
EBW5061427.1
AAHINR010000041.1:31863-33354                     
Salmonella enterica subsp. enterica serovar Somone

  ?    ?  Tox-ART-HYD3*

EGX4513920.1
AAYJCG010000170.1:1-2705                          
Salmonella enterica                               

ClpABN-AAA ClpABC-AAA RHS Tox-ART-HYD1*   ?  

KPY88026.1
LJRN01000277.1:9529-16205                         
Pseudomonas syringae pv. tomato                   

RHS Tox-ART-HYD1* DUF6531 RHS_repeat RHS RHS Tox-ParBL1 DUF4123

MBC8106711.1
JACMJD010000307.1:3753-7136                       
Phycisphaerae bacterium                           

ab-Hydrolase MshEN T2SSE Tox-ART-HYD3*

MBC8231261.1
JACNLI010000633.1:5787-10459                      
bacterium Bacteria.                               

M20_dimer Peptidase_M20   ?  Tox-ART-HYD3* LDcluster4 AAA_17 NAD_Gly3P_dh_C NAD_Gly3P_dh_N

MBI1923116.1
JACOTU010000078.1:289-3665                        
Candidatus Poribacteria bacterium                 

Glyco_tranf_2_3 Tox-ART-HYD3*   ?  Radical_SAM SPASM

MBI6647390.1
JAEIKU010000266.1:391-1013                        
Pseudomonas synxantha                             

Tox-ART-HYD3*

MBL1310408.1
NVUZ02000189.1:41994-43420                        
Pseudomonas sp.                                   

  ?    ?  Tox-ART-HYD3*

MBM3237082.1
VGLC01000034.1:28198-32465                        
Candidatus Poribacteria bacterium                 

Sigma-HTH MTase Tox-ART-HYD3*   ?  SAM-methylase

MBQ3782105.1
JAFPUW010000007.1:1-2575                          
Lachnospiraceae bacterium                         

CR-ATPase8   ?  Tox-ART-HYD3* NADAR   ?  

MBU2872060.1
JAHKPR010000081.1:27535-31002                     
Colwellia sp. E2M01                               

Imm8   ?  Tox-ART-HYD3*   ?  RHS Tox-MPTase3

MCA9717059.1
JAGQIM010000781.1:1-1853                          
Myxococcales bacterium                            

STY-kinase   ?  RHS Tox-ART-HYD3*

MCB9753670.1
JACKDW010000010.1:123311-130898                   
Myxococcales bacterium                            

MTase Dimerisation2-like_dom Peptidase_M16 Peptidase_M16_C RHS Tox-ART-HYD3*   ?    ?  

MCM0261549.1
JAGJHO010000037.1:1-2260                          
Bacteroides fragilis                              

  ?  RHS RHS Tox-ART-HYD1*

NDO51604.1
VIRA01000101.1:19440-23518                        
Lachnospiraceae bacterium MD335                   

Endonuclease_5   ?  Tox-ART-HYD3*   ?  RHS

NWE21802.1
JACARO010000053.1:1-3442                          
Pseudomonas sp. P7548                             

RHS RHS Tox-ART-HYD1* DUF3995 DUF2946

OHV46686.1
MBLO01000240.1:1-4422                             
Pseudofrankia sp. BMG5.36                         

RHS_repeat RHS_repeat RHS_repeat RHS RHS Tox-ART-HYD1*   ?    ?  

OQR26389.1
MUIN01000023.1:19-1655                            
Pseudomonas sp. Bc-h                              

  ?  Tox-HNH-EHHH RHS Tox-ART-HYD1*

QIA77499.1
CP040863.1:1847680-1857106                        
Rodentibacter caecimuris                          

EstA_Ig_like Abhydrolase_2 Phage_GPD VgrG DUF2345 DUF6531 RHS RHS RHS Tox-ART-HYD3* RHS TOX-HTH   ?  

QNX11061.1
CP061568.1:2686584-2692937                        
Acinetobacter seifertii                           

  ?    ?  Tox-ART-HYD3*   ?    ?  

RLC07831.1
QMMU01000918.1:1-3232                             
Deltaproteobacteria bacterium                     

KR PP-binding Tox-ART-HYD3*   ?  ketoacyl-synt Ketoacyl-synt_C

TVO52365.1
VMNK01000017.1:28467-32143                        
Denitromonas halophila                            

SLT DUF4124   ?  Ntox24 RHS Tox-ART-HYD3* RHS

TXJ82991.1
SMSN01000014.1:49301-51751                        
Streptomyces lavendulae                           

DUF4081 Acetyltransf_10   ?  Tox-ART-HYD3*   ?    ?  

ULJ63669.1
CP092358.1:2011030-2024716                        
Wielerella bovis                                  

Phage_GPD VgrG T6SS_Vgr DUF2345 DUF6531 RHS RHS   ?  Imm14 Phage_GPD VgrG T6SS_Vgr DUF2345 DUF6531 RHS RHS URI Tox-ART-HYD1*

USW97732.1
CP099642.1:3858535-3862338                        
Pseudomonas proteolytica                          

Imm41   ?    ?    ?  RHS RHS Tox-ART-HYD1*

WP_256660627.1
NZ_CP027762.1:5779610-5785819                     
Pseudomonas sp. LBUM920                           

Exonuc_VII_S   ?    ?  Tox-ART-HYD3*   ?  

WP_013874298.1
NC_015656.1:3667089-3675589                       
Candidatus Protofrankia datiscae                  

DDE_Tnp_IS66 WXG DUF6531 RHS_repeat RHS RHS RHS Tox-ART-HYD1* WXG   ?    ?  

WP_240725482.1
NZ_PDHW01000001.1:1-3062                          
Escherichia sp. E5028                             

DDE_Tnp_1 GGDEF HEPN Tox-ART-HYD3*

WP_159290936.1
NZ_CACSGK010000001.1:114891-117703                
Tenacibaculum maritimum                           

Imm45   ?  Tox-ART-HYD3* RHS Tox-ColE3 RHS RxD-HxH-H

WP_053116018.1
NZ_JRXE01000058.1:46-1644                         
Winslowiella iniecta                              

  ?    ?  Tox-ART-HYD3* RHS Ntox29

WP_082392043.1
NZ_LGYH01000019.1:947-5603                        
Neisseria sp. 83E34                               

ANK Tox-ART-HYD3* HNHGH-E   ?  RHS

WP_095441100.1
NZ_CABMND010000003.1:57576-60900                  
Enterobacter sichuanensis                         

Tox-ART-HYD3* Imm10 SMI1_KNR4   ?  TreTu

WP_254592681.1
NZ_CABFUY010000008.1:174651-177859                
Pectobacterium polaris                            

oligo_HPY ABC_tran SymE_toxin AHD4 Tox-ART-HYD1* RHS

WP_232641462.1
NZ_JAJQXO010000001.1:154025-156417                
Tenacibaculum maritimum                           

  ?  Imm29   ?    ?  RHS Tox-ART-HYD3*

WP_108238204.1
NZ_QARE02000008.1:124474-135497                   
Pseudomonas sp. RIT409                            

  ?  GDH_ACT1 GDH_HM1 GDH_ACT2 GDH_HM2 GDH_ACT3 GDH_HM3 Bac_GDH_CD GDH_C PrePAARTM PAAR_motif DUF6531 RHS RHS RHS_repeat RHS Tox-ART-HYD1*   ?    ?  

WP_221623351.1
NZ_QTPO01000026.1:1-2262                          
Burkholderia sp. Bp9143                           

  ?    ?    ?    ?  Tox-ART-HYD3*

WP_142903667.1
NZ_ML660090.1:369810-376923                       
Exilibacterium tricleocarpae                      

SymE_toxin   ?  RHS Tox-ART-HYD1* Peptidase_C70 ACR_tran

WP_204133265.1
NZ_JAFDVE010000002.1:30520-43677                  
Phycicoccus sp. CSK15P-2                          

BetaPropeller FN3 SPVB RHS RHS RHS HINT Tox-ART-HYD3*   ?  Hydrolase_4 GATase NAD_synthase GMP_synt_C

WP_251055463.1
NZ_JAGGOW010000192.1:4462-11083                   
Streptomyces sp. ISL-66                           

SDH_alpha SDH_beta   ?  RHS_repeat RHS RHS PT-HINT Tox-ART-HYD3*

WP_231155369.1
NZ_JAJNRT010000043.1:1-1962                       
Chromobacterium vaccinii                          

RHS Tox-ART-HYD1*   ?  

WP_231462030.1
NZ_JAJOHW010000056.1:2421-8974                    
Chromobacterium aquaticum                         

DUF6531 RHS_repeat RHS   ?  RHS Tox-ART-HYD1*   ?  RHS


