHS RHS_repeat RHS_repeat RHS_repeat RHS RHS Tox-HNH Tox-AHH*

AYJ87561.1
CP032829.1:2681097-2686170                              
Sphingomonas paeninsulae                                

Amidase_2   ?  Tox-AHH*   ?  HisKA His-Kinase

AZA78670.1
CP033918.1:3270415-3272640                              
Chryseobacterium sp. G0186                              

Imm12 Imm11 AHH*   ?    ?  

BBM03579.1
AP019807.1:4138368-4147951                              
Microbulbifer sp. GL-2                                  

  ?  N-OB AHH*   ?  SPVB BetaPropeller TcdB_toxin_midN RHS_repeat RHS RHS

BCV07177.1
LC629605.1:97095-100910                                 
Prasinovirus sp.                                        

SLATT   ?  CP12 AHH* Glyco_transf_25 FG-GAP_2 FG-GAP_2 FG-GAP_2 FG-GAP_2

CAA0102974.1
CACSIO010000009.1:19355-24818                           
BD1-7 clade bacterium                                   

Fer4_16 Dehalogenase Imm11 AHH* BBE PSYN

CAA7196974.1
CACVBR010000036.1:186-3228                              
Chryseobacterium potabilaquae                           

Cystatin-FD Tox-AHH* Imm11 Imm11

CAD0320103.1
LR828261.1:1841831-1845425                              
Xanthomonas hortorum pv. pelargonii                     

  ?  AHH* DUF1629

CAE6843066.1
HG992338.1:4593853-4599594                              
Xanthomonas arboricola pv. corylina                     

DUF1629 AHH*   ?  

CCK09317.1
CALF01000071.1:4255419-4259521                          
Cronobacter sakazakii 696                               

Pentapeptide_4 Pentapeptide_4   ?  RHS Tox-AHH* Imm11   ?  

CDL97608.1
CBXH010000007.1:65-1917                                 
Bacteroides xylanisolvens SD CC 2a                      

RHS Tox-AHH* Imm23

CNF22953.1
CPYD01000018.1:28186-32235                              
Yersinia nurmii                                         

  ?    ?  Tox-AHH* Imm11 Ntox41

ECT8411931.1
AAKOBA010000122.1:1-1802                                
Salmonella enterica                                     

  ?  SymE_toxin RHS AHH*

EDP94189.1
DS544873.1:477732-482377                                
Kordia algicida OT-1                                    

  ?  HTH Cystatin-FD Tox-AHH* DUF1963   ?  

EFA44840.1
GG704780.1:166649-169578                                
Hallella bergensis DSM 17361                            

  ?    ?  RHS Tox-AHH* Imm43   ?  

EFH4382582.1
AASVWK010000086.1:909-3298                              
Escherichia coli                                        

Tox-Deam Imm11 RHS AHH*

EFO34067.1
GL476302.1:26402-40562                                  
Roseibium sp. TrichSKD4                                 

DUF4274 Imm11 AHH Beta-Roll Cadherin Subtilisin P_proprotein Beta-Roll Beta-Roll HCBP_related Beta-Roll Beta-Roll* DDE_Tnp_1 HTH_33

EFT4465995.1
AAUITX010000034.1:178-2373                              
Salmonella enterica subsp. enterica serovar Kambole     

  ?  Imm11 -* SymE_toxin Imm42

EGH26076.1
AEAG01001879.1:1-225                                    
Pseudomonas amygdali pv. mori str. 301020               

Tox-AHH*

EGW8323481.1
AAYHCC010000256.1:189-503                               
Escherichia coli                                        

AHH*

EHX8084147.1
ABBUXK010000069.1:1-1666                                
Escherichia coli                                        

RHS AHH* Imm11

EJB6642949.1
ABFTLR010000014.1:99792-101787                          
Cronobacter sakazakii                                   

Imm24 Imm24 RHS AHH*

EJB8417042.1
ABFUAV010000017.1:16-4391                               
Vibrio vulnificus                                       

Imm20   ?  AHH*   ?  RHS Tox-AHH

EJT82679.1
ALXA01000167.1:1-6046                                   
Pseudomonas putida S11                                  

Tox-AHH*   ?  PAAR

GHC57517.1
BMWO01000004.1:52762-59608                              
Ulvibacter litoralis                                    

RHS Tox-URI Imm11 RHS AHH* Imm11 DUF6531 RHS RHS_repeat RHS RHS_repeat RHS AHH

GIE02323.1
BOML01000031.1:96021-109177                             
Paractinoplanes durhamensis                             

Alginate_lyase2 Flp_Fap ZU5 SPVB BetaPropeller TcdB_toxin_midN RHS RHS PT-HINT Tox-AHH*   ?  TPR SWACOS TPR wHTH-4stranded

GIJ64085.1
BOPG01000107.1:21633-32354                              
Virgisporangium aurantiacum                             

SNARE_assoc PAP2-classical   ?  SPVB BetaPropeller RHS RHS_repeat RHS Tox-AHH* Imm11 Abhydrolase_1

GIM57487.1
BOQI01000023.1:10920-14829                              
Capnocytophaga canimorsus                               

RHS Imm43 RHS Tox-AHH*   ?    ?  

GIZ16110.1
BPMA01000042.1:1283-4920                                
Capnocytophaga catalasegens                             

Imm11 Imm11 AHH*   ?    ?  

HAJ2498456.1
DABHLB010000129.1:1496-3337                             
Escherichia coli                                        

RHS_repeat RHS RHS Imm11 RHS AHH*

HAT12785.1
DMYK01000103.1:1-3776                                   
Microcoleaceae cyanobacterium UBA11344                  

AP-ATPase   ?  AHH*   ?  RelE-ParE

HBA9327488.1
DADTMO010000119.1:550-6912                              
Escherichia coli                                        

  ?  Imm11 PrePAARTM PAAR PAAR DUF6531 RHS RHS_repeat RHS Tox-AHH* MOG1 VgrG

HBE7382232.1
DAEGMG010000108.1:1090-4329                             
Escherichia coli                                        

RHS_repeat RHS RHS Imm11 AHH* RHS   ?  

HBI23684.1
DNTV01000171.1:14748-17077                              
Nitrospiraceae bacterium                                

Imm49 Imm11 AHH*

HCL05785.1
DPWF01000215.1:3237-9367                                
Chitinophagaceae bacterium                              

YkuD Hydrolase_4 -* Imm11   ?  

HCO26694.1
DQAY01000169.1:98-2718                                  
Gimesia maris                                           

Imm11 Tox-AHH*   ?  DUF2968

HCO27480.1
DQAY01000200.1:42612-47130                              
Gimesia maris                                           

  ?  Imm11 HINT AHH*   ?  BetaPropeller

HCS55263.1
DQHY01000343.1:835-6601                                 
Planctomycetaceae bacterium                             

XHH Imm11 AHH*

HCY82989.1
DPRK01000256.1:3-2683                                   
Xanthomarina gelatinilytica                             

Resolvase Imm11 AHH*   ?  

HFA50979.1
DROJ01000465.1:212-5236                                 
Bacteroidetes bacterium                                 

  ?  Imm11 AHH* HTH   ?  

HHI94430.1
DROS01000083.1:204-2255                                 
Gammaproteobacteria bacterium                           

AHH* Imm11 Imm49

HHI94804.1
DROS01000098.1:452-4094                                 
Gammaproteobacteria bacterium                           

Imm11 AHH* ketoacyl-synt DUF2169

KAA9172376.1
VYQH01000155.1:3246-7128                                
Delftia sp. BR1                                         

Glyoxalase RHS Tox-AHH* Imm11 BetaPropeller

KAB2931050.1
WBUI01000016.1:1-3136                                   
Leptonema illini                                        

MPTase-PVC Imm24   ?  AHH*

KAB8141080.1
WBOU01000015.1:167037-171613                            
Chloroflexia bacterium SDU3-3                           

  ?    ?  RHS_repeat RHS_repeat RHS Tox-AHH* Imm11 YL1_C

KAF6604507.1
JAAMNT010001079.1:1-275                                 
Paenibacillus sp. EKM208P                               

AHH*

KGE79638.1
JPFJ01000126.1:1-1093                                   
Rhizobium sp. H41                                       

AHH* DUF1629

KGJ18139.1
JRKP01000022.1:17562-28398                              
Paracoccus sanguinis                                    

FCD GntR-HTH Imm11 Tox-AHH* Molybdopterin_N Molybdopterin Molydop_binding Peptidase_M20

KHD35382.1
JRWL01000010.1:54537-61099                              
Clostridium acetobutylicum                              

Imm24 WXG AHH* Glyco_hydro_26 ECF_trnsprt AHH

KIC41891.1
JWLJ01000001.1:56875-78757                              
Ruegeria sp. ANG-R                                      

SUFU Imm11 Imm11 Tox-AHH Beta-Roll Beta-Roll HCBP_related HCBP_related Beta-Roll HCBP_related HCBP_related Beta-Roll HCBP_related He_PIG He_PIG Beta-Roll Beta-Roll HCBP_related HCBP_related HCBP_related Cadherin Cadherin Cadherin Cadherin Cadherin Big_9 Cadherin Cadherin_5* OmpR-HTH Receiver   ?  

KIV69445.1
JYFS01000074.1:117748-121737                            
Bacillus mycoides                                       

  ?  Pentapeptide_4 Pentapeptide AHH* DUF4274 Tox-HNH-DHNNK

KLE33608.1
LBHC01000001.1:368438-377936                            
Aurantiacibacter gangjinensis                           

RecJ_OB DHHA1 DHH   ?  LeuA_dimer HMGL-like DUF6151 AHH*

KPC76906.1
LGKI01000090.1:6662-12836                               
Thermoactinomyces vulgaris                              

GATase_7 Asn_synthase Subtilisin DUF6530 Imm11 DUF1529 Tox-AHH*

KPQ19314.1
LJXT01000012.1:41065-44188                              
Algoriphagus marincola HL-49                            

  ?  Imm11 Tox-AHH*   ?  

KTC15945.1
LKGW01000003.1:314-1556                                 
Pseudomonas sp. ICMP 10191                              

Imm11 RHS AHH*

KXK69172.1
JFBC01000703.1:1-4017                                   
Pseudomonas monteilii                                   

  ?  RHS Tox-AHH* Imm11

KZK84047.1
LMCC01000010.1:15600-25900                              
Pseudovibrio sp. Ad13                                   

GIIM RVT   ?  AHH HINT Beta-Roll HCBP_related Beta-Roll*   ?  HlyC

MAI14435.1
NZGS01000103.1:32363-37605                              
Rhodospirillaceae bacterium                             

  ?    ?  AHH* McrB-AAA Glutamine-Synthetase   ?  

MAP67401.1
NZTO01000049.1:40981-46194                              
Candidatus Neomarinimicrobiota bacterium                

  ?    ?  AHH*   ?  UBI

MAT00022.1
PAAE01000011.1:7755-9339                                
Rhodobacteraceae bacterium                              

  ?    ?  AHH*   ?  PDDEXK_3

MBA3055875.1
VMTF01000244.1:7293-12268                               
Sphingomonadales bacterium                              

FMN_red   ?  AHH* Aminotran_1_2 LeuA_dimer HMGL-like

MBA4020314.1
PNKZ01000026.1:65806-83750                              
Pirellula sp.                                           

  ?  Imm24 Cadherin_4 Cadherin_3 Cadherin_3 Cadherin_3 Cadherin_3 Cadherin Cadherin Cadherin Big_9 Cadherin_5 Cadherin Big_9 Calx-beta Calx-beta Calx-beta Calx-beta RHS RHS RHS RHS_repeat RHS AHH*   ?    ?  

MBA4249485.1
PNMQ01000003.1:50651-52299                              
Candidatus Pelagibacter sp.                             

NDUS4 Imm11 AHH*

MBA4695877.1
JACETI010000001.1:150199-159272                         
Legionella sp.                                          

SEC-C SecA_SW P-loop_SecA SecA   ?  DnaJ AHH* Imm11   ?  

MBA4748491.1
JACEST010000084.1:3731-8563                             
Sphingopyxis sp.                                        

K_trans   ?  AHH* NMO   ?  

MBA8667904.1
JACGYV010000047.1:1304-5102                             
Holosporaceae bacterium 'Namur'                         

  ?  Imm11 AHH* MIP-T3 STox-29

MBC2887735.1
JACLZJ010000018.1:1-7313                                
Ochrobactrum sp. CM-21-5                                

DUF1629 AHH RHS* Peptidase_C39 ABC_membrane ABC_tran Biotin_lipoyl_2 Filament HlyD_3

MBC8325996.1
JACNJL010000045.1:18437-25960                           
Limisphaerales bacterium                                

LAG1 Imm11 XHH* PSCyt1 PSCyt2 PSD1 ANK

MBD3734042.1
JACXVE010000089.1:6467-10721                            
Sphingopyxis sp.                                        

K_trans   ?  AHH* HTH_26   ?  

MBD5134346.1
JAAVHZ010000001.1:11591-16239                           
Lachnospiraceae bacterium                               

  ?  Imm24 RHS AHH*   ?  RHS

MBD5468155.1
JAAVAB010000011.1:82876-88263                           
Lachnospiraceae bacterium                               

Epimerase Glycos_transf_2 AHH* AAA_14 REase-DUF4143   ?  

MBD8555286.1
JACYUD010000004.1:347508-361873                         
Rhizobium sp. CFBP 8762                                 

HlyC Imm11 Tox-AHH HCBP_related Beta-Roll HCBP_related HCBP_related Beta-Roll HCBP_related Beta-Roll HCBP_related Beta-Roll HCBP_related Beta-Roll Beta-Roll*

MBD9417391.1
JACVAM010000009.1:1-1764                                
Pseudomonas sp. PDM16                                   

RHS AHH* Imm11 Potass_KdpF

MBD9668531.1
JACVBS010000030.1:48017-50880                           
Variovorax sp. VRV01                                    

  ?  Imm24 RHS AHH*   ?    ?  

MBE5886449.1
SVFD01000006.1:1-2695                                   
Lachnospiraceae bacterium                               

Tox-AHH* Imm11 Mbetalac

MBF6602098.1
JADMKQ010000074.1:1-2614                                
Sphingorhabdus sp.                                      

OmpA-beta-barrel OmpA AHH* GATase_5 PurS

MBH3072744.1
JADTUT010000019.1:1-4410                                
Serratia marcescens                                     

RHS_repeat RHS_repeat RHS_repeat RHS_repeat RHS RHS Tox-AHH* Imm11 DUF1525

MBH3254788.1
JADTXJ010000027.1:1-1603                                
Serratia ureilytica                                     

Imm11 RHS AHH*

MBI2422018.1
JACPGE010000024.1:92419-111251                          
Candidatus Hydrogenedentota bacterium                   

  ?    ?  Flg_new_2 Flg_new_2 Flg_new_2 ImmLRR ImmLRR Flg_new_2 Flg_new_2 Flg_new_2 Flg_new_2 Flg_new_2 Flg_new_2 Flg_new_2 Dockerin_1 Flg_new_2 Flg_new_2 RNApol DUF6531 RHS_repeat RHS_repeat RHS RHS RHS AHH* TPR

MBI3511842.1
JACQAM010000023.1:3170-6492                             
Bacteroidetes bacterium                                 

  ?  Imm11 AHH*   ?  Tox-HNH-DHNNK

MBI3837461.1
JACQFF010000078.1:28958-32936                           
Planctomycetia bacterium                                

ArsR-HTH   ?  Tox-AHH* Imm11 Tox-AHH

MBI3979865.1
JACQGW010000387.1:1-3347                                
Chloroflexi bacterium                                   

Tox-AHH* Imm11 DUF6443 RHS RHS

MBI4760291.1
JACQYD010000006.1:600-9401                              
Chloroflexi bacterium                                   

  ?  Imm11 RHS HINT AHH* ZU5 SPVB RHS LamininG RHS   ?  

MBI6549757.1
JACOII010000046.1:17666-26881                           
Xenorhabdus lircayensis                                 

  ?  Imm11 AHH* DcrB Phage_GPD VgrG

MBI95835.1
PBFJ01000006.1:13860-18565                              
bacterium Bacteria.                                     

  ?    ?  AHH* Classical-AAA Peptidase_M41   ?  

MBJ6759925.1
JAEMGR010000001.1:963457-970026                         
Myxococcaceae bacterium JPH2                            

PrimaseZnR Tox-PAAR-like Imm11 AHH* ketoacyl-synt DUF1993

MBK6929969.1
JADJEJ010000001.1:950038-961434                         
Saprospirales bacterium                                 

GlcNAc_2-epim NosD PA14 Cystatin-FD Tox-AHH* Imm11   ?  

MBK7129124.1
JADJGJ010000001.1:1640739-1644604                       
Crocinitomicaceae bacterium                             

  ?  Y1_Tnp Tox-AHH* Imm11   ?  

MBK7163310.1
JADJGU010000006.1:73133-79323                           
Sphingomonadales bacterium                              

NMO HMGL-like LeuA_dimer AHH*   ?  K_trans

MBK7692599.1
JADJML010000017.1:197679-205115                         
Bacteroidetes bacterium                                 

CIS_TMP Metallopeptidase Tail-fiber AHH* Imm11 AAA-ToxA

MBK7935622.1
JADJOD010000001.1:82628-87878                           
Lewinellaceae bacterium                                 

Methyltransf_11 Cystatin-FD Tox-AHH* Imm11 Imm-min-wnt

MBK8337836.1
JADJSA010000017.1:227431-234924                         
Candidatus Methylophosphatis haderslevensis             

RHS RHS Imm11 RHS RHS Tox-AHH* Imm26 RHS RHS Tox-URI

MBK8373432.1
JADJSP010000001.1:142138-148439                         
Sphingomonadales bacterium                              

NMO HMGL-like LeuA_dimer AHH*   ?  K_trans

MBK8710275.1
JADJVM010000001.1:11030-19684                           
Niastella sp.                                           

GDP_Man_Dehyd   ?  AHH* Imm11   ?  

MBK8814441.1
JADKAL010000001.1:580673-588820                         
Methylococcaceae bacterium                              

PVC-AAA Androgen_recep Metallopeptidase Baculo_PEP_C iHEPN-DUF4381 AHH*   ?  MptE-like

MBK8966686.1
JADJWX010000005.1:486529-489661                         
Lewinellaceae bacterium                                 

  ?    ?  HNH_2*   ?  Sod_Fe_N

MBK8972959.1
JADJWY010000023.1:601309-606729                         
Hahellaceae bacterium                                   

  ?  Imm11 HINT Tox-AHH* DUF4351 Transposase_31 Dus

MBK9011891.1
JADJYM010000015.1:679067-682560                         
Novosphingobium sp.                                     

MOSC NMO AHH*   ?  FMN_red

MBK9366383.1
JADJYZ010000010.1:90308-94736                           
Deltaproteobacteria bacterium                           

  ?  Imm11 AHH*   ?  Cu-binding_MopE IG

MBL0220291.1
JADKKI010000071.1:9834-15073                            
Myxococcales bacterium                                  

CIS_tube Imm11 MPTase-PVC MPTase-PVC AHH*   ?  

MBL4556623.1
JAERIP010000002.1:69831-73302                           
Rhodobacteraceae bacterium                              

T2SSE   ?  RHS* DUF4556 T2SSE MshEN

MBL7772587.1
JAEUVD010000020.1:90693-100699                          
Chitinophagaceae bacterium                              

Phage_GPD Phage_base_V   ?  DUF6531 RHS GRAINYHEAD RHS RHS Tox-AHH* Imm11 Por_Secre_tail CotH P_proprotein

MBL7781357.1
JAEUUT010000105.1:827-6675                              
Saprospiraceae bacterium                                

Thioredoxin_7 Imm11 Tox-AHH* Por_Secre_tail N6_N4_Mtase

MBL7816711.1
JAEUUP010000094.1:16777-26662                           
Saprospiraceae bacterium                                

  ?  CIS_TMP MPTase-PVC Spike_torovirin Tail-fiber AHH* Imm11 ParA-Soj-NTPase

MBL8480784.1
JAEUNN010000060.1:1-2878                                
Rhodocyclaceae bacterium                                

RHS Imm11 RHS Tox-AHH*

MBL8820588.1
JAEUIH010000161.1:1084-4548                             
Planctomyces sp.                                        

  ?    ?  RHS DUF5032 Tox-AHH* Imm11   ?  

MBM3194112.1
VGMD01000050.1:218-1842                                 
Chlamydiae bacterium                                    

AHH* Imm11   ?  

MBM6719027.1
JACJJF010000012.1:76293-79510                           
Bacteroides gallinaceum                                 

Ntox44 Imm43 RHS Tox-AHH*

MBM7065691.1
JAFEUH010000025.1:14050-18039                           
Neisseria elongata                                      

  ?  Imm24 RHS AHH* Imm24 Imm24

MBN8501231.1
JAFLDC010000162.1:2522-6408                             
Sphingomonadales bacterium                              

FMN_red   ?  AHH* NMO Fe-ADH

MBN8604703.1
JAFLCP010000198.1:7359-10893                            
Planctomycetota bacterium                               

HINT   ?  HINT Tox-AHH*   ?    ?  

MBN8682047.1
JAFLBP010000006.1:144106-148978                         
Chitinophagales bacterium                               

OMP_b-brl_2 HTH Cystatin-FD Tox-AHH* Imm11 Imm11

MBO1435893.1
JAGDFV010000002.1:1-3066                                
Meiothermus sp. CFH 77666                               

DDE_Tnp_1 MISS AHH* Imm11 SUKH_6

MBO4332554.1
JAGADL010000028.1:78425-80599                           
Paludibacteraceae bacterium                             

RHS Imm11 Tox-AHH* RHS

MBO4476759.1
JAFZZY010000004.1:8328-12333                            
Lachnospiraceae bacterium                               

Macro DUF4417 AHH* DUF4274 Zip

MBO5801177.1
JAGBWD010000019.1:6947-9796                             
Alistipes sp.                                           

  ?  Imm11 RHS PD Tox-AHH*

MBO8142921.1
JACDOI010000103.1:43-2165                               
Bacillota bacterium                                     

Imm11 Tox-AHH*

MBO9498508.1
JAGIBQ010000003.1:121840-127665                         
Novosphingobium sp.                                     

Glyco_hydro_3 ANTHRAXPAG-N Glyco_hydro_3_C Fn3-like NMO AHH*   ?  FMN_red

MBP0011512.1
JAGHZK010000001.1:11238-15125                           
Roseofilum sp. SID3                                     

DUF1232 MotA_ExbB Tox-AHH*   ?    ?  

MBP0028202.1
JAGHZN010000015.1:66376-77255                           
Roseofilum sp. Guam                                     

NTP_transf_2 DALR_1 DUF4114 Subtilisin Peptidase_M8 STox-39 AHH* TPR GatC

MBP04293.1
PBQU01000033.1:5167-7890                                
Methanobacteriota archaeon                              

Glyco_transf_25 DUF5880 AHH*   ?  DUF5903

MBP4047318.1
JAGKRF010000073.1:1-3046                                
Chromobacterium violaceum                               

HTH_21 HTH_Tnp_1 RHS AHH* Imm11 RHS

MBP6014326.1
JAGOBA010000015.1:18843-33839                           
Alphaproteobacteria bacterium                           

SUFU Imm11 AHH HCBP_related HCBP_related Beta-Roll HCBP_related Beta-Roll HCBP_related HCBP_related HCBP_related HCBP_related HCBP_related HCBP_related Beta-Roll Beta-Roll Beta-Roll Beta-Roll HCBP_related* HTH   ?  

MBP6039993.1
JAGOAL010000040.1:6259-12153                            
Flavobacterium sp.                                      

CNNM CBS GTP1_OBG MMR_HSR1 Cystatin-FD Tox-AHH* Imm11   ?  

MBP6362493.1
JAGNTK010000010.1:7311-11762                            
Novosphingobium sp.                                     

FMN_red   ?  AHH* NMO MOSC

MBP6379055.1
JAGNSY010000007.1:10005-16197                           
Sphingorhabdus sp.                                      

K_trans SUFU AHH* HMGL-like LeuA_dimer NMO

MBP6812508.1
JAGNML010000474.1:1-3519                                
Saprospiraceae bacterium                                

GSDH Imm11 Cystatin-FD AHH*

MBP9877692.1
JAGPBS010000026.1:24024-28695                           
Alphaproteobacteria bacterium                           

DUF637 Imm11 Tox-AHH*

MBP9878298.1
JAGPBS010000063.1:7239-11077                            
Alphaproteobacteria bacterium                           

DUF637 Imm11 DUF637 Tox-AHH*

MBP9878439.1
JAGPBS010000088.1:1-3844                                
Alphaproteobacteria bacterium                           

Tox-LHH SUKH_6 AHH* Imm11 DUF637

MBQ3163107.1
JAFQIW010000006.1:1-2303                                
Lachnospiraceae bacterium                               

RHS_repeat Imm11 RHS AHH*

MBQ3599737.1
JAFQAU010000021.1:536-3451                              
Lachnospiraceae bacterium                               

SMI1_KNR4 Imm11 RHS AHH*   ?  RHS

MBQ5475161.1
JAFNQR010000585.1:1266-3742                             
Lachnospiraceae bacterium                               

HTH_32 DDE_3 Imm11 HINT Tox-AHH*

MBQ5876588.1
JAFOBZ010000105.1:1150-3180                             
Treponema sp.                                           

Immank Imm11 AHH* Imm-PA2201

MBQ5891651.1
JAFOCE010000008.1:79698-87635                           
Bacteroidales bacterium                                 

tRNA-synt_1 tRNA-synt_1_2 tRNA-synt_1 Anticodon_1   ?  MORN MORN MORN MORN AHH* Imm11 OmpA

MBQ5988972.1
JAFRUS010000045.1:13331-20288                           
Oscillospiraceae bacterium                              

  ?  Imm11 Dockerin_1 Tox-AHH* Dockerin_1 Serpin   ?  

MBQ7941334.1
JAFUKL010000012.1:72464-74893                           
Muribaculaceae bacterium                                

Imm11 Imm11 RHS Tox-AHH*

MBQ9371774.1
JAFTAW010000032.1:27569-35857                           
Thermoguttaceae bacterium                               

  ?  ZZ-like HINT XHH*

MBR0964783.1
JAFCKV010000006.1:228193-233578                         
Bradyrhizobium diazoefficiens                           

  ?    ?  AHH* DUF1629 Imm-SUFU-like

MBR1507996.1
JAFUVQ010000044.1:63143-67279                           
Eubacterium sp.                                         

MTase PUA DUF4274 AHH* DUF4417   ?  

MBR4629445.1
JAFXSM010000013.1:93238-96785                           
Treponema sp.                                           

BrnA_antitoxin HTH Tox-AHH* Imm11 Gly-zipper_YMGG

MBR8091458.1
JAGSVM010000012.1:111123-121842                         
Burkholderia cenocepacia                                

Phage_GPD VgrG T6SS_Vgr DUF2345 Transposase_mut Tox-AHH* Imm11   ?  

MBS5789822.1
JAHALO010000011.1:5864-18662                            
Fusobacterium sp.                                       

RtcB Imm11 Tox-AHH*   ?  TPS FilH FilH Fil_haemagg_2 Fil_haemagg_2 Fil_haemagg_2

MBT6183828.1
JABITF010000135.1:16492-19240                           
Betaproteobacteria bacterium                            

  ?  TF_Zn_Ribbon Pox_VLTF3 AHH* PDDEXK_3 CP12

MBU1927344.1
JAHJFR010000182.1:1-2371                                
Gammaproteobacteria bacterium                           

AHH* Imm11 ZnR

MBV4481518.1
JAHSTT010000006.1:140437-149939                         
Pseudomonas khavaziana                                  

HTH Imm11 AHH*   ?    ?  

MBV9986762.1
JAFBAN010000051.1:2399-8139                             
Chitinophagaceae bacterium                              

MPTase-SprT-like Imm11 AHH* Rieske LuxR-HTH Receiver

MBW3571857.1
JAHWJJ010000226.1:4183-7360                             
Gemmatimonadetes bacterium                              

CIS_tube Imm11 VirB6 AHH*

MBW8753346.1
JAEKKR010000081.1:4477-8457                             
Sphingomonadales bacterium                              

FMN_red   ?  AHH* NMO Aminotran_1_2

MBX2887768.1
JAHBTP010000001.1:900209-906969                         
Ferruginibacter sp.                                     

HXXEE Imm11 Tox-AHH*   ?  REase

MBX2924704.1
JAHBTL010000031.1:48720-62251                           
Chitinophagaceae bacterium                              

  ?  CIS_TMP TFIIA VirB6 AHH* Imm11 ParA-Soj-NTPase

MBX2927938.1
JAHBTW010000006.1:19451-24196                           
Saprospiraceae bacterium                                

Imm11 Imm11 Tox-AHH*   ?  Cystatin-FD Ntox42-ColicinM-4

MBX2929421.1
JAHBTW010000017.1:5867-9813                             
Saprospiraceae bacterium                                

  ?    ?  Tox-AHH* Imm11 Imm11

MBX3001409.1
JAHBVG010000097.1:7624-13644                            
Caldilineaceae bacterium                                

SH3 Beta-helix Imm11 PT-TG HINT AHH*   ?  SH3

MBX3161338.1
JAHBVW010000057.1:29445-37345                           
Deltaproteobacteria bacterium                           

Imm11 Imm11 AHH*   ?    ?  

MBX3457834.1
JAHBYH010000002.1:449681-452246                         
Candidatus Paracaedibacteraceae bacterium               

Tox-URI Imm11 AHH*

MBX3669019.1
JAHCAA010000005.1:45589-50806                           
Rhodocyclaceae bacterium                                

ArsP_1 S1COLD Excalibur -* RtcB   ?  

MBX7166849.1
JAIBBZ010000011.1:115739-125661                         
Pirellulales bacterium                                  

  ?  Imm11 RHS AHH*   ?  Calx-beta Calx-beta Calx-beta RHS RHS RHS_repeat RHS_repeat RHS_repeat RHS_repeat RHS RHS

MBX7483872.1
JAIGNO010000015.1:5555-9624                             
Qipengyuania qiaonensis                                 

EF_TS   ?  AHH* Imm11 Imm11

MBY0349164.1
JAIEPL010000324.1:6372-8160                             
Hydrotalea flava                                        

cHTH Imm11 AHH*   ?  

MCA0238309.1
JAIUPL010000025.1:1972-7277                             
Bacteroidetes bacterium                                 

Imm11 Imm11 Cystatin-FD Tox-AHH* HTH Por_Secre_tail

MCA3585602.1
JADCCX010000090.1:1-3935                                
Methylocystis sp.                                       

AHH* Imm11 SUFU

MCA9706820.1
JAGQIQ010000268.1:5314-7824                             
Myxococcales bacterium                                  

CR-ATPase1 Imm11 AHH* DUF1963

MCB0397533.1
JAGQZQ010000097.1:130-5962                              
Flavobacteriales bacterium                              

TFIIA Tail-fiber AHH* Aspzincin_M35 ntring-nucCsx16

MCB0552541.1
JAGQXT010000071.1:5437-9601                             
Phaeodactylibacter sp.                                  

MoxR-AAA Peptidase-M15 AHH* Imm11

MCB0573398.1
JAGQXW010000129.1:9289-19978                            
Saprospiraceae bacterium                                

  ?  CIS_TMP MPTase-PVC LINKER AHH* Imm11 DUF6851 haloperoxidase

MCB0630554.1
JAGQXH010000171.1:4159-8330                             
Lewinella sp.                                           

Phage_GPD Phage_base_V DUF2345 DUF4280 AHH* Imm11 Imm11

MCB0654151.1
JAGQXB010000220.1:22-4254                               
Saprospiraceae bacterium                                

Imm11 Imm11 AHH* HTH_3

MCB1528869.1
JAGRKT010000291.1:4500-10550                            
Hyphomicrobiaceae bacterium                             

NTP_transf_8   ?  AHH Beta-Roll* Imm11 SUFU

MCB2045505.1
JAGRER010000134.1:7628-12170                            
Novosphingobium sp.                                     

FMN_red   ?  AHH* LeuA_dimer HMGL-like YceI

MCB2138766.1
JAGRDT010000159.1:1-1688                                
Rhodobacteraceae bacterium                              

  ?    ?  Tox-AHH*

MCB2343289.1
JAIZZU010000023.1:7525-15699                            
Clostridium estertheticum                               

  ?  Imm11 DUF6531 RHS_repeat RHS RHS RHS_repeat RHS RHS RHS AHH*   ?    ?  

MCB8986615.1
JACKBW010000004.1:17369-22165                           
Ardenticatenaceae bacterium                             

Semialdhyde_dh Semialdhyde_dhC LGT AHH*   ?    ?  

MCB9275618.1
JACJYE010000009.1:126709-132134                         
Lewinellaceae bacterium                                 

Imm11 Imm11 AHH* Imm11 Cystatin-FD AHH

MCB9277630.1
JACJYC010000002.1:470598-476112                         
Lewinellaceae bacterium                                 

DUF547 Abhydrolase_1 -* Imm11 AhpC-TSA

MCB9660842.1
JACKEJ010000011.1:1-3215                                
Sandaracinaceae bacterium                               

  ?  Imm11 RHS RHS AHH*   ?  Tox-WHH

MCB9661855.1
JACKEJ010000014.1:164291-173639                         
Sandaracinaceae bacterium                               

TPR PAAR_motif DUF6531 RHS RHS RHS AHH* Imm11 ANK Ank_4   ?  

MCB9698705.1
JACKEU010000020.1:48054-51661                           
Alphaproteobacteria bacterium                           

DEDD_Tnp_IS110 rve rve_2 Tox-AHH*   ?    ?  

MCC5792427.1
JAFIFT010000019.1:238928-244952                         
Legionellaceae bacterium                                

  ?  Imm11 AHH* DnaJ   ?  

MCC6126743.1
JADLEL010000185.1:1340-9086                             
Pirellulales bacterium                                  

PD   ?  Tox-AHH* Imm11 HINT Tox-AHH

MCC6148988.1
JADLFN010000010.1:20414-22606                           
Planctomycetota bacterium                               

IstB_IS21   ?  HINT Tox-AHH*

MCC6280693.1
JADLCC010000208.1:322-2894                              
Saprospiraceae bacterium                                

Cystatin-FD Tox-AHH* Imm11

MCC6477614.1
JADLBY010000002.1:18480-24672                           
Sphingomonadaceae bacterium                             

K_trans   ?  Tox-AHH* HMGL-like LeuA_dimer NMO

MCC6745230.1
JADLGM010000544.1:242-3065                              
Acidobacteria bacterium                                 

Phage_integrase Imm11 RHS AHH*

MCC7118332.1
JADZCC010000048.1:23714-25909                           
Anaerolineales bacterium                                

  ?  Imm11 Tox-AHH*

MCD0277840.1
JAFFQK010000071.1:1-4796                                
Xanthomonas melonis                                     

AHH DUF1629 AHH* DUF1629 DUF1629

MCE2829006.1
JAJTFR010000035.1:383-6405                              
Sphingomonadales bacterium                              

K_trans Imm-SUFU-like AHH* ATG17_like HPT

MCE8943677.1
JAHYNS010000112.1:8994-14953                            
Bacteroides faecis                                      

DUF6531 RHS RHS_repeat RHS RHS RHS URI Imm11 RHS AHH*

MCE9647410.1
JAIOOU010000016.1:85346-88166                           
Chloroflexota bacterium                                 

HINT XOO_2897-deam Imm-SUKH-SUKH4 HINT AHH* DUF4274   ?  

MCF5505284.1
WKBB01000366.1:145-5347                                 
Pseudomonas syringae                                    

  ?  Imm43 AHH*

MCF6337695.1
JAKISS010000026.1:32430-36206                           
Gammaproteobacteria bacterium                           

Tox-PAAR-like   ?  AHH* Imm11 Imm49

MCG3844384.1
JADQAR010000001.1:808844-812083                         
Photobacterium damselae                                 

SMI1_KNR4 Imm11 AHH* Imm24 Tox-SHH

MCG8207852.1
JAFMUP010000033.1:1-4474                                
Tenacibaculum finnmarkense genomovar finnmarkense       

Tox-Caspase* Imm11   ?  

MCG8581700.1
JAKSBD010000539.1:1-2992                                
Bacteroidales bacterium                                 

  ?  Imm11 Chl-REase1 HINT AHH*

MCH4292676.1
JAKVPR010000094.1:1-555                                 
Enterobacter kobei                                      

  ?  AHH*

MCI4661101.1
JALEFY010000012.1:29650-43950                           
Neomegalonema sp.                                       

VWA VIT Sortase AHH BetaPropeller HCBP_related Beta-Roll HCBP_related Beta-Roll HCBP_related Beta-Roll HCBP_related HCBP_related Beta-Roll* ATP12 WcbI WcbI

MCI6811526.1
JALFJK010000047.1:304-5185                              
Lachnospiraceae bacterium                               

Phage_GPD PrePAARTM AHH*   ?  VWA

MCI7743218.1
JALFVJ010000002.1:2102-14474                            
bacterium Bacteria.                                     

Aminotran_1_2 GntR-HTH Imm11 RHS RHS RHS RHS RHS Tox-AHH* Bac_rhamnosid_N Bac_rhamnosid Bac_rhamnosid6H Bac_rhamnosid_C MatE MatE

MCI8509800.1
JAAWBV010000093.1:56620-60047                           
Lachnospiraceae bacterium                               

RHS   ?  AHH* DUF4274 5TMR-LYT HATPase_c_5

MCK2251463.1
JALMDJ010000002.1:414369-420262                         
Crossiella sp. S99.1                                    

RibD_C p450 HINT Tox-AHH* Imm11 DUF5677

MCL5247596.1
JAMCOJ010000015.1:11703-14740                           
Cellulophaga sp. 20_2_10                                

RHS Tox-LHH Imm43 Tox-AHH* RHS   ?  

MCL6429309.1
JAIMBM010000004.1:5869-11715                            
Anaerolineae bacterium                                  

SH3 SH3 CarboxypepD-reg-IG Imm11 PT-TG HINT AHH*   ?    ?  

MCM1113307.1
JAMPGV010000040.1:500-4988                              
Muribaculum sp.                                         

RelE-ParE MMR_HSR1 YchF-GTPase_C Tox-AHH* Sigma70_r2 Sigma70_r4_2   ?  

MCM1508989.1
JAMPAU010000087.1:451-4107                              
Ruminococcus flavefaciens                               

Imm11 DnaX_C Epsilon2AT Tox-AHH*

MCM1566092.1
JAMPIU010000120.1:1609-3899                             
Dehalobacter sp.                                        

Phage_integrase RHS AHH* Imm11   ?  

MCO5125834.1
JAMLIL010000001.1:68867-73887                           
Rhodobacteraceae bacterium                              

PK_C PK Imm11 AHH*   ?  Ntox42-ColicinM-5

MCO6505468.1
JAGGIK010000094.1:137-781                               
Snodgrassella sp.                                       

Tox-AHH*   ?  

MCO7184503.1
JAMXSH010000001.1:817360-822621                         
Tenacibaculum sp. XPcli2-G                              

LRR Imm26 Tox-AHH* DUF4274   ?  

MCP3961972.1
JAAELT010000468.1:1-4872                                
bacterium Bacteria.                                     

AAA-ToxA AHH* Imm11   ?  

MCP4131389.1
JAAENB010000306.1:1-2777                                
bacterium Bacteria.                                     

MPTase-PVC AHH*   ?  

MCP4392884.1
JAAEOX010000068.1:1-3299                                
Alphaproteobacteria bacterium                           

Tox-PAAR-like AHH* Imm11 Transposase_20 DEDD_Tnp_IS110

MCQ2124929.1
JAKSIB010000027.1:24028-29289                           
Fibrobacter sp.                                         

  ?    ?  MORN MORN AHH* Imm11   ?  

MCR5022162.1
JAILDB010000234.1:3347-12409                            
Ruminococcus sp.                                        

  ?  HipA_C Dockerin_1 TGase Tox-AHH* Imm11 Peptidase_U4

MCR5028874.1
JAILDK010000067.1:23737-27987                           
Fibrobacter sp.                                         

Putative_PNPOx rve_2 Beta-Prop Tox-AHH* Imm11   ?  

MEZ7697625.1
JAPWAW010000050.1:6506-13216                            
Prevotella jejuni                                       

RHS RHS RHS LHH SUKH_5 AHH* Imm11 Imm26

MRX74023.1
WKKI01000056.1:8522-15201                               
Metabacillus lacus                                      

WXG PT-COG5412 GAD-like T6SS_Tdi1_C AHH* Imm24 ColE7

MXP28942.1
WTYA01000006.1:64305-67717                              
Qipengyuania algicida                                   

Amidohydro_2 NMO AHH*   ?    ?  

NBC36364.1
JAAAPO010000002.1:681249-688022                         
Novosphingobium ovatum                                  

Glycos_transf_1 Glyco_transf_4 LeuA_dimer HMGL-like AHH*   ?  RecJ_OB DHHA1 DHH

NBD07975.1
JAAAPJ010000001.1:799192-804823                         
Corallococcus silvisoli                                 

  ?  Imm11 Tox-AHH* VWA SmpA_OmlA SmpA_OmlA

NCP10665.1
JAACTG010000040.1:1-5887                                
Sphingomonadales bacterium                              

IlvC IlvN NMO AHH* GST_C GST_N K_trans

NCP98231.1
JAACRV010000009.1:21892-26161                           
archaeon Archaea.                                       

  ?    ?  Tox-AHH* Imm11 DAM

NDV28134.1
VOIQ01000015.1:9153-11262                               
Desulfovibrio sp. JC010                                 

  ?  Imm24 Tox-AHH* HTH HTH

NHB59583.1
JAANIE010000023.1:2414-6259                             
Acinetobacter shaoyimingii                              

  ?  Imm11 RHS AHH*   ?    ?  

NHB59590.1
JAANIE010000023.1:7230-10769                            
Acinetobacter shaoyimingii                              

  ?  Imm11 RHS Tox-AHH*   ?  

NJK32036.1
JAAUUP010000186.1:1220-4248                             
Deltaproteobacteria bacterium                           

Tox-AHH* RHS RHS

NJK62103.1
JAAUUJ010000019.1:33337-38062                           
Synechococcaceae cyanobacterium SM2_3_1                 

TMsE9xRTMsY7xE Imm11 Tox-AHH*   ?  DUF4618

NJN12707.1
JAAUQH010000230.1:135-8997                              
Richelia sp. RM1_1_1                                    

RHS AHH* Imm11   ?  

NLL06167.1
JAAYPF010000161.1:100-1397                              
Clostridiaceae bacterium                                

Tox-AHH* Imm11

NME87139.1
JABAGL010000020.1:1-3026                                
Bacteroides eggerthii                                   

RHS AHH* Imm11 DUF2971

NMN03729.1
JABCNG010000001.1:1011106-1015615                       
Novosphingobium sp. SG919                               

FMN_red   ?  AHH* LeuA_dimer HMGL-like YceI

NNF16554.1
JABDLQ010000212.1:7797-13967                            
Gammaproteobacteria bacterium                           

FHA T6SS_FHA_C Imm11 AHH* HEAT HEAT DUF2169

NOQ72221.1
WTCE01000041.1:63677-85590                              
Crocinitomix sp.                                        

AAA-ToxA IgGFc_binding PKD SprB SprB PKD CHU_C MPTase-PVC Tox-NucA MPTase-PVC Tox-AHH*   ?  Metallopeptidase Tox-NucA Metallopeptidase Metallopeptidase Tox-HNH Aspzincin_M35

NOZ52464.1
JAADGF010000038.1:45176-48579                           
Gammaproteobacteria bacterium                           

Imm49 Imm11 AHH* ketoacyl-synt

NQZ43800.1
JABSPK010000004.1:94130-98997                           
Flavobacteriaceae bacterium                             

Beta-lactamase DUF6090 AHH* Imm11 AHH

NRB42257.1
JABSRQ010000227.1:1877-6341                             
Pseudomonadales bacterium                               

DUF2169   ?  MED1 AHH* Imm11   ?  

NRB42579.1
JABSRQ010000281.1:1-4545                                
Pseudomonadales bacterium                               

Abhydrolase_1 Imm11 AHH* DDE_Tnp_1_6 DDE_Tnp_1 DDE_Tnp_1_6

NRB65350.1
JABSSK010000513.1:343-2951                              
Saprospiraceae bacterium                                

  ?  Imm11 HNH_2*

NUQ26582.1
JABWBR010000108.1:22-3414                               
Saprospiraceae bacterium                                

AHH* Imm11 PKD Por_Secre_tail

NVE93686.1
JABWTA010000001.1:440956-445058                         
Altererythrobacter lutimaris                            

FMN_red   ?  AHH* NMO Amidohydro_2

NVJ05728.1
JABXEN010000034.1:53871-57625                           
Myxococcus sp. AM001                                    

DUF2169 Imm49 AHH* Imm11   ?  

ODB34669.1
LZCV01000077.1:1083-1964                                
Pseudomonas mosselii                                    

RHS Tox-AHH*

ODU35766.1
MEFP01000003.1:8308-14019                               
Lysobacteraceae bacterium SCN 69-320                    

Phage_integrase DUF6538 DUF6573 RHS RHS Tox-AHH* Imm11 Imm20

OFM33007.1
KV799979.1:1-2596                                       
Neisseria sp. HMSC068C04                                

RHS AHH* Imm24 RHS AHH Imm24

OZQ69249.1
NFUX01000005.1:7877-12519                               
Paenibacillus sp. VTT E-133280                          

  ?  Imm11 Tox-AHH*   ?    ?  

PAT33092.1
NSJC01000002.1:249554-265958                            
Vandammella animalimorsus                               

GshA DUF6531 Cadherin IG HfIG Cadherin Cadherin HfIG IG DUF6531 RHS_repeat RHS_repeat RHS_repeat RHS_repeat RHS RHS Tox-AHH* AMP-binding AMP-binding_C_2 ABC_tran

PBJ25960.1
MRCS01000009.1:128009-135685                            
Pseudomonas sp. ACN8                                    

MOG1 PAAR_motif Tox-HNHGH-E RHS RHS RHS_repeat RHS Tox-AHH* Imm11 RHS Tox-AHH

PCI36115.1
NVTI01000109.1:131-6868                                 
Thiotrichales bacterium                                 

AHH* ANK Ank_4 Sel1 Sel1 ANK

PCI36121.1
NVTI01000109.1:7589-9295                                
Thiotrichales bacterium                                 

  ?  Imm11 AHH*

PEI85232.1
NUEI01000118.1:1944-5932                                
Bacillus pseudomycoides                                 

SMI1_KNR4 Immank SUFU HTH_Tnp_1 Tox-AHH*

PEQ11082.1
MWMO01000015.1:46671-50880                              
Novosphingobium sp. PC22D                               

FMN_red   ?  AHH* NMO MaoC_dehydrat_N

PHM40342.1
NITZ01000067.1:236-1872                                 
Xenorhabdus miraniensis                                 

Imm24 RHS AHH*

PHS12257.1
NVVT01000030.1:8908-11186                               
Kangiella sp.                                           

  ?    ?  Tox-AHH*   ?  HTH

PID61865.1
PDPU01000025.1:15833-20989                              
Gammaproteobacteria bacterium                           

  ?  Imm24 PT-COG5412 HINT AHH* DUF192   ?  

PIM80047.1
PEQY01000001.1:1252254-1259470                          
Fusobacterium pseudoperiodonticum                       

  ?  DHH CBS Hpr-Kinase-N DHH DHHA2 Tox-AHH* Imm11 NUE

PJA40166.1
PFXC01000601.1:1-1264                                   
Lysobacterales bacterium CG_4_9_14_3_um_filter_62_6     

Imm11 RHS Tox-AHH*

PKB41941.1
PHUL01000001.1:104197-113214                            
Cellulophaga sp. RHA19                                  

Phage_GPD Phage_base_V   ?  DUF6531 DUF4595 RHS RHS AHH* Imm43 REase-DUF3883

PMB01741.1
NMQB01000887.1:1127-2165                                
Fischerella thermalis CCMEE 5273                        

  ?  Tox-AHH*

PQP03551.1
PUIN01000007.1:139946-143564                            
Pseudomonas frederiksbergensis                          

SMI1_KNR4 AHH* Imm11 TPR DUF6124

PRA79631.1
PCOL01000031.1:3772-13923                               
Ochrobactrum sp. MYb29                                  

AC_1 Autotransporter Peptidase_C39 AHH Myosin_tail_1*   ?  DUF1629

PSD09553.1
PXIN01000385.1:1-259                                    
Stenotrophomonas maltophilia                            

AHH*

PTL85985.1
PZOX01000001.1:796167-801706                            
Vitiosangium sp. GDMCC 1.1324                           

  ?    ?  PMSR Imm11 AHH*

PUB83447.1
QBVF01000085.1:1-4260                                   
gamma proteobacterium symbiont of Ctena orbiculata      

RHS AHH* Imm24 Thioredoxin

PWB30654.1
QETK01000035.1:1-5731                                   
Pseudomonas sp. SDI                                     

ColE7 RHS Tox-AHH* Imm11 NtrC-AAA

PWT83979.1
PSRB01000162.1:19-2999                                  
Acidobacteria bacterium                                 

AHH* DUF1629   ?  

PWU06494.1
PSRK01000037.1:21372-26817                              
Verrucomicrobia bacterium                               

  ?  Imm11 RHS AHH* Imm11 AHH*

PZQ20651.1
QFPJ01000051.1:3182-9250                                
Sphingopyxis macrogoltabida                             

HTH_18 AraC_N NMO AHH* K_trans   ?  

QCB55294.1
CP039250.1:2799848-2806276                              
Sphingopyxis sp. PAMC25046                              

FMN_bind_2 Hist_deacetyl AHH* K_trans CcmH

QCP23739.1
CP040053.1:1835284-1857591                              
Acinetobacter baumannii                                 

GST_N_2 GST_C LTD N-OB Synaptojanin RHS RHS RHS_repeat RHS_repeat RHS RHS_repeat RHS RHS RHS_repeat RHS LysM AHH* GST_C GST_N F420_oxidored DUF2520

QDT39339.1
CP036268.1:4538817-4542980                              
Stratiformator vulcanicus                               

  ?    ?  Tox-AHH* Imm11 SMI1_KNR4

QDU60463.1
CP036279.1:1668817-1692587                              
Planctomycetes bacterium Pan216                         

Cas_Cas2CT1978 35exo Cadherin Cadherin Cadherin GLYCO GLYCO GLYCO Cadherin Cadherin Cadherin Cadherin Cadherin Cadherin Cadherin Cadherin Cadherin Cadherin Cadherin Cadherin Cadherin Cadherin Cadherin Cadherin Cadherin Cadherin Cadherin Cadherin Filament HINT Tox-AHH*   ?  HINT Ntox28

QDV30519.1
CP036299.1:3045986-3052615                              
Planctopirus ephydatiae                                 

DUF1579 Imm11 Tox-AHH* CarboxypepD-reg-IG SBP_bac_10

QEC44622.1
CP042431.1:6131756-6141401                              
Pseudobacter ginsenosidimutans                          

DoxX_2 Imm11 DUF6443 RHS RHS RHS Tox-AHH* M20_dimer Peptidase_M20   ?  

QGZ40047.1
CP046904.1:3304693-3308895                              
Pseudoduganella flava                                   

  ?  DUF5713 RHS Tox-AHH* Imm11 Imm11

QHM69938.1
CP028271.1:224027-229020                                
Mixta intestinalis                                      

RHS RHS RHS RHS   ?  RHS AHH*   ?  Imm11

QIG59808.1
MN940578.1:128086-130792                                
Dishui Lake phycodnavirus 3                             

Glyco_transf_25 PFK   ?  AHH*   ?  

QIQ88118.1
CP050265.1:1149557-1153646                              
Erythrobacter sp.                                       

Amidohydro_2 NMO   ?  FMN_red AHH*

QOG18601.1
CP046601.1:3281352-3287404                              
Bradyrhizobium sp. SEMIA                                

  ?  Rng_hyd_C FAD_binding_3 AHH* DUF1629 Imm-SUFU-like

QOL19463.1
CP054719.1:216577-233366                                
Candidatus Bodocaedibacter vickermanii                  

Tox-HNH-HHH Imm11 FilH AHH*   ?  SUKH_5

QSV66929.1
CP051188.1:1814554-1824932                              
Aphanizomenon flos-aquae DEX188                         

  ?  Imm11 Metallopeptidase Saf4_Yju2 SseC Ntox1 AHH* SUKH-SMI1   ?  

QSX38960.1
CP071502.1:337652-364867                                
Shewanella sedimentimangrovi                            

  ?  Beta-helix Beta-helix IG Beta_helix Beta_helix Beta-helix IG Beta_helix Beta_helix Beta-helix FN3 Beta_helix Beta_helix IG IG IG Big_5 IG NPCBM_assoc Imm11 DUF4274 HINT Tox-AHH*

QYS91885.1
CP067379.1:831762-834853                                
Flavobacterium covae                                    

Imm11 RHS AHH*   ?  rve_3 rve_3

QZH74868.1
CP073261.1:2987082-2993777                              
Erythrobacter sp.                                       

LeuA_dimer HMGL-like HPT Receiver His-Kinase AHH*   ?  RecJ_OB DHHA1 DHH

RFA24172.1
NFZV01000077.1:1-1066                                   
Alkalilimnicola ehrlichii                               

AHH* Imm11

RGM08179.1
QSSV01000050.1:1998-4267                                
Bacteroides stercoris                                   

FRG Imm11 RHS AHH*

RGO61178.1
QSVU01000103.1:1-2313                                   
Hungatella hathewayi                                    

  ?  RHS Pet127*

RHR33931.1
QUGP01000007.1:92755-95642                              
Eubacterium sp. AF19-12LB                               

  ?  DUF4417 AHH* DUF4274 RepA_N

RKG45508.1
RAXY01000043.1:1-6928                                   
Acinetobacter cumulans                                  

  ?    ?  Fil_haemagg_2 MglB Tox-AHH* PP_kinase_N PP_kinase PP_kinase_C_1 PP_kinase_C MgtC DUF4010

RKH80232.1
RAWN01000188.1:4902-11624                               
Corallococcus sp. AB045                                 

MMPL MMPL FA_hydroxylase PTP-NADK AHH* Imm11

RME60494.1
RFJQ01000116.1:488-2714                                 
Candidatus Parcubacteria bacterium                      

DUF5711   ?  Tox-AHH*

RPD43590.1
QKNS01000015.1:1-2026                                   
Hymenobacter sediminis                                  

RHS AHH* Imm43 RHS

RRC89632.1
RQZI01000032.1:177-2000                                 
Streptococcus sanguinis                                 

AHH* DUF4274   ?  

RSB16914.1
RHWV01000003.1:552826-556386                            
Citrobacter farmeri                                     

  ?  Imm11 RHS AHH*

RSR15652.1
RFDI01002524.1:82-498                                   
Acinetobacter baumannii                                 

Tox-AHH*

RTE11191.1
RXHU01000011.1:6925-10697                               
Paenibacillus whitsoniae                                

RDD-MoxR Imm11 HINT AHH* DEDD_Tnp_IS110 Transposase_20   ?  

RTL31674.1
RXJQ01000017.1:119936-125639                            
Burkholderiales bacterium                               

AAA-ToxA   ?  Metallopeptidase AHH*   ?    ?  

RUR86381.1
RRYR01000044.1:2766-6443                                
Pectobacterium versatile                                

  ?  Imm43 RHS RHS RHS Tox-AHH*

RWX42975.1
MTKO01000137.1:64845-67492                              
Candidatus Electrothrix aarhusensis                     

  ?    ?  RHS Tox-AHH*

RXD73436.1
PUUR01000134.1:8462-12008                               
Xanthomonas perforans                                   

NurA DUF1629 AHH*

RXO30420.1
QVPN01000079.1:1-2907                                   
Salmonella enterica                                     

Zn_Tnp_IS1   ?  RHS AHH* CENPB

RXT65797.1
MVAT01000055.1:1-2201                                   
Pseudomonas syringae                                    

Imm11 RHS Tox-AHH*   ?  

RYE42493.1
SEEN01000080.1:24444-29583                              
Hyphomicrobiales bacterium                              

rve_2 LysM Tox-AHH* Imm11   ?  

RYJ38167.1
JUIV01000010.1:62177-76412                              
Flavobacterium anhuiense                                

FN3 FN3 SprB SprB SprB SprB SprB Por_Secre_tail FN3 Reprolysin_4 Tox-Caspase AHH* Imm11   ?  

RZJ57393.1
SEBX01000099.1:162-2964                                 
Hymenobacter sp.                                        

Imm43 RHS RHS Tox-AHH*

RZJ94144.1
SECC01000139.1:1-2800                                   
Hymenobacter sp.                                        

RHS RHS AHH* Imm11

RZL39909.1
SEDP01001201.1:98-1672                                  
Pedobacter sp.                                          

Noc2* Imm11 Imm11

SDH80002.1
FNDE01000063.1:1-1440                                   
Aneurinibacillus thermoaerophilus                       

AHH* Imm24   ?  

SEI47089.1
FNYJ01000001.1:322013-326441                            
Pseudomonas sp. NFR16                                   

  ?  SMI1_KNR4 RHS Tox-AHH* Imm11 RHS Tox-SHH

SJN51061.1
FUKX01000051.1:55296-62316                              
Sphingobacterium faecium PCAi_F2.5                      

  ?    ?  Tox-AHH* SusD-like_2 TonB_dep_Rec PLUG CarbopepD_reg_2

SKC84359.1
FUZU01000003.1:1056553-1065156                          
Ohtaekwangia koreensis                                  

  ?    ?  FN3 Reprolysin_5 Tox-AHH* OmpA-beta-barrel DUF2200

SOS48754.1
OENB01000025.1:102779-109557                            
Tenacibaculum dicentrarchi                              

ApbE Sel1 Sel1 Sel1 Tox-AHH* Imm11 Imm11

TBN17960.1
SIRS01000002.1:623357-626641                            
Hyunsoonleella pacifica                                 

  ?  Imm11 HTH_3   ?  AHH*

TCQ71407.1
SLYR01000026.1:10070-16592                              
Ochrobactrum sp. BH3                                    

  ?  DUF1629 AHH* DUF1629 AHH Myosin_tail_1* Peptidase_C39

TCU82631.1
SMBT01000014.1:1-7515                                   
Iodobacter fluviatilis                                  

DUF6531 RHS_repeat RHS RHS RHS Tox-URI   ?  RHS AHH* Imm11 RHS Tox-LHH

TDX60942.1
SOEJ01000017.1:59510-70880                              
Methylosinus sp. sav-2                                  

Imm-SUFU-like DUF1629 AHH Beta-Roll Cadherin_5 Subtilisin Beta-Roll* ABC_membrane ABC_tran Biotin_lipoyl_2 HlyD_3

TGY73101.1
SRYC01000026.1:15712-26908                              
Enterorhabdus sp. NM05_H27                              

DUF11 DUF11 Trypsin PDZ RHS Tox-AHH* Imm11 DUF1963

TKH27579.1
SZOE01000122.1:1281-5619                                
Bacillus cereus                                         

Imm11 SUFU Tox-AHH* Imm6 Tox-HNH-DHNNK Tox-Deam-DxE

TVZ41660.1
VISH01000001.1:1161139-1170695                          
Alteromonadaceae bacterium 2753L.S.0a.02                

PPK2 PPK2 Imm11 DUF6531 RHS RHS_repeat RHS AHH*   ?  Phage_GPD VgrG Gp5_C DUF2345

UII71491.1
CP089985.1:6150568-6160090                              
Pseudomonas sp. HN11                                    

PrePAARTM PAAR PAAR_motif DUF6531 RHS_repeat RHS_repeat RHS RHS RHS Tox-SHH SUKH-SMI1   ?  Tox-AHH* HU-IHF Rbx_binding Pyr_redox_2 AHH*

UPF06706.1
CP095556.1:5141552-5149878                              
Pseudomonas mosselii                                    

HTH_Tnp_1 HTH_21 rve rve_2 Imm11 Imm11 Imm11 AHH*

UTG76493.1
CP073119.1:1309983-1317034                              
Neisseria subflava                                      

  ?  DUF6531 RHS_repeat RHS RHS RHS RHS_repeat RHS RHS RHS AHH* RHS   ?  

WP_115430532.1
NZ_QOLO01000114.1:1-1123                                
Escherichia coli                                        

Imm24 RHS AHH*

WP_013377366.1
NC_014623.1:8035757-8038855                             
Stigmatella aurantiaca DW4/3-1                          

Imm11   ?    ?  Aldose_epim AHH*

WP_002625271.1
NZ_ANAH02000066.1:335144-341789                         
Cystobacter fuscus DSM 2262                             

Cys_Met_Meta_PP AHH* Imm11 Cys_Met_Meta_PP VirB11

WP_004576002.1
NZ_APBQ01000078.1:9948-11524                            
Pseudomonas putida TRO1                                 

Imm11   ?  RHS AHH*

WP_228134766.1
NZ_ASYY01000163.1:25-1340                               
Acinetobacter gerneri DSM 14967 = CIP 107464 = MTCC 9824

Imm24 RHS AHH*

WP_007217461.1
NZ_CABMLT010000001.1:301075-306308                      
Bacteroides cellulosilyticus                            

  ?    ?  RtcB FGS AHH*

WP_008144969.1
NZ_EQ973650.1:170622-177472                             
Phocaeicola coprophilus DSM 18228 = JCM 13818           

Imm11 FRG AHH* Mob_Pre Phage_integrase Phage_int_SAM_5

WP_221763096.1
NZ_RJOY01000028.1:45-2525                               
Streptococcus gordonii                                  

  ?  FMN_dh AHH*

WP_021032858.1
NZ_AHCD03000020.1:541588-548110                         
Pseudoalteromonas rubra                                 

  ?    ?    ?  FilH DUF637N DUF637 PT-VENN AHH*

WP_227741935.1
NZ_AFAJ01000047.1:1-1952                                
Vibrio rotiferianus DAT722                              

Ntox47   ?  Imm11 AHH*

WP_045118930.1
NC_013440.1:3658814-3666515                             
Haliangium ochraceum DSM 14365                          

Peptidase_M28 Imm11 Tox-AHH* ATP-synt_B   ?  

WP_258468290.1
NC_014103.1:2644415-2649840                             
Priestia megaterium DSM 319                             

Imm-ank Imm24 Imm33 WXG PT-TG HNH-DHNNK AHH*

WP_013185072.1
NC_014228.1:3354856-3358697                             
Xenorhabdus nematophila ATCC 19061                      

Imm43 Imm43 AHH* SUKH_6 RHS Tox-LHH

WP_095696623.1
NZ_CP021200.1:1077673-1090778                           
Taylorella equigenitalis                                

Pentapeptide Pentapeptide_4 Pentapeptide_4 Imm43 DUF2169 Pentapeptide_4 Pentapeptide_4 Phage_GPD VgrG DUF6531 RHS_repeat RHS RHS AHH* RHS RHS Tox-AHH

WP_014506065.1
NZ_CP155963.1:162940-168759                             
Xanthomonas campestris pv. raphani                      

AHH* DUF1629 DUF4238 DUF1629 HTH_Tnp_1 HTH_21 rve_3

WP_204511896.1
NZ_JAFBBN010000001.1:3179305-3185055                    
Bradyrhizobium canariense                               

Receiver Rng_hyd_C FAD_binding_3 AHH* DUF1629 Imm-SUFU-like

WP_018609457.1
NZ_KB892865.1:24480-32178                               
Uliginosibacterium gangwonense DSM 18521                

Phage_GPD DUF6531 RHS_repeat RHS RHS RHS AHH* DUF6794 Imm11 Phage_P2_GpU

WP_018693707.1
NZ_KB894503.1:3179-13955                                
Algicola sagamiensis DSM 14643                          

DUF2310 FN3 TPS FilH FilH DUF637N DUF637 PT-VENN AHH* Imm24   ?  

WP_020951640.1
NC_022041.1:3060782-3069354                             
Paracoccus aminophilus JCM 7686                         

SUKH-4 Imm24 PAAR_motif DUF6531 RHS_repeat RHS_repeat RHS RHS RHS AHH* DcrB Phage_GPD VgrG

WP_147628841.1
NZ_AYSV01000053.1:1-1666                                
Pelistega indica                                        

Imm43 AHH*

WP_174804531.1
NZ_BJNS01000095.1:1-1965                                
Lysinibacillus sphaericus                               

Imm23 Imm11 RHS Tox-AHH*

WP_038173502.1
NZ_AOTQ01000115.1:1-1796                                
Treponema pedis isoM1220                                

Imm11 RHS Tox-WHH AHH*

WP_206183138.1
NZ_CP045670.1:1500527-1505689                           
Treponema pedis                                         

Imm11 RHS* Xan_ur_permease   ?  RHS WHH

WP_136437642.1
NZ_CP020822.1:444229-450247                             
Tenacibaculum maritimum                                 

  ?  Sel1 Sel1 Por_Secre_tail Tox-AHH* Imm11 DUF1684

WP_161912339.1
NZ_AP022332.1:701261-704775                             
Methylosinus sp. C49                                    

Ribosomal_L32p adh_short -* HSP20 Glyco_transf_21

WP_025743590.1
NZ_JACC01000044.1:52541-54884                           
Aquimarina pacifica                                     

  ?  Tox-AHH* Imm11   ?  

WP_026998133.1
NZ_KE386492.1:99293-104077                              
Flectobacillus major DSM 103                            

RHS Imm11 RHS Tox-AHH*   ?  RHS

WP_026998147.1
NZ_KE386492.1:112262-120193                             
Flectobacillus major DSM 103                            

RHS Imm11 AHH*   ?  DUF6443 RHS Ntox42-ColicinM-4

WP_027383096.1
NZ_AUFK01000013.1:417805-422724                         
Epilithonimonas caeni DSM 17710                         

  ?  Imm11 Tox-AHH* M20_dimer Peptidase_M20 HTH

WP_245587691.1
NZ_KE387025.1:225858-229116                             
Calidithermus chliarophilus DSM 9957                    

Imm11   ?  STox-25   ?  HINT Tox-AHH*

WP_152102604.1
NZ_AP021855.1:2741026-2747992                           
Bradyrhizobium sp. TM102                                

  ?  SUFU Rng_hyd_C FAD_binding_3 DUF1629 AHH*

WP_028284237.1
NZ_KI912443.1:157028-161971                             
Olleya marilimosa CAM030                                

OMP_b-brl_2   ?  Cystatin-FD Tox-AHH* DUF1963   ?  

WP_131777834.1
NZ_CAAAIZ010000047.1:192-2523                           
Legionella fairfieldensis                               

  ?  Imm11 AHH* Imm11

WP_251568310.1
NZ_JAMAXO010000001.1:2153167-2156184                    
Priestia megaterium                                     

  ?  CdiI_2 AHH*   ?    ?  

WP_034637751.1
NZ_CBCSJC010000004.1:273042-277434                      
Bacillus manliponensis                                  

WXG PT-COG5412 Tox-AHH* TPR RapH_N DUF1292   ?  Imm11

WP_035684769.1
NZ_JPRL01000001.1:2885777-2890536                       
Flavobacterium reichenbachii                            

  ?    ?  PT-COG5412 AHH* Imm11   ?  

WP_036770930.1
NZ_CAWLTP010000021.1:80317-82528                        
Photorhabdus australis DSM 17609                        

  ?  Tox-AHH* HTH SymE_toxin Imm23

WP_051560923.1
NZ_CAWLTM010000004.1:1-2564                             
Photorhabdus aegyptia                                   

Imm43 SUKH_5 Imm24 AHH*

WP_198219256.1
NZ_JACFQK010000016.1:1-2148                             
Snodgrassella sp. M0118                                 

  ?  RHS AHH* Imm11

WP_038540796.1
NZ_CP004403.1:1573936-1587423                           
endosymbiont of Acanthamoeba sp. UWC8                   

LysM Imm11 SecA SseC LysM AHH*   ?    ?  

WP_042567567.1
NZ_CDMB01000001.1:2805999-2811748                       
Ralstonia solanacearum                                  

YCII RHS_repeat RHS_repeat RHS_repeat RHS_repeat RHS RHS Tox-AHH* Imm11   ?  MODE-HTH

WP_180301678.1
NZ_OCZD01000372.1:6167-8139                             
Xanthomonas phaseoli pv. phaseoli                       

  ?  DUF1629 Tox-AHH*

WP_080764236.1
NZ_BBQC01000001.1:245387-252499                         
Ectopseudomonas mendocina NBRC 14162                    

Imm22 AHH* Imm11   ?  PrePAARTM PAAR_motif DUF6531 RHS RHS RHS RHS RHS_repeat RHS_repeat RHS STox-30

WP_042152650.1
NZ_DF820591.1:1-4640                                    
Pseudoalteromonas sp. '520P1 No. 412'                   

N_BRCA1_IG AHH*   ?    ?  

WP_042207580.1
NZ_CP009288.1:4227043-4236019                           
Paenibacillus durus                                     

HTH_29 rve Mu-transpos_C RHS AHH* SUKH_6 DUF6431 Phage_GPD DUF6531 RHS_repeat RHS_repeat RHS RHS RHS_repeat RHS_repeat RHS RHS RHS_repeat RHS

WP_052518581.1
NZ_JPMI01000165.1:330-5898                              
Archangium violaceum Cb vi76                            

Imm11 Imm49 Plug TonB_dep_Rec AHH*

WP_233694784.1
NZ_JAJSDJ010000016.1:69247-73052                        
Pseudomonas sp. KCA11                                   

Imm11 DUF2628 AHH* Imm11 RHS AHH

WP_256205354.1
NZ_JYOC01000009.1:91199-98729                           
Pseudomonas sp. 5                                       

SUKH_6 Imm11 DcrB PrePAARTM PAAR_motif DUF6531 RHS RHS RHS RHS AHH*

WP_046004163.1
NZ_JXYA01000011.1:131268-141475                         
Pseudoalteromonas rubra                                 

GBD-PPC PKD Trypsin FilH FilH DUF637N DUF637 AHH*   ?  Imm24

WP_052737006.1
NZ_FONN01000005.1:15453-23473                           
Paenibacillus algorifonticola                           

Imm43 DUF4280 Imm11 Phage_GPD DUF1269 DUF6531 RHS_repeat RHS_repeat RHS RHS_repeat RHS Tox-AHH* RHS Tox-PL-2

WP_235979753.1
NZ_CP011452.2:387296-393283                             
Croceibacterium atlanticum                              

RecJ_OB DHHA1 DHH LeuA_dimer HMGL-like YceI   ?  AHH*

WP_050380094.1
NZ_LGIP01000023.1:523126-530254                         
Chryseobacterium sp. Hurlbut01                          

Peptidase_S9 HTH_3 Cystatin-FD Tox-AHH* Imm11 DUF1963

WP_053223862.1
NZ_JSVA01000011.1:240-3640                              
Roseivirga seohaensis subsp. aquiponti                  

Cystatin-FD Tox-AHH* Imm11 DUF1963

WP_053600438.1
NZ_CP012602.1:3856368-3868110                           
Bacillus sp. FJAT-18017                                 

Sortase Imm11 DUF4618 TGase 5TMR-LYT HINT Tox-AHH* SQHop_cyclase_C VWA NAD_binding_10

WP_054465918.1
NZ_LIUQ01000012.1:123044-126809                         
Planktothricoides sp. SR001                             

  ?  AHH* EorDTMsGxD   ?  AP-ATPase HTH

WP_241900016.1
NZ_LIYN02000017.1:53065-61482                           
Deinococcus sp. UR1                                     

Imm11 REase SWI2_SNF2 T1RH-like_C CRISPR_Cas6   ?  MPTase-PVC SH3 Tox-PLC39 Tox-AHH*

WP_082647724.1
NZ_CP011129.1:1481018-1489150                           
Lysobacter antibioticus                                 

Phage_portal Tox-AHH PG-binding* HTH   ?  DUF1629

WP_239014819.1
NZ_CP013743.1:82581-95975                               
Streptomyces sp. CdTB01                                 

BetaPropeller FN3 SUKH-SUKH4 Sigma70_r4_2 Sigma70_r2 SPVB RHS RHS RHS PT-HINT XHH*   ?  

WP_059042046.1
NZ_CABKVL010000018.1:239154-252853                      
Paenibacillus rubinfantis                               

HAMP MA Subtilisin FN3 HINT Tox-AHH* Imm11 IG RCC1 RCC1 RCC1 RCC1_2 IG RCC1 RCC1 RCC1 RCC1 RCC1 RCC1 IG DDE_Tnp_1_6 DUF772

WP_164849112.1
NZ_RQSM01000003.1:1465914-1470287                       
Flavobacterium columnare                                

Phage_integrase Phage_int_SAM_1 Phage_integrase Imm11 AHH* Tox-LHH

WP_232301513.1
NZ_CP012669.1:983209-987218                             
Altererythrobacter epoxidivorans                        

FMN_red   ?  NMO Amidohydro_2 AHH*

WP_084251935.1
NZ_JXDL01000001.1:7208044-7213878                       
Bradyrhizobium sp. AT1                                  

DUF1629 Rng_hyd_C FAD_binding_3 Receiver DUF1629 AHH*

WP_193778279.1
NZ_LMCF01000103.1:1-2842                                
Pseudovibrio sp. Ad37                                   

  ?  HlyC AHH HINT*

WP_157490544.1
NZ_JMTM01000023.1:1-2176                                
Flavobacterium succinicans                              

Imm11 SPOUT -*

WP_064792205.1
NZ_FKJK01000001.1:1755120-1764000                       
Shewanella woodyi                                       

DUF4123 CarboxypepD-reg-IG PD DUF6531 RHS RHS RHS AHH* Imm11   ?  DUF4123

WP_065563852.1
NZ_LZGL01000001.1:972-4826                              
Gilliamella sp. wkB112                                  

RHS   ?  RHS AHH* Imm43   ?  

WP_065790640.1
NZ_MAUJ01000003.1:189391-200384                         
Pseudoalteromonas luteoviolacea                         

  ?    ?  SPVB BetaPropeller RHS RHS Tox-AHH* FAD_binding_9 SIP   ?  

WP_237650116.1
NZ_CP074365.1:441603-447844                             
Xanthomonas translucens                                 

DDE_Tnp_IS1595 Zn_Tnp_IS1595   ?  AHH* DUF1629   ?  

WP_066225026.1
NZ_BDEL01000001.1:3882382-3888821                       
Formosa haliotis                                        

Amidase_3 Imm11 Cystatin-FD Tox-AHH*   ?  DUF4440 Beta-lactamase

WP_066438979.1
NZ_LZRN01000084.1:1115-5414                             
Gelidibacter algens                                     

Cystatin-FD Imm11 AHH* Imm11 Cystatin-FD Tox-AHH*

WP_082922465.1
NZ_BMIP01000002.1:606342-611017                         
Croceicoccus mobilis                                    

LeuA_dimer HMGL-like YceI AHH* Imm-SUFU-like FMN_red

WP_069831811.1
NZ_MDJD01000054.1:911120-927085                         
Flavivirga aquatica                                     

Big_5   ?  Tox-AHH* Imm11   ?  

WP_204819164.1
NZ_QQMU01000021.1:1-3387                                
Neisseria lactamica                                     

Imm24 Imm11 RHS AHH*

WP_179253009.1
NZ_JACBIV010000012.1:139086-142680                      
Serratia fonticola                                      

SUKH_6 Imm43 AHH* Imm-SUKH-SMI1 SymE_toxin

WP_228448849.1
NZ_CP046268.1:2099494-2106447                           
Vibrio spartinae                                        

  ?  OTU Gly Imm11 UPF0167 RHS RHS AHH*

WP_073288497.1
NZ_FRAS01000030.1:35660-39576                           
Hymenobacter psychrotolerans DSM 18569                  

HINT Tox-AHH* Imm11   ?    ?  HINT HNH-DHNNK

WP_073423561.1
NZ_FRCO01000001.1:863587-874514                         
Fibrobacter sp. UWB7                                    

DrHyd His-Kinase Fic-like_C OMP-BB MORN MORN SseC Tox-AHH* Imm11 Fib_succ_major MGS DADA-Ligase CPSase_L_D3 CPSase_L_D2   ?  

WP_083585638.1
NZ_CP018335.1:629483-633580                             
Clostridium kluyveri                                    

Tox-HNH SUKH-SMI1 DUF4274 AHH* Phage_int_SAM_1 Phage_integrase

WP_073560632.1
NZ_MPOI01000003.1:524201-528607                         
Archangium sp. Cb G35                                   

TetR-HTH ketoacyl-synt AHH* Imm11 Imm49

WP_083397913.1
NZ_BDAE01000012.1:145216-150072                         
Pseudomonas luteola NBRC 103146                         

Imm11 PrePAARTM PAAR_motif DUF6531 RHS RHS RHS   ?  RHS Tox-AHH*

WP_207552724.1
NZ_MRZS01000119.1:1-1072                                
Cronobacter turicensis                                  

Imm11 RHS AHH*

WP_075348955.1
NZ_MSPQ01000001.1:448763-453769                         
Algoriphagus marinus                                    

NIPSNAP NIPSNAP Tox-AHH* Imm11   ?  OMP_b-brl_2

WP_076629237.1
NZ_CP019312.1:2963795-2971972                           
Tateyamaria omphalii                                    

RHS RHS RHS_repeat RHS RHS Tox-AHH* Tox-PAAR-like DUF2169 Imm11 MFS_1

WP_077071328.1
NZ_JAJXIK010000035.1:1-3135                             
Mailhella massiliensis                                  

  ?  Tox-AHH* YitT_membrane   ?  

WP_172670459.1
NZ_LCWR01000300.1:1-1981                                
Chromobacterium subtsugae                               

Imm43 RHS AHH*

WP_176220762.1
NZ_JAFHKM010000002.1:702421-713103                      
Cohnella algarum                                        

DDE_Tnp_1_4 Imm11 Subtilisin GBD-PPC GBD-PPC HINT Tox-AHH* Imm11 DDE_Tnp_1_2 DUF772

WP_084092516.1
NZ_FWXD01000028.1:44046-47689                           
Andreprevotia lacus DSM 23236                           

RHS Tox-AHH* Imm-SUKH RHS Tox-LHH Histone_HNS Imm11

WP_254895164.1
NZ_FWXL01000011.1:51620-55593                           
Novosphingobium sp. B1                                  

Amidohydro_2 NMO FMN_red   ?  AHH*

WP_170159631.1
NZ_QXDL01000085.1:11014-13519                           
Calidithermus terrae                                    

DUF4926   ?  Imm11 Tox-AHH* HINT DUF6883

WP_126326594.1
NZ_LR134313.1:920426-929941                             
Neisseria canis                                         

Imm11 Imm-SUKH-SUKH4 RHS_repeat RHS RHS RHS RHS_repeat RHS AHH* DUF6531 RHS_repeat RHS RHS RHS RHS_repeat RHS XHH RHS

WP_088593494.1
NZ_CP022022.1:859062-867620                             
Capnocytophaga endodontalis                             

CHAD AHH* SprB SprB SprB SprB Ig_7 Por_Secre_tail Lipocalin_4 Imm11

WP_169727431.1
NZ_CP018632.1:2096387-2101198                           
Granulosicoccus antarcticus IMCC3135                    

  ?  DUF192 TPR MOG1 UBC HINT AHH*

WP_231959853.1
NZ_AP018823.1:2784805-2788007                           
Aquitalea magnusonii                                    

  ?  RHS Imm11 RHS AHH* RHS

WP_089119625.1
NZ_FZLT01000080.1:866-3997                              
Cellulophaga lytica                                     

Imm43 Tox-AHH* Imm51   ?  SHH

WP_089373918.1
NZ_BMEP01000011.1:76732-85233                           
Dokdonia pacifica                                       

  ?  Borrelia_P83 LINKER DUF5362 AHH* Imm11 DUF4140 DUF4139   ?  

WP_090904233.1
NZ_FOCH01000004.1:279233-286359                         
Paenibacillus sp. OK076                                 

  ?  DUF4280 Phage_GPD VgrG Tox-AHH* Imm11 SUFU   ?  

WP_090985016.1
NZ_FNNV01000019.1:137833-148724                         
Paenibacillus sp. CF384                                 

FringeGT Imm11 Subtilisin HINT Tox-AHH* SBP_bac_1 Hol_Tox

WP_245174453.1
NZ_FMBA01000021.1:37196-39243                           
Gilliamella intestini                                   

  ?  Imm11 AHH*

WP_177219486.1
NZ_FOXH01000017.1:76480-90409                           
Pseudarcicella hirudinis                                

  ?  Imm11 IG Receiver GerE HINT Tox-AHH*

WP_093277806.1
NZ_FNDD01000028.1:36956-42747                           
Vibrio xiamenensis                                      

His-Kinase HisKA HAMP OmpR-HTH Receiver Tox-PAAR-like IG AHH* Imm11   ?  

WP_256214416.1
NZ_FNYJ01000001.1:314656-321897                         
Pseudomonas sp. NFR16                                   

SMI1_KNR4 Imm11   ?    ?  AHH*

WP_094068195.1
NZ_CABPSX010000007.1:102906-106667                      
Pandoraea apista                                        

  ?  AHH* HTH_Tnp_1 HTH_21 rve Imm11   ?  

WP_094711423.1
NZ_MRYI01000017.1:42004-47469                           
Hahella sp. CCB-MM4                                     

Imm49 Imm11 AHH* Phage_GPD VgrG DUF2345 DUF179

WP_203970388.1
NZ_BOPK01000015.1:14190-18945                           
Capnocytophaga stomatis                                 

Imm11   ?  DUF4280 HINT AHH* Phage_GPD Phage_base_V DUF2345   ?  

WP_179956414.1
NZ_CP022163.1:3261039-3268933                           
Melittangium boletus DSM 14713                          

TetR_C_11 TetR_N Glyoxalase RicinB_lectin_2 RicinB_lectin_2 RicinB-lectin Imm11 AHH*

WP_095986056.1
NZ_CP022098.1:3947455-3952349                           
Cystobacter fuscus                                      

AHH* Imm11   ?    ?    ?  

WP_096087845.1
NZ_NKQJ01000024.1:1998-6539                             
Agaribacterium haliotis                                 

Imm11 Imm11 Tox-PAAR-like AHH* Sulfate_transp STAS SlyX

WP_097065216.1
NZ_OBMI01000004.1:61285-67181                           
Sphingomonas guangdongensis                             

MTase GIY-YIG UVR UvrC_RNaseH_dom HHH_5 AHH* Imm11 Polysacc_deac_1

WP_257146406.1
NZ_PDBZ01000002.1:374606-381746                         
Burkholderia sp. JKS000303                              

PrePAARTM PAAR_motif DUF6531 RHS_repeat RHS_repeat RHS_repeat RHS_repeat RHS RHS Pput2613-deam Imm10 Imm11 Imm11 Tox-AHH*

WP_186293433.1
NZ_VDCU02000047.1:1-2279                                
Chitinimonas sp. BJB300                                 

  ?  AHH* Imm24

WP_099598301.1
NZ_MDGR01000007.1:1522067-1536364                       
Reichenbachiella sp. 5M10                               

ANK Imm11 Tail-fiber Tox-AHH* SprB Fib_succ_major Big_5 Big_5 Big_5 Big_5 Ig_7 Ig_7 Por_Secre_tail

WP_099874199.1
NZ_CP024608.1:1471564-1479260                           
Massilia violaceinigra                                  

DUF6531 RHS RHS RHS RHS AHH*   ?  ketoacyl-synt Imm11   ?  

WP_100113725.1
NZ_MDVB01000080.1:1-2336                                
Snodgrassella alvi                                      

Imm11 HTH_21 rve_3 AHH* rve_3 AHH*

WP_100137153.1
NZ_MEIS01000091.1:6658-10710                            
Snodgrassella alvi                                      

RHS RHS Tox-ART-HYD1   ?  RHS Tox-AHH*   ?  

WP_180295816.1
NZ_MEIL01000016.1:283151-285841                         
Snodgrassella alvi                                      

RHS Tox-ParBL1 Imm11 RHS Tox-AHH*

WP_101045397.1
NZ_PJBB01000003.1:2909384-2911985                       
Tenacibaculum sp. Bg11-29                               

  ?  AHH*   ?  Imm11 RHS

WP_180955027.1
NZ_PGUZ01000059.1:1-2547                                
Bacillus sp. V3-13                                      

Imm11 AAA_18 Tox-AHH*

WP_101724270.1
NZ_PKRS01000001.1:7024-16793                            
Emticicia sp. TH156                                     

MauE SPVB RHS DUF6443 RHS Tox-AHH* Imm11   ?  

WP_102439391.1
NZ_JAUOQU010000021.1:1-2257                             
Shewanella sp. 6_MG-2023                                

Tox-AHH* TnsA-REase   ?  Glutaredoxin Imm11

WP_146038043.1
NZ_PJON01000002.1:436986-445441                         
Tabrizicola aquatica                                    

Phage_GPD VgrG DcrB Imm24 PrePAARTM PAAR_motif DUF6531 RHS RHS RHS AHH* Imm-SUKH-SMI1

WP_105601472.1
NZ_CP043761.1:587259-602174                             
Paenibacillus sp. 37                                    

Imm11 Subtilisin FN3 HINT Tox-AHH*   ?  IG IG RCC1_2 RCC1_2 RCC1 RCC1 RCC1 IG RCC1 RCC1 RCC1 RCC1 RCC1 RCC1 IG SLH PAP2-diffusible-family1 PATR

WP_105700869.1
NZ_PCOU01000002.1:265330-270688                         
Chryseobacterium sp. MYb7                               

DNA_pol3_beta DNA_pol3_beta_2 DNA_pol3_beta_3 HTH Cystatin-FD Tox-AHH* DUF1629   ?  

WP_106874811.1
NZ_CP027845.1:1205380-1212376                           
Candidatus Phycorickettsia trachydisci                  

Imm11 Imm11 AHH* GTA_TIM   ?  

WP_107139558.1
NZ_PYSV01000036.1:12742-14925                           
Deinococcus arcticus                                    

  ?  AHH* Imm11   ?  

WP_107826052.1
NZ_PQVC01000039.1:6980-12736                            
Neisseria sicca                                         

Thioredoxin Imm11 RHS AHH* RHS RHS SHH   ?  

WP_201262225.1
NZ_PYWM01000054.1:12141-15142                           
Lysinibacillus mangiferihumi                            

NADAR   ?    ?  RHS AHH* Imm11

WP_108067792.1
NZ_PZOX01000004.1:689368-693304                         
Vitiosangium sp. GDMCC 1.1324                           

  ?  Imm11 AHH* Tox-PAAR-like DUF6484

WP_108072031.1
NZ_PZOX01000012.1:315023-318275                         
Vitiosangium sp. GDMCC 1.1324                           

Imm11 Imm11 AHH* Tox-PAAR-like DUF2345 DUF6484

WP_159097460.1
NZ_CP026003.1:535874-541133                             
Stenotrophomonas sp. SAU14A_NAIMI4_5                    

DUF1629 DUF1629   ?  AHH X-Tfes_XVIPCD*   ?  

WP_109569542.1
NZ_CP029463.1:2190264-2204505                           
Flavobacterium sediminis                                

DUF6443 TSP_3 RHS RHS Tox-AHH* Imm11 HTH IG   ?  

WP_158284866.1
NZ_QGTR01000001.1:1280391-1284183                       
Hoeflea marina                                          

Thio2_N Thioredoxin Transglut_core2 Imm11 RHS AHH* Imm11

WP_164689743.1
NZ_PUBZ01000146.1:4262-7794                             
Herpetosiphon llansteffanensis                          

LevanB   ?    ?    ?  MA Tox-AHH*

WP_111606771.1
NZ_BMLJ01000009.1:127072-129980                         
Marinomonas arctica                                     

Imm11 Imm11 AHH* Imm11 Imm11

WP_248435729.1
NZ_CP096205.1:966971-972475                             
Flavobacterium azooxidireducens                         

CLP_protease Imm11 Imm11 Cystatin-FD Tox-AHH* zf-C4_ClpX HslUClpX-AAA

WP_146746622.1
NZ_QLNV01000011.1:99729-106026                          
Sinomicrobium sp. N-1-3-6                               

Ferrochelatase Imm11 ThuA AlcRN HTH_18 Cystatin-FD Tox-AHH*

WP_114789444.1
NZ_CP139960.1:1967890-1976799                           
Niabella yanshanensis                                   

Imm23 Imm43 DUF6531 RHS RHS RHS Tox-AHH*   ?  Phage_GPD Phage_base_V DUF2345

WP_115402571.1
NZ_QPKV01000003.1:1005270-1009398                       
Pedobacter chinensis                                    

  ?  Tox-AHH* Imm11 Cystatin-FD   ?  

WP_115676713.1
NZ_JBPKCO010000004.1:107040-112732                      
Xanthomonas arboricola                                  

AHH X-Tfes_XVIPCD* UDG SLAC1 DUF1629   ?  

WP_117471383.1
NZ_QWGJ01000051.1:1-2773                                
Clostridium sp. AF28-12                                 

  ?  DAM-Fungal* rve_3 RHS RHS

WP_234134339.1
NZ_JAHYPB010000090.1:326-4536                           
Bacteroides thetaiotaomicron                            

Imm43 DUF6531 RHS RHS RHS Tox-AHH*

WP_182411298.1
NZ_QSKD01000055.1:1-3197                                
Bacteroides uniformis                                   

Imm11 RHS RHS AHH*   ?  

WP_233548193.1
NZ_CAWODQ010000001.1:288457-294372                      
Aurantiacibacter zhengii                                

YceI LeuA_dimer HMGL-like   ?  RecJ_OB DHHA1 DHH AHH*

WP_240624756.1
NZ_QYOS01000025.1:466259-472162                         
Aurantiacibacter odishensis                             

RecJ_OB DHHA1 DHH LeuA_dimer HMGL-like YceI   ?  AHH*

WP_120140634.1
NZ_CP034358.1:29501-39682                               
Clostridium septicum                                    

Imm11 Imm11 AHH DUF2019 XHH   ?  MPtase-IrrE Phage_int_SAM_1 Phage_integrase Tox-AHH*   ?  

WP_120140634.1
NZ_CP023671.1:1261668-1265162                           
Clostridium septicum                                    

Imm11 AHH*   ?  Toxin-deaminase   ?  

WP_147446617.1
NZ_RAWD01000115.1:16052-20123                           
Corallococcus sp. CA047B                                

Tox-PAAR-like   ?  Imm11 Imm49 AHH*

WP_120540087.1
NZ_RAVZ01000038.1:22494-27732                           
Corallococcus terminator                                

  ?  Imm11 AHH* ketoacyl-synt Inhibitor_I9 Subtilisin Big_7 Concanavalin-like

WP_120540393.1
NZ_RAVZ01000048.1:19997-24166                           
Corallococcus terminator                                

  ?  AHH* Imm49   ?  Imm11

WP_158625090.1
NZ_RAVZ01000106.1:11460-16235                           
Corallococcus terminator                                

Imm11 Glyco_hydro_26 AHH* ketoacyl-synt Imm11

WP_208721353.1
NZ_RAWK01000101.1:970-7139                              
Corallococcus aberystwythensis                          

DUF2079 MTase AHH* Imm11   ?  

WP_120615472.1
NZ_RAWA01000481.1:4439-6537                             
Corallococcus sp. CA053C                                

Imm49 Imm11 Tox-AHH*

WP_123984101.1
NZ_CP033917.1:3708513-3723233                           
Chryseobacterium sp. G0201                              

DUF4274 Imm11 HMG SPVB BetaPropeller BetaPropeller RHS_repeat RHS_repeat RHS_repeat RHS RHS Tox-AHH* Por_Secre_tail HTH_18

WP_124624124.1
NZ_QTQA01000007.1:291067-299617                         
Burkholderia sp. Bp9012                                 

Phage_GPD VgrG Gp5_C Gp5_C   ?  DUF6531 RHS_repeat RHS_repeat RHS_repeat RHS RHS RHS AHH* Imm11

WP_249186606.1
NZ_QYYB01000001.1:855503-858838                         
Pseudomonas sp. KB-10                                   

Imm11 TPR GGDEF RHS AHH* GGDEF

WP_127801322.1
NZ_RKSR01000052.1:1523-4878                             
Stenotrophomonas indicatrix                             

  ?  AHH* DUF1629

WP_127580752.1
NZ_BIMA01000017.1:7418-12989                            
Paenibacillus koleovorans NBRC 103111                   

HicA_toxin Imm11 HINT AHH* VirB11 SIMIBI-ParA

WP_186435148.1
NZ_RZUF01000008.1:1-4944                                
Rheinheimera sp. YQF-1                                  

  ?  PGM_PMM_IV PGM_PMM_II PGM_PMM_I AHH*

WP_164907545.1
NZ_CP034358.1:3426561-3429752                           
Clostridium septicum                                    

Ntox19 Imm11 Tox-AHH AHH* DUF2247

WP_129090554.1
NZ_PDKE01000014.1:644-4753                              
Arcobacter sp. CECT 8989                                

SatD-HTH Imm11 RHS AHH* OmpA-beta-barrel HIN-HTH GDResolvase

WP_129577605.1
NZ_CP012672.1:8878076-8881769                           
Sorangium cellulosum                                    

Tox-PAAR-like   ?  AHH* Imm11 Imm49

WP_130022564.1
NZ_SEWF01000027.1:46836-53978                           
Emticicia agri                                          

PBPI Imm11 RHS DUF6443 RHS Tox-AHH*   ?    ?  

WP_130246558.1
NZ_PPUZ01000174.1:1-3174                                
Pseudoalteromonas rubra                                 

DUF637 AHH* Imm24 Imm24

WP_130407651.1
NZ_CP022303.1:3219473-3227322                           
Thalassococcus sp. S3                                   

PG_binding_1 SLT_2 Imm11 DUF6531 RHS RHS_repeat RHS AHH* Tox-PAAR-like DUF2169

WP_130534640.1
NZ_CALUDC010000008.1:16477-21322                        
uncultured Pseudoxanthomonas sp.                        

  ?    ?  AHH X-Tfes_XVIPCD* DUF1629   ?  

WP_227743398.1
NZ_SITI01000126.1:1-3066                                
Hafnia alvei                                            

RHS DUF2283 Imm11 Tox-AHH* RHS Ntox9

WP_185961824.1
NZ_VJYZ01000004.1:287415-291633                         
Paracoccus marinus                                      

3-dmu-9_3-mt Imm11 HTH_AsnC-type AsnC_trans_reg Orn_DAP_Arg_deC Orn_Arg_deC_N Tox-AHH*

WP_133756680.1
NZ_SOBW01000007.1:692107-697723                         
Gelidibacter sediminis                                  

TIMbarrel DUF5004 Cystatin-FD Tox-AHH* Imm11   ?  

WP_133819248.1
NZ_SNZH01000008.1:4259-14346                            
Tahibacter aquaticus                                    

DUF6531 RHS RHS RHS RHS_repeat RHS ART-EvpP   ?  DUF6531 RHS_repeat RHS RHS RHS AHH* Imm11   ?  

WP_135161905.1
NZ_SPQS01000001.1:416038-421921                         
Bradyrhizobium frederickii                              

Imm-SUFU-like DUF1629 AHH* Rng_hyd_C FAD_binding_3 Receiver

WP_135526429.1
NZ_SRLH01000004.1:440413-444707                         
Flavobacterium humi                                     

  ?  HTH_26 Cystatin-FD Tox-AHH* Imm11   ?  

WP_175551341.1
NZ_FQVD01000079.1:1-1915                                
Bacteroides faecichinchillae                            

Imm11   ?  RHS Tox-AHH*

WP_137955907.1
NZ_SCNV01000017.1:79254-96308                           
Burkholderia sp. 4M9327F10                              

SUFU Tox-AHH Beta-Roll Beta-Roll Beta-Roll*   ?  TPR Glyco_transf_9 Epimerase

WP_197432249.1
NZ_MLCU01000016.1:120-1250                              
Pseudomonas lundensis                                   

Imm11 Tox-AHH*

WP_219314765.1
NZ_WTZE01000039.1:1-1312                                
Aeromonas hydrophila                                    

Imm11 RHS AHH*

WP_140891294.1
NZ_VFUV01000014.1:120842-127804                         
Mesorhizobium sp. B2-4-19                               

RHS RHS AHH* Imm11 TcdB_toxin_midN RHS

WP_141255315.1
NZ_JAAEAG010000286.1:5493-8918                          
Myxococcus sp. CA018                                    

ketoacyl-synt AHH* Imm11 DUF6484 DUF2345 Tox-PAAR-like

WP_141610370.1
NZ_VIGC02000013.1:146207-158515                         
Litorilinea aerophila                                   

  ?  MPTase-PVC AHH*   ?  AAA-ToxA Metallopeptidase

WP_141620709.1
NZ_VHLC01000085.1:7687-12677                            
Myxococcus sp. AB036A                                   

  ?  ketoacyl-synt AHH* Imm11 Imm49

WP_141648387.1
NZ_JABUMQ010000545.1:1041-3551                          
Myxococcus sp. CA039A                                   

-*   ?  Imm11

WP_177205386.1
NZ_FOPR01000027.1:1-2539                                
Pseudomonas syringae                                    

RHS Tox-GHH AHH* Imm11

WP_174830977.1
NZ_JAAEDS010000006.1:4992-8400                          
Snodgrassella sp. ESL0324                               

  ?  RHS RHS AHH* Imm11 RHS

WP_143563865.1
NZ_BMPL01000005.1:75707-81192                           
Shewanella hanedai                                      

GAD-like T6SS_Tdi1_C Imm11 AHH* Sacchrp_dh_NADP DUF2269

WP_185147334.1
NZ_VKOG01000004.1:25816-32614                           
Chryseobacterium binzhouense                            

LINKER Imm11   ?  LINKER Tox-NucA AHH*

WP_144602200.1
NZ_VLOG01000002.1:3792-10578                            
Algoriphagus algorifonticola                            

Imm11 Imm11 Tox-AHH* HupE_UreJ_2 Peptidase_M1

WP_186323569.1
NZ_VDZO01000023.1:902-5185                              
Paenibacillus xylanexedens                              

Imm24 SUKH-SYD RHS_repeat RHS AHH* RHS Imm24

WP_199750459.1
NZ_VLKW01000031.1:325-1860                              
Pseudoduganella flava                                   

  ?  Imm11 AHH*

WP_146269432.1
NZ_VOEI01000001.1:1155826-1160087                       
Mucilaginibacter achroorhodeus                          

SPOUT Cystatin-FD Tox-AHH* Imm11 PRC RimM

WP_146944438.1
NZ_BJYJ01000044.1:18549-21281                           
Chryseobacterium hagamense                              

FMN_red Imm11 Tox-AHH* DUF4096

WP_161595988.1
NZ_VOPY01000002.1:385172-388805                         
Sphingorhabdus soli                                     

GST_C GST_N   ?  NMO AHH* BLUF

WP_187383135.1
NZ_CABJBJ010000123.1:453-1462                           
Hungatella hathewayi                                    

Imm11 AHH*

WP_148716539.1
NZ_CP041335.1:3352692-3362500                           
Chitinolyticbacter meiyuanensis                         

Phage_GPD VgrG T6SS_Vgr DUF2345 CarboxypepD-reg-IG DUF6531 RHS_repeat RHS_repeat RHS RHS Tox-AHH* Imm24   ?    ?  

WP_149246272.1
NZ_VTSX01000006.1:84613-91813                           
Chryseobacterium sp. SN22                               

AHH Imm11 AHH*   ?  P22_portal LINKER AA_permease_2

WP_149497563.1
NZ_VSZO01000010.1:357774-361648                         
Roseiconus lacunae                                      

  ?  HINT Tox-AHH* 3keto-disac_hyd DUF3127 HEPN

WP_151674828.1
NZ_BKCG01000007.1:90052-95103                           
Patiriisocius marinus                                   

Ferredoxin-betagrasp Calcineurin Cystatin-FD Tox-AHH* Imm11   ?  

WP_153549210.1
NZ_WIXK01000013.1:71560-84724                           
Tritonibacter aquimaris                                 

Beta-Roll Beta-Roll Beta-Roll Beta-Roll Beta-Roll Beta-Roll Imm11 Tox-AHH*

WP_194843437.1
NZ_CP045802.1:4986641-4998320                           
Paenibacillus sp. B01                                   

DUF11 DUF11 Imm11   ?  Xan_ur_permease Subtilisin IG ANTHRAXPAG-N ANTHRAXPAG-N HINT Tox-AHH*

WP_197998330.1
NZ_CP036353.1:2593256-2598525                           
Gimesia maris                                           

  ?  Imm11 REAse-3 HINT AHH* HINT

WP_155053338.1
NZ_BAAAIB010000008.1:345684-353839                      
Agromyces bracchium                                     

Phagesheath Pvc16_N CarboxypepD-reg-IG MPTase-PVC Rick-17kDa-Anti Tox-AHH* AAA-ToxA PVC-AAA

WP_155210925.1
NZ_SMMD01000838.1:1-7442                                
Fulvivirga aurantia                                     

DUF5427 DUF6861 Tox-AHH* AAA-ToxA   ?  Imm11

WP_196411403.1
NZ_LNSU01000314.1:1-3179                                
Xanthomonas translucens                                 

Imm11 RHS RHS AHH*   ?  

WP_155596053.1
NZ_CM127807.1:4897359-4901763                           
Zobellia laminariae                                     

Phage_int_SAM_1 Phage_integrase   ?  RHS AHH*   ?  Tox-ParBL1

WP_197065181.1
NZ_JTKZ01000711.1:1-1076                                
Delftia sp. ZNC0008                                     

Imm24 RHS Tox-AHH*

WP_157327618.1
NZ_WQNE01000002.1:70682-79703                           
Bradyrhizobium cajani                                   

SUFU Imm11 -* Usp Usp Na MFS_1

WP_159801187.1
NZ_WWEP01000032.1:29344-32841                           
Flavobacterium sp. MK4S-17                              

  ?  Imm11 Cystatin-FD Tox-AHH*

WP_218575192.1
NZ_RWIR01000027.1:1-2057                                
Pseudomonas sp. PB101                                   

Imm43 RHS AHH*

WP_226700538.1
NZ_JAIVLR010000002.1:661272-665297                      
Qipengyuania gaetbuli                                   

NMO FMN_red   ?  AHH* Amidohydro_2

WP_160735040.1
NZ_WTYT01000001.1:517134-522797                         
Altericroceibacterium endophyticum                      

Inhibitor_I78 LeuA_dimer HMGL-like AHH*   ?  RecJ_OB DHHA1 DHH

WP_234012745.1
NZ_RPBA01000035.1:1-3772                                
Cronobacter dublinensis                                 

  ?  Imm11 AHH*

WP_179959549.1
NZ_JAABLP010000011.1:3078-6301                          
Pannonibacter tanglangensis                             

  ?  Imm11 RHS Tox-AHH*

WP_162074145.1
NZ_CACVBY010000109.1:5819-10565                         
Chryseobacterium fistulae                               

  ?  RHS Tox-AHH* DUF2314   ?    ?  

WP_162655973.1
NZ_LR593887.1:287080-295263                             
Tuwongella immobilis                                    

HINT Ntox21 Imm75 HINT Tox-AHH*   ?  HINT DUF2431

WP_163242953.1
NZ_CP082780.1:1852895-1855551                           
Bacillus aquiflavi                                      

AHH*   ?  zf-ISL3   ?    ?  

WP_163995438.1
NZ_JAAIYA010000007.1:375815-380952                      
Pyxidicoccus caerfyrddinensis                           

Imm49 Imm11 AHH* ketoacyl-synt Sugar_tr

WP_164126136.1
NZ_WEZW01000003.1:1476-7370                             
Sphingobacterium luzhongxinii                           

  ?  Imm11 FN3 AHH* TRPR-HTH   ?  

WP_166012960.1
NZ_JAANIE010000023.1:3165-5945                          
Acinetobacter shaoyimingii                              

Imm11 RHS AHH*   ?  RHS SHH

WP_229506076.1
NZ_WHJF01000193.1:136-5075                              
Massilia genomosp. 1                                    

Imm11 PrePAARTM PAAR_motif DUF6531 RHS_repeat RHS_repeat RHS_repeat RHS RHS Tox-AHH*

WP_229506094.1
NZ_WHJF01000292.1:35-1151                               
Massilia genomosp. 1                                    

  ?    ?  Tox-AHH*

WP_167712669.1
NZ_JAAQOW010000001.1:765991-771935                      
Tenacibaculum mesophilum                                

RadC Sel1 Sel1 Sel1 Por_Secre_tail -* Imm11   ?  

WP_167989935.1
NZ_JAATON010000013.1:136-5488                           
Croceivirga sp. JEA036                                  

TPR Cystatin-FD AHH* Imm11 Cystatin-FD Ntox20

WP_168021313.1
NZ_JAAVSW010000017.1:3287-15475                         
Haematospirillum sp. H4890                              

Ntox48 Imm11 TPS FilH Fil_haemagg_2 Fil_haemagg_2 DUF637N DUF637 AHH* POTRA_2 ShlB RHH_1

WP_178089048.1
NZ_JAAVJI010000013.1:129847-132218                      
Pseudomonas quercus                                     

Imm-SUKH-SMI1 Imm11 RHS AHH*

WP_253216377.1
NZ_JAMYJA010000003.1:1-4309                             
Streptococcus suis                                      

DUF4274 AHH* TelC-prok

WP_168605263.1
NZ_JAAZQL010000009.1:143316-147879                      
Novosphingobium sp. SG707                               

  ?  AHH*   ?  EF-hand_7 RecJ_OB DHHA1 DHH

WP_168819382.1
NZ_CP051217.1:1815976-1819292                           
Parasphingorhabdus halotolerans                         

PurS GATase_5 AHH* DUF2793 OmpA-beta-barrel OmpA

WP_169343252.1
NZ_JABBJJ010000011.1:3233-8623                          
Pyxidicoccus fallax                                     

BetaPropeller MPtase ketoacyl-synt AHH* Imm11 Imm49

WP_169492909.1
NZ_JABBGM010000003.1:63405-67400                        
Novosphingobium olei                                    

Amidohydro_2 NMO AHH*   ?  FMN_red

WP_173222805.1
NZ_JABMKZ010000019.1:125669-129063                      
Paenibacillus alba                                      

  ?  Transposase_20 RHS Tox-AHH* Imm11   ?  

WP_173853996.1
NZ_JABSNK010000010.1:40349-53601                        
Flavobacterium sp. 28A                                  

FN3 SprB SprB SprB SprB SprB PKD Por_Secre_tail FN3 MPtase AHH* Imm11   ?  

WP_173997043.1
NZ_JAALZK010000008.1:32861-41042                        
Agrobacterium tumefaciens                               

TonBC DUF1629 AHH DUF6583 ARGLU BetaPropeller* Peptidase_C39 ABC_membrane ABC_tran Biotin_lipoyl_2 HlyD_3

WP_176037371.1
NZ_CADEAR010000006.1:179694-183527                      
Brucella tritici                                        

Fil_haemagg_2 SMI1_KNR4 AHH*   ?  DUF1629

WP_176415050.1
NZ_JABXEO010000001.1:139912-145357                      
Myxococcus sp. AM010                                    

AHH* ketoacyl-synt GGDEF GAF Receiver Imm49 Imm11

WP_177212135.1
NZ_CP058246.1:3523011-3529919                           
Flavobacterium sp. LPB0248                              

  ?  Imm11 Cystatin-FD Tox-AHH* ABC_tran Peptidase_S9

WP_181414227.1
NZ_QGLM01000010.1:29640-32718                           
Frischella perrara                                      

RHS Tox-AHH* RHS PBECR1 Imm11

WP_182954026.1
NZ_WNXC01000001.1:1249427-1256136                       
Pedobacter gandavensis                                  

MFS_1 Imm11 Cystatin-FD Tox-AHH*   ?    ?  

WP_183842876.1
NZ_JACIHU010000008.1:24997-32125                        
Rhizobium etli                                          

  ?  Imm11 DUF6531 RHS RHS RHS RHS AHH*   ?  Tox-PAAR-like

WP_183940346.1
NZ_BAABBG010000001.1:140895-147188                      
Sphingorhabdus rigui                                    

K_trans   ?  AHH* HMGL-like LeuA_dimer NMO

WP_185388038.1
NZ_JAARQN010000001.1:456527-460690                      
Listeria newyorkensis                                   

HTH_26 DUF4274 WXG AHH*   ?    ?  

WP_246447818.1
NZ_JACLAW010000003.1:112480-118962                      
Novosphingobium flavum                                  

LeuA_dimer HMGL-like   ?  RecJ_OB DHHA1 DHH AHH* Aminotran_1_2

WP_188086653.1
NZ_JACVFC010000001.1:1134401-1148121                    
Chitinophaga qingshengii                                

Peptidase_S74 Imm11 RHS RHS AHH*   ?  Concanavalin-like

WP_188816140.1
NZ_BMHT01000010.1:64589-70296                           
Hymenobacter cavernae                                   

TFIIF-HTH Imm11 DUF4280 PD HINT Tox-AHH* Phage_GPD Phage_base_V DUF2345 STox-50

WP_188957854.1
NZ_BMIB01000005.1:529483-540154                         
Filimonas zeae                                          

RuvB_C AAA_lid_4 RuvB_N Imm11 DUF6531 RHS_repeat RHS_repeat RHS RHS AHH* TPR_MalT Phage_GPD Phage_base_V Cthe_2159

WP_229777886.1
NZ_BMQM01000015.1:95342-99916                           
Deinococcus seoulensis                                  

  ?  Imm11 Abhydrolase_1 HINT Metallopeptidase AHH*

WP_190485145.1
NZ_JACJON010000021.1:1-11890                            
Microcoleus sp. FACHB-831                               

RNaseH-CATRA Caspase Metallopeptidase LINKER AHH* Imm11   ?  

WP_191589000.1
NZ_CAVLID010000054.1:50152-57272                        
Xanthomonas citri pv. citri                             

DDE_Tnp_1 DUF772 DUF1629 AHH TFIIA*   ?    ?  

WP_192124937.1
NZ_JACYUG010000002.1:353445-358712                      
Sphingomonas sp. CFBP 8760                              

  ?  Imm11 Tox-AHH*   ?    ?  

WP_192861384.1
NZ_JADAQT010000049.1:3941-7187                          
Myceligenerans pegani                                   

MPtase Imm11 RHS HINT Tox-AHH*

WP_194403484.1
NZ_CP030059.1:5412276-5418170                           
Bradyrhizobium sp. CCBAU 53351                          

Receiver Rng_hyd_C FAD_binding_3 AHH* DUF1629 DUF1629

WP_194752115.1
NZ_JACEWB010000045.1:1-3599                             
Avibacterium paragallinarum                             

ANK Imm11 RHS Tox-AHH*

WP_195803265.1
NZ_CP061379.1:2342958-2348447                           
Bradyrhizobium commune                                  

SUFU DUF1629 Tox-AHH* DUF2971   ?  

WP_232245796.1
NZ_CP065668.1:721147-728404                             
Delftia acidovorans                                     

  ?  Imm24   ?  RHS_repeat RHS RHS RHS RHS RHS Tox-Deam RHS AHH*

WP_198475300.1
NZ_CALIAT010000189.1:8693-14908                         
uncultured Capnocytophaga sp.                           

Imm11 MORN MORN MORN MORN Tox-AHH* WYL ABC-ATPase OmpA

WP_199018674.1
NZ_JAELUP010000020.1:116-11266                          
Paenibacillus roseus                                    

Subtilisin PPC FN3 HINT Tox-AHH* Imm11 IG RCC1 RCC1 RCC1 RCC1 RCC1 RCC1 IG RCC1 RCC1 RCC1 RCC1 RCC1 IG

WP_201624558.1
NZ_CAJHBR010000041.1:282-5772                           
Psychrobacter urativorans                               

Imm24 DUF6531 RHS RHS_repeat RHS RHS AHH*   ?  

WP_202069234.1
NZ_JADOEP010000041.1:6244-10418                         
Enterococcus sp. BWB1-3                                 

  ?  DUF4274 DUF4280 PT-TG AHH*   ?  HIN-HTH

WP_236672144.1
NZ_CP067087.1:3191769-3195340                           
Croceicoccus sp. YJ47                                   

LeuA_dimer HMGL-like   ?  FMN_red   ?  AHH*

WP_203411015.1
NZ_CP069338.1:5286283-5291294                           
Archangium violaceum                                    

  ?    ?  SMAD AHH* Imm11 Imm49

WP_205214408.1
NZ_JAFFZP010000047.1:266-2139                           
Amphritea pacifica                                      

Tox-AHH* Imm11 SUFU

WP_206173477.1
NZ_CP046508.1:3794357-3803908                           
Variovorax sp. RKNM96                                   

  ?  Imm24 DUF6531 RHS_repeat RHS RHS RHS AHH* Phage_GPD VgrG T6SS_Vgr DUF2345 Endonuclease_5

WP_210383749.1
NZ_KV799670.1:1-1911                                    
Neisseria sp. HMSC058F07                                

RHS AHH* Imm43 Imm43

WP_210715533.1
NZ_JABVYN010000283.1:1-1380                             
Pseudomonas protegens                                   

Imm11   ?  AHH*

WP_210695395.1
NZ_JABVYM010000601.1:1-1755                             
Pseudomonas protegens                                   

XHH RHS -*

WP_211788013.1
NZ_CP072333.1:1217918-1220888                           
Porphyromonas sp. oral taxon 275                        

Imm-NTF2 Imm11 -* Imm26 Tox-URI

WP_249118655.1
NZ_CP072363.1:2018482-2024111                           
Prevotella jejuni                                       

SUKH-SMI1 Imm11 RHS RHS Tox-LHH RHS Tox-AHH* RHS

WP_212235329.1
NZ_JAFCLG010000004.1:358243-363408                      
Bradyrhizobium manausense                               

AHH*   ?  DUF1629 DUF1629 Terminase-LS

WP_212308429.1
NZ_JAFCKG010000015.1:71927-77712                        
Bradyrhizobium liaoningense                             

Receiver Rng_hyd_C FAD_binding_3 AHH* DUF1629 Imm-SUFU-like

WP_212364444.1
NZ_JAFCJX010000026.1:1117-7387                          
Bradyrhizobium jicamae                                  

DUF1629 DUF1629 AHH*   ?    ?  

WP_212471361.1
NZ_JAFCJV010000005.1:428039-436877                      
Bradyrhizobium liaoningense                             

Usp Usp Na SUFU Imm11 AHH* MFS_1

WP_212892884.1
NZ_BOQI01000023.1:10920-14829                           
Capnocytophaga canimorsus                               

Imm43 RHS Tox-AHH*   ?    ?  RHS

WP_212893067.1
NZ_BOQI01000039.1:7382-9396                             
Capnocytophaga canimorsus                               

Imm11 RHS Tox-AHH* Ntox48

WP_215836870.1
NZ_CP072597.1:5044783-5052751                           
Lysobacter sp. K5869                                    

RHS Transglut_core2 AHH PG_binding_1* DUF1629 Arm-DNA-bind_3 Phage_integrase

WP_216783671.1
NZ_CP058990.1:2868666-2878832                           
Cellulophaga sp. HaHaR_3_176                            

Aminotran_1_2   ?  FN3 AHH* Imm11 REase

WP_217952927.1
NZ_CAJTBT010000003.1:46804-61346                        
Adlercreutzia caecimuris                                

TPP_enzyme_C TPP_enzyme_M TPP_enzyme_N Cation_efflux ZT_dimer LysM DUF6531 RHS RHS RHS_repeat RHS_repeat RHS RHS_repeat RHS RHS_repeat RHS_repeat RHS_repeat RHS RHS RHS RHS Tox-AHH* Imm11 SUFU

WP_217978389.1
NZ_JAHTBI010000139.1:1-1714                             
Pseudomonas aegrilactucae                               

Imm11 Tox-AHH*

WP_220297946.1
NZ_CP071097.1:248859-263010                             
Fusobacterium animalis                                  

  ?  Imm11 TPS FilH FilH Fil_haemagg_2 Fil_haemagg_2 Tox-AHH* POTRA_2 ShlB ABC_tran ABC_membrane

WP_221793875.1
NZ_JAHXZR010000001.1:625231-633337                      
Oceanobacter mangrovi                                   

DUF2169 Pentapeptide_4 Pentapeptide_4 Phage_GPD DUF5585 -*   ?    ?  

WP_222346334.1
NZ_JAAXEX010000019.1:1-2370                             
Rhizobium leguminosarum                                 

DUF1629 SUFU AHH*

WP_222872359.1
NZ_CP039704.1:1528459-1532507                           
Hankyongella ginsenosidimutans                          

DUF4340 DUF1629 AHH* DUF1223   ?  

WP_225238888.1
NZ_JAHYBX010000003.1:515079-522935                      
Massilia hydrophila                                     

YitT_membrane DcrB PAAR_motif DUF6531 RHS_repeat RHS_repeat RHS_repeat RHS_repeat RHS RHS Tox-AHH* Imm11 RHS

WP_225412710.1
NZ_JAHXBH010000020.1:48212-54694                        
Stigmatella hybrida                                     

SH3_18 Imm11 AHH* TPR Band-7 fvmX2

WP_225548741.1
NZ_JAIUJK010000029.1:859-3111                           
Chromobacterium violaceum                               

Imm24 Imm11 Tox-AHH*

WP_226141349.1
NZ_JAIZZY010000074.1:1-1981                             
Clostridium estertheticum                               

STox-18 AHH*

WP_230158479.1
NZ_OU957226.1:3563412-3569044                           
Flavobacterium sp. CECT 9288                            

  ?  Imm11 Cystatin-FD Tox-AHH*   ?  Imm11

WP_230288791.1
NZ_JACYYH010000013.1:8374-14612                         
Deinococcus sp. 14RED07                                 

rve_3 HTH_Tnp_1 MPTase-PVC AHH* Imm11 Mbetalac Beta-Casp RMMBL

WP_231008510.1
NZ_JAJNEC010000007.1:823682-834621                      
Niabella pedocola                                       

PSBP Imm11 DUF6443 RHS RHS Tox-AHH* SPVB RHS   ?  

WP_234010206.1
NZ_NRMQ01000051.1:1-446                                 
Cronobacter malonaticus                                 

Tox-AHH*   ?  

WP_234597880.1
NZ_JAKCOP010000077.1:41-1939                            
Shewanella chilikensis                                  

SUKH-SMI1 Imm11 RHS AHH*

WP_235239714.1
NZ_JADYUN010000081.1:784-4742                           
Fusobacterium varium                                    

Tox-HNHGH-E Imm11 Tox-AHH*   ?  

WP_237815736.1
NZ_JAKLTL010000013.1:71404-75050                        
Acinetobacter sp. ME22                                  

DLH DDE_Tnp_IS240 AHH* Imm24 HIN-HTH GDResolvase

WP_243924568.1
NZ_JALHLG010000076.1:1-11746                            
Novosphingobium beihaiensis                             

Beta-Roll HCBP_related Beta-Roll HCBP_related HCBP_related Beta-Roll HCBP_related HCBP_related Beta-Roll HCBP_related Beta-Roll HCBP_related HCBP_related Bact_lectin Beta-Roll* Imm11

WP_244175769.1
NZ_CAWNGD010000054.1:43-278                             
Xenorhabdus vietnamensis                                

Tox-AHH*

WP_247968405.1
NZ_CP082161.1:6072205-6076927                           
Bradyrhizobium sp. 195                                  

  ?    ?  AHH* DUF1629 SUFU

WP_250601711.1
NZ_JAMLJL010000032.1:1453-7299                          
Flavobacterium amniphilum                               

  ?  HTH_18 TPR TPR Cystatin-FD AHH* Imm11   ?  

WP_252581448.1
NZ_CP071527.1:1219926-1229306                           
Legionella lytica                                       

Cys_Met_Meta_PP Imm11 DnaJ AHH*   ?    ?  

WP_252789845.1
NZ_JAMXOE010000004.1:109934-118649                      
Mucilaginibacter flavidus                               

Glycos_transf_2 Methyltransf_21 Metallopeptidase DUF5518 Tox-AHH* Imm11 Metallopeptidase Metallopeptidase Carboxypeptidase

WP_254497088.1
NZ_JANBWE010000003.1:94497-105843                       
Salirhabdus salicampi                                   

Flavodoxin_2 OpuAC DUF6531 RHS RHS_repeat RHS_repeat RHS_repeat RHS RHS_repeat RHS_repeat RHS DNA_pol_phi RHS PT-TG AHH* Imm11 Resolvase Recombinase

WP_255904110.1
NZ_JAFMZO010000004.1:26608-36086                        
Paradesertivirga mongoliensis                           

Peptidase_M13 Peptidase_M13_N MatE MatE MPTase-PVC AHH* EamA EamA Polysacc_deac_1

WP_255991105.1
NZ_JANBVF010000025.1:1-7681                             
Chitinolyticbacter albus                                

DUF2345 DUF6531 RHS_repeat RHS_repeat RHS_repeat RHS_repeat RHS AHH* Imm11 RHS AHH

WP_256010314.1
NZ_JAFMZP010000002.1:451295-455828                      
Desertivirga xinjiangensis                              

  ?    ?  Tox-AHH* Imm11 HepT-like

WP_256010321.1
NZ_JAFMZP010000002.1:457626-460962                      
Desertivirga xinjiangensis                              

YcxB   ?  Tox-AHH* Imm11   ?  

WP_256040227.1
NZ_JANFNT010000034.1:51906-53577                        
Chryseobacterium sp. EO14                               

  ?  Imm11 AHH*

WP_257181614.1
NZ_JAERQP010000043.1:86347-94251                        
Corynebacterium cystitidis                              

  ?  WXG   ?    ?  WXG DUF6531 RHS RHS RHS_repeat RHS RHS Tox-AHH*

WP_258887647.1
NZ_CP096972.1:1530614-1533816                           
Sphingomonas sp. SUN039                                 

DUF934 PAPS_reduct AHH* RADICAL-SAM   ?  

WP_259209523.1
NZ_CP103371.1:4069479-4074262                           
Massilia sp. H6                                         

T6SS_Tdi1_C AHH* Imm11 PAIREDC-HTH PAIREDC-HTH rve_3

YP_009664970.1
NC_043129.1:71102-73231                                 
Micromonas pusilla virus SP1                            

  ?    ?  AHH* Glyco_transf_25 PQ-loop


