
AKJ32072.1
CP011371.1:6275665-6292499                                         
Caldimonas brevitalea                                              

2CSK_N His-Kinase Receiver OmpR-HTH DUF4781 Ntox5 Tox-Caspase*   ?  Bac_export_2

ALN93792.1
CP011131.1:5455040-5466414                                         
Lysobacter gummosus                                                

Tox-ABHYDROLASE3 X-Tfes_XVIPCD CsrA DUF6531 RHS RHS_repeat RHS RHS RHS Tox-Caspase* Phage-tail_3   ?  

ANC42632.1
CP015379.1:447656-454771                                           
Hafnia alvei                                                       

DUF6531 RHS RHS_repeat RHS RHS Tox-HopH1   ?    ?    ?  RHS Tox-Caspase*

AZZ36482.1
CP025734.1:1385365-1392719                                         
Bdellovibrio sp. qaytius                                           

NAD-dep-oxidoreductase FAD_binding_6 Peptidase_S13 RHS_repeat RHS RHS Tox-Caspase*   ?  Tlde1

BCJ52710.1
AP023357.1:4466113-4495381                                         
Actinoplanes sp. NBRC 14428                                        

WXG   ?  WXG IG STox-19 PT-Rossmannoid Tox-PL Tox-PL Tox-Caspase PKK DUF6531 RHS_repeat RHS RHS_repeat RHS_repeat RHS_repeat RHS Tox-Caspase DUF6531 RHS_repeat RHS_repeat RHS_repeat RHS_repeat RHS_repeat RHS_repeat RHS*   ?    ?  

CDA51083.1
FR879681.1:3792-7160                                               
Clostridium sp. CAG:138                                            

DUF4230 DUF4417 Tox-Caspase*   ?  Recombinase Resolvase

DAE40218.1
BK032998.1:885-5747                                                
Caudoviricetes sp.                                                 

Terminase-LS Phage_prot_Gp6 MuF Tox-Caspase* HK97-gp10_like   ?  

DAE69302.1
BK019543.1:23387-28065                                             
Caudoviricetes sp.                                                 

Terminase-LS Phage_prot_Gp6 MuF Tox-Caspase*   ?    ?  

DAF97083.1
BK016126.1:3818-8878                                               
Siphoviridae sp. cthae16                                           

YjcQ Phage-portal Phage_min_cap2 Tox-Caspase* Terminase-LS   ?  

DAG39049.1
BK017973.1:14713-17904                                             
Caudoviricetes sp.                                                 

YjcQ Phage-portal   ?  Tox-Caspase*   ?  

DAG53154.1
BK018232.1:11864-16059                                             
Caudoviricetes sp.                                                 

MuF Tox-Caspase* Phage_prot_Gp6 ZnR   ?    ?  

DAH25069.1
BK018830.1:3602-6837                                               
Caudoviricetes sp.                                                 

Phage_min_cap2 Tox-Caspase*   ?  DUF4417   ?    ?  

DAI74187.1
BK020259.1:9263-10671                                              
Caudoviricetes sp.                                                 

  ?    ?  Tox-Caspase*   ?    ?  

DAM55857.1
BK052189.1:450-5333                                                
Caudoviricetes sp.                                                 

Terminase-LS Phage-portal Phage_min_cap2 Tox-Caspase*   ?    ?  

DAP18152.1
BK044181.1:8324-12084                                              
Caudoviricetes sp.                                                 

YjcQ   ?  Phage_min_cap2 Tox-Caspase*   ?    ?  

DAU56388.1
BK051396.1:15793-19740                                             
Caudoviricetes sp.                                                 

Phage-portal Phage_min_cap2 Tox-Caspase*   ?    ?  DUF6275

EDU8878158.1
AAOFJL010000099.1:343-3829                                         
Salmonella enterica subsp. enterica                                

Transposase_20 DEDD_Tnp_IS110   ?  RHS Tox-Caspase*   ?  

EGD4879933.1
AAVRNY010000361.1:3-882                                            
Shigella boydii                                                    

  ?  Tox-Caspase*

EHI1107555.1
AAZUAX010000103.1:1-908                                            
Escherichia coli                                                   

RHS Tox-Caspase*   ?  

EHN6576215.1
ABAMWX010000017.1:106422-109583                                    
Salmonella enterica subsp. enterica serovar Anecho                 

  ?    ?  RHS Tox-Caspase*   ?    ?  

ELO79387.1
ALHY01000145.1:1-503                                               
Salmonella enterica subsp. enterica serovar Enteritidis str. SARB17

Phage_GPD Tox-Caspase*

EOS27392.1
KE159528.1:210477-211913                                           
Lachnospiraceae bacterium A4                                       

  ?    ?  Tox-Caspase*

GGU51075.1
BMRE01000023.1:14624-22710                                         
Lentzea flava                                                      

Imm36 SseB SMI1_KNR4 Tox-ART-RSE Tox-Caspase Tox-Deam-DxE Tox-Deam-DxE*   ?  WXG

GHF63766.1
BNBY01000013.1:133855-159302                                       
Kitasatospora xanthocidica                                         

  ?    ?  E-RE Tox-Caspase E-RE Tox-ART-VIP2 E-RE Tox-ART-VIP2 E-RE Tox-ART-VIP2 Tox-Caspase Tox-ART-RSE ADPrib_exo_Tox*   ?  EccD YukD

GHH46487.1
BNAR01000007.1:308943-316972                                       
Lentzea cavernae                                                   

Imm36 SseB   ?  Eap1 Tox-ART-RSE Tox-Caspase*   ?  WXG

GIE19781.1
BOMN01000032.1:81761-116144                                        
Winogradskya humida                                                

  ?    ?  Tox-Caspase DOC Tox-Caspase PT-Rossmannoid TOXIN-PL Tox-Caspase PKK Tox-Caspase*   ?    ?  

GIM83508.1
BOQP01000056.1:54987-81306                                         
Winogradskya consettensis                                          

  ?    ?  DOC Tox-Caspase TOXIN-PL STox-19 PT-Rossmannoid STox-19 PT-Rossmannoid STox-19 PT-Rossmannoid STox-19 PT-Rossmannoid STox-19 E-RE Tox-Caspase E-RE Tox-ART-RSE*   ?  

GJL98322.1
BQJJ01000001.1:310-10494                                           
Methyloligella sp.                                                 

POTRA_2 ShlB TPS FilH FilH FilH Fil_haemagg_2 Fil_haemagg_2 Tox-Caspase*   ?    ?  

HAJ96868.1
DMKJ01000103.1:2113-5650                                           
Ruminococcus sp.                                                   

  ?    ?  Tox-Caspase* Phage-portal YgjP-like

HBT82649.1
DOME01000075.1:1-3051                                              
Desulfuromonas sp.                                                 

Glycos_transf_2 RHS Tox-Caspase*   ?  RHS

HBV16495.1
DONW01000053.1:1-1399                                              
Chryseobacterium carnipullorum                                     

Tox-Caspase*   ?    ?  

KAB2909165.1
WBUZ01000102.1:1-3317                                              
Kofleriaceae bacterium                                             

SseC Tox-Caspase DUF2380* HEPN   ?    ?  

KAB8161383.1
VDLY02000019.1:11987-23353                                         
Streptomyces mimosae                                               

  ?    ?  WXG DUF6531 RHS RHS RHS Tox-Caspase* Glyoxalase_6 Yop-YscD_cpl FtsK FtsK FtsK FtsK

KAF5420511.1
QCYX01000314.1:21687-29677                                         
Candidatus Methanomarinus sp.                                      

  ?    ?  MPTase-PVC Tox-Caspase*   ?  Metallopeptidase

KIE23739.1
JUIG01000054.1:42208-45855                                         
Streptomyces sp. MUSC 125                                          

  ?    ?    ?    ?  Tox-Caspase*

KJE22121.1
JYFN01000027.1:40867-44521                                         
Frankia torreyi                                                    

  ?    ?  Tox-Caspase*   ?    ?  

KJE24851.1
JYFN01000004.1:147943-155376                                       
Frankia torreyi                                                    

  ?    ?  Tox-Caspase* EcoEI_R_C SF2-DUF3427A Alpha-2-MRAP_C HEPN TRD TRD

KOV34822.1
LGDO01000076.1:632-14988                                           
Streptomyces sp. XY431                                             

Fe-ADH DUF6531 RHS_repeat LamininG LamininG RHS RHS RHS_repeat RHS RHS_repeat RHS_repeat RHS Tox-Caspase* LysR_substrate   ?  PAD_porph

KQC37448.1
LJPA01000015.1:127548-132562                                       
Frankia sp. ACN1ag                                                 

Nitroreductase   ?  Tox-Caspase*   ?  MFS_1

KYF85624.1
JEMC01002688.1:210-6947                                            
Sorangium cellulosum                                               

Tox-PAAR-like DUF6531 RHS RHS_repeat RHS RHS Tox-Caspase Drf_FH1*   ?  HEAT_EZ

KZZ43071.1
LWGC01001641.1:3694-12845                                          
Thalassolituus sp. HI0120                                          

  ?    ?  SPVB BetaPropeller RHS RHS RHS DUF637 Tox-Caspase* Ala_racemase_C YjbR

MBA2239218.1
JACDCG010000489.1:3452-10406                                       
Lysobacter sp.                                                     

DUF772   ?  DUF6531 RHS_repeat RHS RHS_repeat RHS Tox-Caspase*   ?  

MBB4729705.1
JACHNR010000003.1:324175-341496                                    
Xanthomonas arboricola                                             

  ?    ?  FilH FilH FilH FilH FilH FilH FilH FilH Fil_haemagg_2 Fil_haemagg_2 Fil_haemagg_2 DUF6862 Tox-Caspase*   ?  POTRA ShlB

MBC8536436.1
JACRSP010000003.1:1612-4510                                        
Feifania hominis                                                   

PBECR1   ?  Tox-Caspase*   ?  AAA_33

MBD5080275.1
JAAVIE010000008.1:18099-29090                                      
Oscillospiraceae bacterium                                         

  ?    ?  Tox-Caspase* GSIII_N Gln-synt_C Gln-synt_C-ter MatE MatE Cytidylate_kin2

MBD5081787.1
JAAVIE010000109.1:14263-16513                                      
Oscillospiraceae bacterium                                         

  ?  Cytomega_gL Tox-Caspase*

MBD5140299.1
JAAVHM010000037.1:28944-33412                                      
Ruminococcus sp.                                                   

Beta-Prop Glyco_hydro_18 LysM LysM Tox-Caspase*   ?  Hemerythrin

MBD5461988.1
JAAVAE010000010.1:1-5369                                           
Lachnospiraceae bacterium                                          

RHS Tox-Caspase   ?  Tox-Caspase*   ?  Tox-HopH1

MBE5732363.1
SVHU01000009.1:81217-84172                                         
Clostridiales bacterium                                            

  ?  DUF4417 Tox-Caspase*   ?  ACT_8

MBE6857703.1
SVNM01000082.1:1-4612                                              
Ruminococcus sp.                                                   

Phospholip_B HATPase_c_5 Tox-Caspase*   ?  Gln-synt_C-ter Glutamine-Synthetase GSIII_N

MBE6892454.1
SVMU01000001.1:68998-71939                                         
Oscillospiraceae bacterium                                         

  ?    ?  Tox-Caspase*   ?    ?  

MBE7016632.1
SVKK01000001.1:121489-125940                                       
Oscillospiraceae bacterium                                         

SBP_bac_3   ?  GBD-PPC LPD3 Tox-Caspase*   ?    ?  

MBE7059685.1
SVJF01000010.1:18710-22508                                         
Oscillospiraceae bacterium                                         

LRR   ?  Tox-Caspase* Flavodoxin_4 CMD

MBF6144937.1
JADLSE010000001.1:1447851-1456311                                  
Nocardia nova                                                      

  ?    ?  ADPrib_exo_Tox Tox-ART-RSE Tox-Caspase Tox-Caspase*   ?    ?  

MBF6437067.1
JADLPY010000001.1:2542040-2595041                                  
Nocardia cyriacigeorgica                                           

AMP-binding Condensation Condensation PP-binding AMP-binding_C AMP-binding Condensation PP-binding AMP-binding_C AMP-binding Condensation PP-binding AMP-binding_C AMP-binding Condensation PP-binding AMP-binding_C AMP-binding Condensation PP-binding AMP-binding_C AMP-binding Condensation PP-binding AMP-binding_C AMP-binding Condensation Condensation PP-binding AMP-binding_C AMP-binding Condensation PP-binding AMP-binding_C AMP-binding Condensation PP-binding AMP-binding_C AMP-binding Condensation PP-binding AMP-binding_C AMP-binding Condensation PP-binding AMP-binding_C AMP-binding Condensation PP-binding AMP-binding_C AMP-binding Condensation   ?  WXG Gly_rich Gln_amidase ART-EvpP Tox-Caspase DEAM-CxE* SUKH-CF44   ?  

MBG6093264.1
JADOUA010000001.1:8098660-8123859                                  
Actinomadura viridis                                               

YbaB_DNA_bd WXG WXG DUF3792 ADPrib_exo_Tox Tox-Caspase Tox-ART-RSE Tox-Caspase Tox-ART-RSE Tox-Caspase Tox-NucA Tox-Caspase ADPrib_exo_Tox Tox-ART-RSE Tox-Caspase Tox-Caspase Tox-ART-RSE Tox-Caspase Tox-NucA ADPrib_exo_Tox Tox-ART-RSE Tox-Caspase Tox-Caspase Tox-ART-RSE Tox-ART-RSE*   ?  TNT

MBI1184787.1
WGNN01000104.1:5665-10279                                          
bacterium Bacteria.                                                

  ?    ?  RHS RHS RHS Tox-Caspase*

MBK6695252.1
JADJCA010000012.1:263045-272418                                    
Myxococcales bacterium                                             

  ?  CYSARC CYSARC CYSARC CarboxypepD_reg RHS RHS RHS Tox-Caspase* 3-dmu-9_3-mt   ?  

MBL0059374.1
JADKHR010000001.1:2246452-2258397                                  
Elusimicrobia bacterium                                            

HTH_32 rve_3   ?  Tiki-TraB Tox-Caspase AceK_kinase* Trp_syntA zf-ACC Carboxyl_trans

MBL7706322.1
JAEUVV010000011.1:1-3630                                           
Taibaiella sp.                                                     

RHS Tox-Caspase*   ?  RHS

MBL7974062.1
JAEUSN010000227.1:22-4060                                          
Candidatus Kapaibacterium sp.                                      

RHS Tox-Caspase*   ?    ?  

MBN9690461.1
JAFLEF010000012.1:56157-98014                                      
Verrucomicrobia bacterium                                          

MG2 A2M_BRD A2M TED_complement bMG10 ASH-Ig CarboxypepD_reg CarboxypepD_reg CarboxypepD_reg CarboxypepD-reg-IG CarboxypepD_reg CarboxypepD-reg-IG CarboxypepD-reg-IG CarboxypepD-reg-IG CarboxypepD_reg CarboxypepD-reg-IG Big_5 Big_5 Big_5 SUN TSP3_bac ANTHRAXPAG-N LamininG Big_9 PTX Cadherin LamininG Cadherin Amnionless ZU5 Big_5 Big_5 DUF6531 RHS RHS RHS RHS Tox-Caspase* Ig_3 Calcineurin

MBO4386306.1
JAGACC010000147.1:1-3242                                           
Treponema sp.                                                      

RHS   ?  Tox-Caspase* Rubrerythrin DUF3095-Pol-C

MBO4578750.1
JAFZXO010000013.1:20746-23704                                      
Clostridiales bacterium                                            

Calcineurin   ?  Tox-Caspase* DUF4417 MPtase

MBO4579253.1
JAFZXO010000028.1:119769-122422                                    
Clostridiales bacterium                                            

  ?    ?  Tox-Caspase* HTH_3 MPtase

MBO4907757.1
JAFZQS010000009.1:4310-6880                                        
Lachnospiraceae bacterium                                          

Tox-HopH1   ?  Tox-Caspase*   ?  DUF4417

MBO4914433.1
JAFZQQ010000155.1:2018-5042                                        
Oscillospiraceae bacterium                                         

GH3   ?  Tox-Caspase*

MBO5068240.1
JAGASB010000255.1:291-2019                                         
Clostridia bacterium                                               

DUF6551   ?  Tox-Caspase*

MBO5318211.1
JAGAMS010000004.1:8092-12788                                       
Ruminococcus sp.                                                   

HIN-HTH   ?  Tox-Caspase* ABC2_membrane_3 ABC2_membrane_3

MBO6302948.1
JAGBLA010000190.1:37148-39330                                      
Ruminiclostridium sp.                                              

LPD26   ?  Phage_portal Tox-Caspase*   ?  

MBO7329565.1
JAGCIS010000311.1:467-5344                                         
Lentisphaeria bacterium                                            

MPtase-IrrE DUF4417 Tox-Caspase*   ?  Beta-lactamase

MBO7444423.1
JAGCGD010000382.1:119-2331                                         
Methanobrevibacter sp.                                             

TF_Zn_Ribbon Tox-Caspase* DUF4417 MPtase-IrrE

MBP3210152.1
JAGBJU010000230.1:784-4064                                         
Oscillospiraceae bacterium                                         

DUF4417   ?  Tox-Caspase* MPtase HTH

MBP3760239.1
JAGAYM010000024.1:3386-5340                                        
Ruminococcus sp.                                                   

Terminase_4 Peptidase_S78 Tox-Caspase*   ?  

MBP3856518.1
JAGAWN010000178.1:96-5166                                          
Ruminiclostridium sp.                                              

Terminase-LS Phage_prot_Gp6 MuF Tox-Caspase*   ?    ?  

MBP5175888.1
JAGDCZ010000255.1:3064-7093                                        
Treponema sp.                                                      

  ?    ?  RHS Tox-Caspase*   ?  DUF4153

MBP5587766.1
JAGCTT010000078.1:6316-9952                                        
Treponema sp.                                                      

Phage_int_SAM_4 Phage_integrase   ?  Tox-Caspase* DUF4279 RHS

MBP8800984.1
JAGPIK010000039.1:12181-18559                                      
Kiritimatiellae bacterium                                          

NusB Methyltr_RsmB-F Sel1 RHS Tox-Caspase*   ?  Beta_helix XylC_M CBM_35_2

MBP9087488.1
JAGPDK010000264.1:1950-7827                                        
Kofleriaceae bacterium                                             

Smr-prok Peptidase_S13 Metallopeptidase Tox-Caspase*

MBP9168057.1
JAGPCY010000010.1:21-5660                                          
Kofleriaceae bacterium                                             

DUF637 Tox-Caspase*   ?    ?  

MBQ2937249.1
JAFQQI010000121.1:1-1916                                           
Lachnospiraceae bacterium                                          

Tox-Caspase*   ?  HTH_3

MBQ2942643.1
JAFQQJ010000055.1:158-3368                                         
Clostridia bacterium                                               

SLH Trypsin   ?  Tox-Caspase*

MBQ3147455.1
JAFQIL010000067.1:5427-9227                                        
Oscillospiraceae bacterium                                         

AraC   ?  Tox-Caspase*   ?    ?  

MBQ3155907.1
JAFQIB010000025.1:36209-40564                                      
Clostridia bacterium                                               

  ?    ?  Tox-Caspase* Phage-portal Terminase-LS

MBQ3164852.1
JAFQIW010000103.1:205-6488                                         
Lachnospiraceae bacterium                                          

SMI1_KNR4 LRR Tox-Caspase* T2SSF Sipho_Gp157 DUF5702

MBQ3419911.1
JAFRCV010000021.1:58210-61735                                      
Erysipelotrichaceae bacterium                                      

Peptidase_M78 DUF4417 Tox-Caspase* Ribosomal_L12 DUF2971

MBQ5320829.1
JAGBHD010000013.1:39003-42022                                      
Oscillospiraceae bacterium                                         

RHH_1 Virulence_RhuM Phage_min_cap2 Tox-Caspase*   ?  YjcQ

MBQ6637802.1
JAFRFU010000042.1:3213-6179                                        
Lachnospiraceae bacterium                                          

HTH_31 MPtase Tox-Caspase*   ?  DUF4417

MBQ7014722.1
JAFSAH010000017.1:1289-3220                                        
Clostridia bacterium                                               

  ?    ?  Tox-Caspase*   ?    ?  

MBQ7501240.1
JAFTAM010000016.1:49778-54611                                      
bacterium Bacteria.                                                

PEPCK_GTP PEPCK_N L12-ClpS-conflict Tox-Caspase* DUF4417 Fic_N DOC

MBQ7503114.1
JAFTAM010000164.1:35538-40163                                      
bacterium Bacteria.                                                

HTH MPtase DUF4417 Tox-Caspase* L12-ClpS-conflict Fic-like_C His-Kinase Schlafen

MBQ8960583.1
JAFUAO010000034.1:866-4443                                         
Ruminococcus sp.                                                   

Tox-HNH Terminase_4 Tox-Caspase*   ?  Terminase

MBQ9022233.1
JAFUCE010000169.1:3110-6441                                        
Eggerthellaceae bacterium                                          

Phage-portal MuF Tox-Caspase*   ?  DUF2513

MBR0122188.1
JAFRWJ010000330.1:67-5015                                          
Clostridia bacterium                                               

Tox-Caspase* Gly_kinase Glyco_hydro_38N Alpha-mann_mid Glyco_hydro_38C Glyco_hydro38C2

MBR1470682.1
JAFUUX010000060.1:28830-33550                                      
Lachnospiraceae bacterium                                          

HNH Phage-portal MuF Tox-Caspase*   ?  Terminase

MBR1599898.1
JAFUXG010000068.1:1-2826                                           
Lachnospiraceae bacterium                                          

RHS Tox-Caspase*   ?  HINT XHH

MBR1689391.1
JAFUZG010000004.1:17275-23552                                      
Oscillibacter sp.                                                  

Terminase Phage-portal MuF Tox-Caspase*   ?  Phage_capsid

MBR2483177.1
JAFVUH010000010.1:1-3047                                           
Oscillospiraceae bacterium                                         

Tox-Caspase*   ?  Polysacc_synt_C Polysacc_synt

MBR2801316.1
JAFWEP010000004.1:52030-55829                                      
Erysipelotrichaceae bacterium                                      

Ni_insertion ZnR Tox-Caspase* DUF4417 MPtase

MBR3057241.1
JAFWPB010000019.1:28276-30924                                      
Clostridiales bacterium                                            

MPtase DUF4417 Tox-Caspase*   ?    ?  

MBR3242481.1
JAFWLC010000244.1:485-3410                                         
Parasporobacterium sp.                                             

  ?  Phage_int_SAM_3 Phage_integrase Tox-Caspase*   ?    ?  

MBR3245193.1
JAFWLC010000702.1:673-3800                                         
Parasporobacterium sp.                                             

  ?    ?  Tox-Caspase* Phage-portal

MBR3535682.1
JAFXPS010000237.1:3265-8232                                        
Oscillospiraceae bacterium                                         

Terminase_4 Terminase Phage_portal Tox-Caspase*   ?  Peptidase_S78

MBR4343305.1
JAFXXN010000115.1:12707-15028                                      
Lachnospiraceae bacterium                                          

DUF4417 zf-TFIIB Tox-Caspase*   ?  

MBR4790546.1
JAFZLJ010000077.1:1-2384                                           
Treponema sp.                                                      

RHS Tox-Caspase* LPAM_1   ?  

MBR6207014.1
JAFYAU010000045.1:33381-37449                                      
Oscillospiraceae bacterium                                         

Phage_holin_Dp1 LysM MuF Tox-Caspase*   ?  Calcineurin

MBR6950415.1
JAFWRM010000010.1:8662-14033                                       
Oscillospiraceae bacterium                                         

MPtase DUF4417 Tox-Caspase* ZnR FeoA FeoB_N FeoB_Cyto Gate FeoB_C Gate

MBR7007356.1
JAFWSU010000021.1:415-2380                                         
Ruminococcus sp.                                                   

MuF Tox-Caspase*   ?    ?  

MBS1969335.1
JAFEAQ010000004.1:626468-634087                                    
Bdellovibrionales bacterium                                        

DPBB_1   ?  RHS RHS_repeat RHS_repeat RHS Tox-Caspase*   ?  Peptidase_C1

MBS4098809.1
JAGXQV010000169.1:1-2712                                           
Sulfuricella sp.                                                   

RHS Tox-Caspase* ANK ZDNA-HTH His-Kinase DUF4325

MBS6322088.1
JAHADB010000038.1:11702-18572                                      
[Eubacterium] siraeum                                              

GATase_7 Asn_synthase Ribosomal_L12 Tox-Caspase* DUF4417 FN3 LRR LRR

MBS6453833.1
JAHAAZ010000010.1:106719-109756                                    
Butyrivibrio sp.                                                   

DDE_Tnp_IS66_C DDE_Tnp_IS66   ?  Tox-Caspase* DUF4417 Peptidase_M78

MBT1189289.1
JAAZTW010000345.1:90-3314                                          
Streptomyces sp. CJ_13                                             

  ?  Tox-Caspase*   ?    ?  

MBT1189667.1
JAAZTW010000401.1:123-3869                                         
Streptomyces sp. CJ_13                                             

VMAP-C EAD2   ?  Tox-Caspase*   ?  CorA

MBW2455212.1
JAFDCV010000190.1:1-4732                                           
Deltaproteobacteria bacterium                                      

RHS RHS_repeat RHS_repeat RHS_repeat RHS_repeat RHS_repeat RHS_repeat RHS Tox-Caspase*   ?    ?  

MBW8758683.1
JAEKKH010000165.1:26241-39962                                      
Burkholderiales bacterium                                          

Bac_export_1 Bac_export_2 DUF4781 Tox-Caspase* Sigma70_ECF LuxR-HTH Autoind_bind

MBW8849769.1
JAEKKX010000004.1:154668-175381                                    
Lysobacterales bacterium                                           

FliP Sigma70_r2 Sigma70_r4 DUF6531 RHS RHS RHS RHS_repeat RHS RHS RHS RHS RHS RHS RHS_repeat RHS_repeat RHS IG He_PIG IG He_PIG RHS LysM Tox-Caspase*   ?  Receiver

MBX6750749.1
JADGGF010000253.1:1935-5921                                        
Micromonosporaceae bacterium                                       

  ?    ?  Tox-Caspase*   ?  UPF0182

MBY0240936.1
JAIENA010000253.1:274-3707                                         
Burkholderiaceae bacterium                                         

  ?  RHS_repeat RHS RHS_repeat RHS_repeat RHS Tox-Caspase*

MBZ2206370.1
JAFBIL020000001.1:818680-824980                                    
Massilia soli                                                      

Pyr_redox_2 Fer4_20   ?  RHS Tox-Caspase* DUF1493 ABC_tran

MCA9088357.1
JAGQPW010000026.1:16275-30627                                      
Planctomycetaceae bacterium                                        

  ?  rve_3 Cadherin Cadherin_4 Tox-Caspase*   ?  PT-TG

MCB1257652.1
JAGQSZ010000158.1:532-2717                                         
Microthrixaceae bacterium                                          

  ?  Tox-Caspase*   ?    ?  

MCB9441563.1
JACJWP010000018.1:48077-58884                                      
Mycolicibacterium sp.                                              

  ?  WXG WXG Ntox31 Ntox15 Abhydrolase_8 Tox-Caspase AraC Tox-REase-5*   ?  PolB-NTase

MCC6556959.1
JADLAG010000630.1:6019-15740                                       
Polyangiaceae bacterium                                            

Phage_GPD VgrG   ?  Tox-PAAR-like DUF6531 RHS RHS_repeat RHS RHS_repeat RHS Tox-Caspase* Phage_GPD VgrG   ?  

MCC7308121.1
JADYZI010000301.1:305-3957                                         
Acidobacteria bacterium                                            

  ?  Tox-Caspase*   ?    ?  

MCD4722381.1
JAIOSW010000422.1:18576-27100                                      
Desulfobacula sp.                                                  

  ?  SBP_bac_8 DUF6531 RHS_repeat RHS RHS RHS_repeat RHS RHS_repeat RHS_repeat RHS Tox-Caspase* FlgD_ig PD40 PD40

MCD8490306.1
JAJOKC010000183.1:838-8263                                         
Desertifilum sp.                                                   

HD RelA_SpoT TGS ACT_4 SelO RHS_repeat RHS Tox-Caspase*   ?    ?  

MCD9016565.1
JAIOAO010000002.1:894089-910673                                    
Parachryseolinea silvisoli                                         

SprB SprB SprB SprB SprB SprB Por_Secre_tail FN3 Caspase Tox-Caspase Tox-ART-RSE Tox-EDA39C* MtrB_PioB Y_Y_Y SHELIX His-Kinase Receiver HTH_18

MCE2961306.1
JAJTHK010000164.1:1-2718                                           
Luteolibacter sp.                                                  

Prok_Ub   ?  RHS Tox-Caspase* Phage_int_SAM_4 Phage_integrase   ?  

NBJ66138.1
QZEA01000003.1:105151-111488                                       
Adlercreutzia caecimuris                                           

  ?  Terminase-SS Terminase-LS Phage_min_cap2 Tox-Caspase*   ?    ?  

NDO51596.1
VIRA01000101.1:1957-16635                                          
Lachnospiraceae bacterium MD335                                    

Phage_integrase   ?  FN3 FN3 FN3 FN3 FN3 FN3 DUF6531 RHS_repeat RHS_repeat RHS_repeat RHS_repeat RHS_repeat RHS_repeat RHS RHS RHS RHS Tox-Caspase*   ?  RHS

NET62609.1
JAAHGR010001279.1:1-1364                                           
Symploca sp. SIO2E6                                                

HINT Tox-Caspase*   ?  

NHA01778.1
JAAMYA010000001.1:4247891-4256801                                  
Nocardioides convexus                                              

  ?  RHS Tox-Caspase*   ?    ?  

NHZ66921.1
WHJF01000195.1:1133-4577                                           
Massilia genomosp. 1                                               

Ntox13 DUF4288 RHS Tox-Caspase*   ?  DDE_Tnp_IS240

NLL05726.1
JAAYPF010000119.1:1-2604                                           
Clostridiaceae bacterium                                           

Tox-Caspase*   ?  

NOS94991.1
JABFSK010000017.1:3367-9192                                        
Methylotenera sp.                                                  

LPD7   ?  Tox-Caspase*   ?    ?  

NOT47816.1
JABFSB010000275.1:1-3074                                           
Acidobacteria bacterium                                            

Tox-Caspase* AMP-binding   ?  

NOT96955.1
JABFRK010000416.1:143-6504                                         
Nitrospira sp.                                                     

RHS RHS RHS RHS RHS Tox-Caspase*

NRI68620.1
VBTM01000011.1:347944-350706                                       
Rhodococcus sp. MS16                                               

  ?    ?  Tox-Caspase*   ?  DUF4190

NUP48786.1
JABFXP010000333.1:4640-13985                                       
Catenulispora sp.                                                  

  ?  WXG WXG Tox-PLOTU Gly Tox-Caspase Tox-Caspase Tox-Caspase*

NUR72265.1
JABFWQ010000168.1:873-5979                                         
Hamadaea sp.                                                       

bPH_2 BPL_C BPL_LplA_LipB WXG Tox-Caspase*   ?  Carboxyl_trans

OAA30289.1
LRTJ01000010.1:101972-105235                                       
Frankia casuarinae                                                 

His_Phos_1 RnaseH   ?  Tox-Caspase* HTH RelE-ParE

OGT54574.1
MGYJ01000093.1:1-10988                                             
Gammaproteobacteria bacterium RIFCSPHIGHO2_12_FULL_63_22           

DUF2442   ?  RHS RHS RHS Tox-Caspase*   ?  Acyl-CoA_dh_C Acyl-CoA_dh_1 Acyl-CoA_dh_M Acyl-CoA_dh_N AcylCoA_DH_N

OKY81532.1
MNQD01000010.1:16522-22970                                         
Eggerthella sp. 51_9                                               

Terminase-LS Phage-portal Phage_min_cap2 Tox-Caspase*   ?    ?  

OLB75106.1
MNDX01000230.1:1-12150                                             
Actinobacteria bacterium 13_2_20CM_2_71_6                          

Gln_amidase DUF5995 Tox-Caspase* BetaPropeller WD40 WD40 zf-FPG_IleRS

OLT29523.1
MKJY01000178.1:1-10742                                             
Actinomadura sp. CNU-125                                           

  ?  DUF6406 Tox-Caspase ADPrib_exo_Tox Tox-Caspase Endonuclea_NS_2 RelA-SpoT Tox-Caspase*   ?    ?  

OOG49135.1
MUNR01000009.1:190484-201095                                       
Rhodanobacter sp. C01                                              

HTH MLTR_LBD SnoaL_2 RHS_repeat RHS_repeat RHS RHS_repeat RHS_repeat RHS RHS Tox-Caspase* BetaPropeller   ?  

OQY66043.1
MWSS01000348.1:1-2595                                              
Rhodocyclaceae bacterium UTPRO2                                    

Fil_haemagg_2 DUF6862 Tox-Caspase*

OYQ36554.1
NOXU01000022.1:195286-200440                                       
Niveispirillum lacus                                               

  ?  RHS RHS RHS Tox-Caspase* RHS RHS

OYU93399.1
NKJG01000044.1:123-9575                                            
Bacteroidetes bacterium B1(2017)                                   

PSII_BNR PSII_BNR RHS RHS Tox-Caspase*   ?  RHS Peptidase_M91

PHV47637.1
PDZJ01000004.1:69288-77695                                         
Janthinobacterium sp. BJB301                                       

SBP_bac_11   ?  DUF6531 RHS RHS RHS_repeat RHS RHS RHS RHS Tox-Caspase* HhH Radical_SAM UDG DUF4130

PKO44489.1
PHCJ01000021.1:21438-25460                                         
Betaproteobacteria bacterium HGW-Betaproteobacteria-22             

PdxJ RecO_N RecO_C Tox-Caspase* MMR_HSR1 KH_2 RnaseIII DSRBD

PMS15150.1
PNYA01000035.1:73586-80157                                         
Trinickia dabaoshanensis                                           

DUF6531 RHS_repeat RHS RHS_repeat RHS Ntox8 Imm16   ?  RHS RHS Tox-Caspase*

POX41731.1
PQSQ01000012.1:109479-115872                                       
Streptomyces sp. Ru73                                              

Imm49   ?    ?  Phage_integrase Tox-Caspase*

PQM45289.1
PPEA01000655.1:1843-13854                                          
Mycobacterium talmoniae                                            

  ?  WXG RelA-SpoT Abhydrolase_8 Tox-Caspase Abhydrolase_8* Imm61   ?  

PWV55760.1
QGTG01000001.1:345927-348363                                       
Chitinophaga sp. S165                                              

  ?    ?  Tox-Caspase*   ?    ?  

PYJ97694.1
QHOE01000345.1:2404-12956                                          
Verrucomicrobia bacterium                                          

Flg_new_2 I-set Ig_3 Ig_3 Ig_3 Ig_3 Ig_3 Ig_3 Flg_new_2 RHS RHS_repeat RHS_repeat RHS RHS RHS Tox-Caspase* Peptidase_C39 AbiEi_2

PYK36466.1
QHPD01000006.1:1-7414                                              
Verrucomicrobia bacterium                                          

RCC1_2 RCC1 TSP3_bac YfiO Peptidase_C39 RHS RHS RHS RHS RHS Tox-Caspase*   ?  RHS YkuD

QIZ36313.1
CP040605.1:3888180-3894151                                         
Saccharopolyspora sp. ASAGF58                                      

Imm36 Imm36 WXG Tox-Caspase* T7SS_ESX_EspC YbaB_DNA_bd

QKV97469.1
CP054916.1:1920650-1925864                                         
Streptomyces sp. NA02950                                           

  ?    ?  Tox-Caspase* DUF6507 NAD-dep-oxidoreductase FAD_binding_8 Ferric_reduct

QLQ34308.1
CP059265.1:3895664-3899506                                         
Candidatus Thiothrix singaporensis                                 

RHS HTH_Tnp_1 HTH_21 rve rve_2   ?  RHS Tox-Caspase* RHS

QOD08275.1
CP061742.1:2280451-2290089                                         
Rathayibacter toxicus                                              

  ?    ?  RHS_repeat RHS CdiAC Tox-Caspase* PTSEIIA1 Peptidase_M23

RDL08902.1
QRAT01000001.1:2590377-2593537                                     
Streptomyces sp. HB202                                             

Ribonuc_L-PSP MarR-HTH Tox-Caspase*   ?  DDE_Tnp_1 DUF4096

REE97159.1
QTTT01000001.1:2882801-2892249                                     
Thermomonospora umbrina                                            

  ?    ?  Tox-Caspase CyaA-like CyaA-like Tox-Caspase ADPrib_exo_Tox*   ?    ?  

RHU81567.1
QUKW01000017.1:23040-29129                                         
Clostridium sp. OM08-29                                            

Phage_GP20   ?  MuF MPtase Tox-Caspase* Phage_prot_Gp6 Terminase-LS

RIV31598.1
QXEC01000041.1:3-19594                                             
Micromonospora radicis                                             

Tox-PL Tox-PL Gly Tox-Caspase Tox-Caspase Gly*   ?  MMPL MMPL

RJQ69483.1
QZFT01000078.1:73045-81315                                         
Pseudonocardiaceae bacterium YIM PH 21723                          

ARG Imm36 TNT T7SS_signal VWA Tox-Caspase*   ?    ?  

RSS83958.1
RPRY01000007.1:18778-33216                                         
Streptomyces sp. WAC06614                                          

PYNPase IG SPVB RHS RHS_repeat RHS HINT Tox-Caspase*   ?  Phage_integrase Phage_int_SAM_3

RYD70501.1
SEGV01002001.1:1-1400                                              
Verrucomicrobiaceae bacterium                                      

RHS Tox-Caspase*

SCH35661.1
FMER01000004.1:20733-23359                                         
uncultured Clostridium sp.                                         

MuF   ?  Tox-Caspase*   ?  Zip

SCX29827.1
FMUA01000028.1:22014-24823                                         
Ruminococcaceae bacterium P7                                       

Fic_N DOC BirA-HTH DUF4417 Tox-Caspase*   ?  

SFM54832.1
FOTX01000003.1:381029-404768                                       
Nocardia asteroides                                                

Imm36   ?  WXG Gly_rich_2 Tox-Caspase DEAM-CxE Tox-REase-6 Amelogenin*   ?  DUF6301

SFW28240.1
FPIS01000001.1:825973-836724                                       
Luteibacter sp. UNCMF366Tsu5.1                                     

  ?    ?  DUF6531 RHS_repeat RHS RHS_repeat RHS_repeat RHS Tox-Caspase* Subtilisin   ?  

SHE44488.1
FQVN01000001.1:93970-103769                                        
Streptoalloteichus hindustanus                                     

YbaB_DNA_bd WXG WXG Tox-Caspase Tox-ART-RSE*   ?  Imm36 TNT

SMC89988.1
FWXV01000002.1:715092-722602                                       
Kibdelosporangium aridum                                           

  ?    ?  Tox-Caspase Tox-ART-RSE Tox-Caspase RelA-SpoT*   ?    ?  

STP45941.1
UGFM01000001.1:2048641-2052612                                     
Escherichia coli                                                   

  ?  RHS RHS Tox-Caspase*   ?  Transcrip_reg TACO1_YebC_N

TBX74428.1
SJNO01000014.1:22558-25637                                         
Rhizobium laguerreae                                               

CobW_C cobW PEX-2N Tox-Caspase*   ?    ?  

TEA08735.1
PECL01000006.1:787058-792279                                       
Mycobacteroides salmoniphilum                                      

  ?  GAD-like T6SS_Tdi1_C Tox-Caspase AraC Ntox15*

TFV29850.1
SPNE01000002.1:12325-16375                                         
Streptomyces sp. T1317-0309                                        

  ?    ?  Tox-Caspase* RHS RHS

TWB33312.1
VITQ01000014.1:26445-36456                                         
Nitrospirillum viridazoti                                          

HTH_Tnp_1   ?  TGase TGase RHS RHS RHS RHS RHS Tox-Caspase* RHS   ?  

WP_147715642.1
NZ_VRXJ01000004.1:31522-43023                                      
Escherichia coli                                                   

Phage_GPD VgrG CNHydrolase T6SS_HCP Ivy DUF6531 RHS_repeat RHS_repeat RHS RHS_repeat RHS RHS Tox-Caspase*

WP_000352216.1
NZ_CAFD01000076.1:2001-6410                                        
Salmonella enterica subsp. salamae str. 3588/07                    

RHS Tox-Caspase*   ?    ?  

WP_195907256.1
NZ_RDTY01000045.1:1-4051                                           
Escherichia coli                                                   

  ?  HlyD_D23 Biotin_lipoyl_2 RHS Tox-DUF4347-Caspase*

WP_004521148.1
NZ_ACEO02000032.1:303-776                                          
Neisseria subflava NJ9703                                          

Tox-Caspase*

WP_232291901.1
NZ_CM001489.1:858326-862350                                        
Frankia sp. QA3                                                    

Inhibitor_I66 Acetylase   ?  Tox-Caspase*   ?  

WP_143538231.1
NC_009142.1:6115384-6147720                                        
Saccharopolyspora erythraea NRRL 2338                              

DUF3626   ?  p450 WXG Tox-Caspase Tox-Caspase Tox-Caspase PspA Tox-Caspase* Imm35 TOXIN-PL

WP_010314498.1
NZ_GL877882.1:1-4995                                               
Saccharopolyspora spinosa NRRL 18395                               

Tox-Caspase Tox-Caspase*   ?  POC2

WP_010315446.1
NZ_GL877883.1:45970-56181                                          
Saccharopolyspora spinosa NRRL 18395                               

ARG Tox-Caspase Acetylase* WXG T7SS_ESX_EspC ARG

WP_010315446.1
NZ_CP171362.1:8389575-8399855                                      
Saccharopolyspora spinosa                                          

Tox-Caspase Acetylase T7SS_ESX_EspC ARG ARG WXG

WP_157892139.1
NC_008278.1:4590971-4594669                                        
Frankia alni ACN14a                                                

Acetylase RicinB_lectin_2 Inhibitor_I66   ?  Tox-Caspase*

WP_011955102.1
NC_009523.1:398857-403905                                          
Roseiflexus sp. RS-1                                               

  ?  Tox-Caspase*   ?  TGase TgpA_N   ?  

WP_134522991.1
NZ_CACRUM010000021.1:1293-4954                                     
Roseburia intestinalis                                             

  ?  UDG-modifications halocin-C858 Tox-Caspase*   ?  DUF3482 Ntox7

WP_015618655.1
NC_021191.1:602547-637912                                          
Actinoplanes sp. N902-109                                          

  ?  Tox-Caspase TOXIN-PL Tox-Caspase Tox-Caspase* WXG DUF4106 DUF5585 Tox-Caspase DOC DOC WXG DOC   ?  

WP_015797035.1
NC_013131.1:9826938-9844469                                        
Catenulispora acidiphila DSM 44928                                 

  ?  WXG WXG Tox-PLOTU Gly Tox-Caspase Tox-Caspase*   ?    ?  

WP_041837181.1
NC_013093.1:7753291-7756521                                        
Actinosynnema mirum DSM 43827                                      

APH zf-TFIIB Tox-Caspase* WXG   ?  

WP_018163387.1
NZ_AQXZ01000019.1:787787-790597                                    
Smaragdicoccus niigatensis DSM 44881 = NBRC 103563                 

TetR_C_35 TetR-HTH   ?  Tox-Caspase*   ?    ?  

WP_155945573.1
NZ_KB895845.1:91867-105125                                         
Micromonospora sp. CNB394                                          

GlcNAc   ?  Tox-Caspase Tox-SERPEPTIDASE Tox-Caspase DUF6782*

WP_208941511.1
NZ_CP028291.1:3595716-3603566                                      
Paracidovorax avenae                                               

BPD_transp_1 TOBE HTH_1 RHS_repeat RHS Tox-Caspase* PAAR_motif DUF6531 RHS_repeat RHS RHS_repeat RHS_repeat SBP_bac_11

WP_026448798.1
NZ_KB913024.1:518812-525612                                        
Actinopolyspora mortivallis DSM 44261                              

YbaB_DNA_bd T7SS_ESX_EspC   ?  Peripla_BP_2 WXG Tox-Caspase Tox-CompNuc*

WP_020102936.1
NZ_KB911470.1:152524-160859                                        
Mycobacterium sp. 360MFTsu5.1                                      

  ?  WXG Tox-Caspase REAse-1* WXG Imm49 WXG

WP_023357730.1
NC_022657.1:525355-548103                                          
Actinoplanes friuliensis DSM 7358                                  

TOXIN-PL STox-19 PT-Rossmannoid STox-19 PT-Rossmannoid STox-19 MAP7 STox-19 E-RE Tox-Caspase Tox-ART-RSE Tox-Caspase E-RE Tox-ART-RSE*   ?    ?    ?    ?  

WP_023400567.1
NZ_AUSV01000086.1:342721-350425                                    
Pseudoalteromonas luteoviolacea 2ta16                              

LysE   ?  DUF6531 RHS RHS RHS_repeat RHS RHS Tox-Caspase* DOC   ?  

WP_024470467.1
NZ_AOTR01000422.1:169-961                                          
Treponema pedis isoM1224                                           

Tox-Caspase*

WP_028602273.1
NZ_AUGX01000010.1:314651-332183                                    
Ottowia thiooxydans DSM 14619                                      

TPS FilH FilH FilH FilH FilH FilH FilH FilH Fil_haemagg_2 Fil_haemagg_2 DUF6862 Tox-Caspase* Tox-RES   ?    ?  POTRA_2 ShlB

WP_084628157.1
NZ_KE386844.1:259-9325                                             
Silanimonas lenta DSM 16282                                        

LZ_Tnp_IS481 rve_3 RHS   ?  DUF6531 RHS_repeat RHS RHS_repeat RHS RHS Tox-Caspase*   ?  

WP_028787200.1
NZ_AUDS01000020.1:29914-33427                                      
Terrimonas ferruginea DSM 30193                                    

DUF4248 MicroscillaN Tox-Caspase* Amidase_2   ?    ?  

WP_157263297.1
NZ_JCKI01000005.1:105305-114805                                    
Pedobacter sp. R20-19                                              

Ribonuc_L-PSP   ?    ?    ?  FN3 COG6_N PBECR3 Tox-Caspase*

WP_029719957.1
NZ_AYJW01000009.1:62250-68882                                      
Saccharopolyspora rectivirgula DSM 43747                           

Imm36 WXG MIP-T3 Tox-Caspase Endonuclea_NS_2* T7SS_ESX_EspC Imm36 Mbetalac

WP_157437498.1
NZ_JOJL01000025.1:69855-96002                                      
Actinoplanes subtropicus                                           

YbaB_DNA_bd WXG GlcNAc   ?  WXG Tox-Caspase E-RE Tox-ART-VIP2 Spike_torovirin Tox-Caspase E-RE Tox-ART-RSE Tox-Caspase E-RE Tox-ART-RSE SAM-methylase Tox-Caspase E-RE Tox-ART-RSE Tox-Caspase*

WP_030473475.1
NZ_BBOJ01000035.1:63353-71691                                      
Lentzea aerocolonigenes                                            

WXG Tox-Caspase Tox-ART-RSE* YbaB_DNA_bd WXG100 Imm36 APH

WP_030759293.1
NZ_JODE01000037.1:197-6619                                         
Streptomyces sp. NRRL S-515                                        

Tox-Caspase*   ?  Beta-Prop DUF11   ?  

WP_030873792.1
NZ_JOIS01000091.1:200-3635                                         
Streptomyces sp. NRRL F-2747                                       

  ?  Tox-Caspase* Tox-HNH-DHNNK   ?    ?  

WP_031474675.1
NZ_FOZC01000025.1:2210-5178                                        
[Clostridium] aminophilum                                          

DUF4417 Tox-Caspase* Peptidase_M78   ?    ?  

WP_051798308.1
NZ_JNXY01000012.1:171449-174912                                    
Catenuloplanes japonicus                                           

  ?  FCD GntR-HTH zf-HC2   ?  Tox-Caspase*

WP_157241207.1
NZ_JNXY01000046.1:47928-62484                                      
Catenuloplanes japonicus                                           

Tox-Caspase WXG   ?    ?  Tox-Caspase Caspase*

WP_155267781.1
NZ_JEOB01000002.1:1342810-1346546                                  
Ruminococcus albus SY3                                             

  ?  FtsX FtsX Tox-Caspase*   ?    ?  

WP_234367426.1
NZ_CP021080.1:3721507-3725168                                      
Streptomyces pluripotens                                           

  ?    ?    ?  WXG Tox-Caspase*   ?  

WP_039809882.1
NZ_BAGD01000035.1:6682-15570                                       
Nocardia otitidiscaviarum NBRC 14405                               

  ?  WXG DMP1 MISS Tox-Caspase* Lar_restr_allev DnaJ_CXXCXGXG   ?  

WP_040745719.1
NZ_BAGL01000013.1:162999-168122                                    
Nocardia transvalensis NBRC 15921                                  

YbaB_DNA_bd   ?  WXG Tox-Caspase*   ?    ?  

WP_051161014.1
NZ_BAGL01000013.1:210646-219796                                    
Nocardia transvalensis NBRC 15921                                  

YbaB_DNA_bd WXG Tox-Caspase PolB-NTase AbiEii*   ?  AbiEi_4   ?  

WP_157171892.1
NZ_BAGA01000077.1:294452-297095                                    
Nocardia higoensis NBRC 100133                                     

  ?    ?    ?    ?  Tox-Caspase*

WP_242422281.1
NZ_CP079862.1:400241-407674                                        
Frankia sp. ArI3                                                   

  ?  TRD TRD EcoEI_R_C SF2-DUF3427A Alpha-2-MRAP_C HEPN   ?  Tox-Caspase*

WP_128423327.1
NZ_CP079862.1:5719394-5723048                                      
Frankia sp. ArI3                                                   

  ?    ?    ?    ?  Tox-Caspase*

WP_211275487.1
NZ_JZKF01000048.1:48780-71241                                      
Actinoplanes rectilineatus                                         

  ?    ?  MA STox-19 Tox-Caspase Tox-Caspase*

WP_078846789.1
NZ_CP009922.3:36838-43026                                          
Streptomyces xiamenensis                                           

Ribosomal_L32p DUF234 MNS-STAND DOC DUF4352 RHS Tox-Caspase*

WP_206743118.1
NZ_LDET01000006.1:1-1995                                           
Pseudomonas protegens                                              

  ?    ?  BrnT_toxin Tox-Caspase*

WP_049722419.1
NZ_LFIJ01000001.1:1893136-1909548                                  
Gilvimarinus polysaccharolyticus                                   

RHS CBM_6 CBM_6 CBM_6 CBM_6 DUF1566 DUF1566 IG PR-1 CarboxypepD_reg DUF1566 DUF1566 RHS RHS RHS Tox-Caspase* KAP_NTPase CxxCxxCC   ?  

WP_234344936.1
NZ_LGCQ01000080.1:2219-5405                                        
Streptomyces rimosus subsp. rimosus                                

  ?  DUF6283   ?  Tox-Caspase*

WP_152548562.1
NZ_JFJW01000139.1:13339-20437                                      
Cupriavidus sp. SK-4                                               

Phage_GPD VgrG T6SS_Vgr DUF2345   ?  Tox-Caspase* PAAR_motif DUF6531 RHS

WP_187299272.1
NZ_CP011801.1:3891237-3902508                                      
Nitrospira moscoviensis                                            

Methyltransf_25 TfoX_N LuxR-HTH Subtilisin RHS RHS RHS Tox-Caspase*

WP_053732660.1
NZ_LGDY01000058.1:216302-226167                                    
Nocardia sp. NRRL S-836                                            

  ?  WXG Tox-Caspase Tox-Caspase*   ?  YbaB_DNA_bd STY-kinase

WP_151022534.1
NZ_BAAAEB010000022.1:68178-82371                                   
Cupriavidus gilardii                                               

LysR_substrate Amidase D-Glu_cyclase oligo_HPY ABC_tran DUF4781 GLUCM-like_C Asp_Glu_race GLUCM-like_C Tox-Caspase*

WP_054291177.1
NZ_CP012752.1:4881578-4891298                                      
Kibdelosporangium phytohabitans                                    

WXG   ?  Tox-ART-RSE Tox-Caspase Saf4_Yju2 PolB-NTase PolB-NTase RelA-SpoT*   ?    ?  

WP_063125115.1
NZ_BDCT01000009.1:103383-122488                                    
Nocardia arizonensis                                               

DUF6301   ?  YbaB_DNA_bd   ?  WXG Chl-REase1 Tox-Caspase MscS_porin Tox-REase-6*

WP_055406585.1
NZ_LJPA01000005.1:193142-201522                                    
Frankia sp. ACN1ag                                                 

His_Phos_1 RnaseH   ?  Tox-Caspase* EcoEI_R_C SF2-DUF3427A CR-REase5 Alpha-2-MRAP_C HEPN TRD

WP_082517608.1
NZ_LMCQ01000022.1:159763-169914                                    
Variovorax sp. Root318D1                                           

MFS_1_like Phage_GPD VgrG T6SS_Vgr DUF2345   ?  DUF6531 RHS RHS RHS Tox-Caspase*   ?  

WP_056818344.1
NZ_LMFE01000007.1:316695-336314                                    
Nocardia sp. Root136                                               

DUF6301   ?  WXG Tox-Caspase HopA1 REAse-1 MPtase* YbaB_DNA_bd   ?  

WP_056818356.1
NZ_LMFE01000007.1:336844-352569                                    
Nocardia sp. Root136                                               

WXG Gly_rich_2 Tox-Caspase Tox-Deam-CxE Apolipoprotein MPtase*   ?    ?    ?  Imm36

WP_084787197.1
NZ_LMFE01000007.1:373485-381349                                    
Nocardia sp. Root136                                               

  ?    ?  TNT WXG SOG2 TOXIN-PL ART-EvpP Tox-Caspase*   ?  

WP_157378505.1
NZ_LOYM01000142.1:118636-126032                                    
Burkholderia ubonensis                                             

Lipase_chap RHS RHS Abhydrolase_1 Caspase*

WP_062394639.1
NZ_CP011853.1:4326801-4331865                                      
Gordonia phthalatica                                               

Inos-1-P_synth   ?  Tox-Caspase*   ?  Band_7_1 ZnR

WP_231110462.1
NZ_CM004192.1:1197182-1213669                                      
Burkholderia territorii                                            

LysR_substrate LysR_substrate Porin_4 OmpA DUF4781 Tox-Caspase Tox-Caspase Tox-Caspase LysM*

WP_186442530.1
NZ_HG424466.1:23051-30496                                          
Lysobacter antibioticus HS124                                      

DSBA   ?    ?  RHS_repeat RHS RHS_repeat RHS_repeat RHS RHS Tox-Caspase*   ?  

WP_235613514.1
NZ_BDQI01000004.1:47638-54103                                      
Streptomyces olivochromogenes                                      

  ?  PMSR TPR TPR AP-ATPase WXG Tox-Caspase*   ?  

WP_132369718.1
NZ_BDAX01000021.1:184793-190473                                    
Nocardia alba NBRC 108234                                          

  ?    ?    ?  Tox-Caspase*   ?  

WP_195126275.1
NZ_CP107943.1:7519343-7529957                                      
Nocardia puris                                                     

Peptidase_M24 GATase_3 CbiA WXG Cytadhesin_P30 Cytadhesin_P30 Tox-Caspase*   ?  Imm49

WP_067561563.1
NZ_BDAW01000002.1:15801-24986                                      
Nocardia acidivorans NBRC 108247                                   

  ?  Imm36 WXG Gly_rich_2 CyaA-like Tox-Caspase Endonuclea_NS_2* TF_Zn_Ribbon   ?  

WP_169812678.1
NZ_BDAW01000094.1:9704-18207                                       
Nocardia acidivorans NBRC 108247                                   

WXG   ?    ?    ?  WXG MPtase TF2SDOMAIN2 Tox-ART-VIP2 CyaA-like Tox-Caspase RNAse_A_bac*

WP_067711935.1
NZ_BDCD01000013.1:51643-59775                                      
Nocardia yamanashiensis NBRC 100130                                

  ?  WXG Tox-ParBL1 RelA-SpoT Tox-RelA Tox-Caspase* WXG   ?    ?  

WP_067813465.1
NZ_BCQR01000021.1:26790-39192                                      
Actinomadura kijaniata NBRC 14229                                  

YbaB_DNA_bd WXG WXG Gly_rich_2 Tox-Caspase REAse-1 ADPrib_exo_Tox DUF4813 Tox-Caspase ADPrib_exo_Tox Tox-Caspase Tox-REase-6* DUF6301 TY-Chap3

WP_067830130.1
NZ_BDBK01000019.1:100294-107312                                    
Nocardia inohanensis NBRC 100128                                   

  ?  WXG Tox-ART-VIP2 Tox-DUF4347-Caspase* Imm36   ?    ?  

WP_067854474.1
NZ_CP011502.1:607198-615295                                        
Aeromicrobium erythreum                                            

  ?  Beta-helix DUF6531 RHS_repeat RHS_repeat RHS_repeat RHS RHS RHS RHS_repeat RHS RHS Tox-Caspase*   ?    ?  

WP_067860989.1
NZ_BDBT01000015.1:7590-16053                                       
Nocardia shimofusensis NBRC 100134                                 

  ?  WXG SAM-methylase Tox-Caspase*   ?    ?    ?  

WP_084525051.1
NZ_BDCC01000007.1:347291-356130                                    
Nocardia vaccinii NBRC 15922                                       

  ?  PknG_rubred WXG DUF5585 Tox-Caspase ADPrib_exo_Tox Gln_amidase*   ?    ?  

WP_067914268.1
NZ_KQ954247.1:18392-33504                                          
Novosphingobium fuchskuhlense                                      

Bac_export_3 DUF6531 RHS RHS RHS RHS_repeat RHS RHS RHS RHS RHS RHS RHS LysM Tox-Caspase* Phage_AlpA   ?    ?  

WP_067982142.1
NZ_BDBE01000029.1:126862-140446                                    
Nocardia caishijiensis NBRC 108228                                 

YbaB_DNA_bd   ?  WXG DUF5585 Tox-Caspase CyaA-like Tox-Caspase PolB-NTase ART-RSE Tox-Caspase REAse-6* DUF6301 TY-Chap3

WP_070913456.1
NZ_MLIC01000010.1:50565-63523                                      
Mycobacteroides saopaulense                                        

YbaB_DNA_bd WXG Stv Abhydrolase_8 Tox-Caspase REAse-1* Imm49 WXG   ?  

WP_075934775.1
NZ_MSXW01000029.1:107-7755                                         
Pseudomonas sp. PA27(2017)                                         

TPS FilH FilH FilH Fil_haemagg_2 DUF637N DUF637 Tox-Caspase*   ?    ?  

WP_076452867.1
NZ_FTOJ01000014.1:9371-13860                                       
Chryseobacterium piscicola                                         

  ?  WYL Tox-Caspase*   ?  GldN Tic110 MicroscillaN Tox-MPTase4

WP_076691918.1
NZ_CALBSP010000046.1:42931-48518                                   
Microbacterium aurum                                               

Tox-Caspase* START Penicil_amidase TetR-HTH   ?  

WP_168170365.1
NZ_MUNT01000007.1:253674-262911                                    
Rhodanobacter sp. C03                                              

DUF4123 Glyoxalase   ?  VgrG Phage_GPD DUF6531 RHS RHS RHS RHS RHS Tox-Caspase*

WP_165755712.1
NZ_MZGX01000010.1:1-4959                                           
Ruminiclostridium hungatei                                         

  ?  RHS Ntox47 RHS RHS Tox-Caspase*

WP_162240459.1
NZ_LMMC01000029.1:28334-36909                                      
Acidovorax sp. Leaf84                                              

DUF6531 RHS RHS RHS RHS_repeat RHS G_glu_transpept   ?    ?  RHS Tox-Caspase*

WP_083031361.1
NZ_AP022618.1:2713949-2724441                                      
Mycolicibacterium insubricum                                       

  ?  WXG Abhydrolase_8 Tox-Caspase AraC FBF1 Ntox15* YbaB_DNA_bd GAD-like   ?  

WP_084241532.1
NZ_FWXT01000006.1:29874-38861                                      
Pedobacter africanus                                               

  ?  DUF6443 RHS Tox-Caspase*   ?  ComP_DUS SPVB RHS DUF5977

WP_084992192.1
NZ_CP015362.1:2175785-2184671                                      
Streptomyces sp. S8                                                

TPR_MalT DUF6531 RHS RHS_repeat RHS_repeat RHS_repeat RHS RHS RHS_repeat RHS Tox-Caspase* PR-1 MeaB   ?  

WP_114717897.1
NZ_CADFGO010000001.1:740514-752311                                 
Trinickia caryophylli                                              

GDP_Man_Dehyd ADH_zinc_N ADH_N Receiver ABC_tran ABC_membrane   ?  DUF4781 Tox-Caspase Tox-Caspase*

WP_209707276.1
NZ_JAGIOO010000001.1:5465136-5474736                               
Crossiella equi                                                    

YbaB_DNA_bd IU_nuc_hydro   ?    ?  WXG IIGP-C Tox-Caspase Tox-ART-RSE Pro-rich Tox-Caspase PI3_PI4_kinase*

WP_143750122.1
NZ_FCOB02000034.1:63300-71946                                      
Caballeronia ptereochthonis                                        

DUF2169 Tox-PAAR-like LysR_substrate Sugar_tr DUF6531 RHS RHS RHS Tox-Caspase*

WP_087049471.1
NZ_FCOB02000042.1:13617-21765                                      
Caballeronia ptereochthonis                                        

CYTH DUF6531 RHS RHS_repeat RHS_repeat RHS_repeat RHS Tox-Caspase* UDG Flavodoxin_2 Peptidase_M61_N Peptidase_M61 PDZ

WP_179271636.1
NZ_FZOR01000021.1:96391-109957                                     
Actinomadura meyerae                                               

  ?    ?  WXG YbaB_DNA_bd WXG MPtase Tox-Caspase ADPrib_exo_Tox Tox-Caspase Endonuclea_NS_2 Tox-RelA Tox-Caspase Tox-ART-RSE*

WP_089917844.1
NZ_FOFV01000007.1:66779-72695                                      
Lentzea albida                                                     

Imm36 WXG Tox-Caspase* WXG Imm36 YbaB_DNA_bd

WP_090054470.1
NZ_FNCC01000013.1:76412-82319                                      
Lentzea fradiae                                                    

T7SS_ESX_EspC WXG DUF4813 Tox-Caspase Tox-NucA* Imm36 YbaB_DNA_bd Imm36

WP_143023026.1
NZ_FNIX01000031.1:12788-30849                                      
Lentzea jiangxiensis                                               

  ?    ?    ?  WXG Tox-Caspase E-RE Tox-ART-VIP2 E-RE*   ?  

WP_170275643.1
NZ_CP041743.1:65957-82133                                          
Paraburkholderia megapolitana                                      

FliP Lysozyme Bac_export_2 Bac_export_1 DUF4781 Tox-Caspase Tox-Caspase LysM*

WP_091281722.1
NZ_FMCW01000017.1:61551-79595                                      
Micromonospora haikouensis                                         

YbaB_DNA_bd WXG WXG Tox-Caspase E-RE Tox-ART-RSE Tox-Caspase E-RE Tox-ART-RSE Tox-Caspase TRANSGLUTAMINASE-TOXIN Tox-Caspase Tox-Caspase*   ?    ?  

WP_175482632.1
NZ_FMZZ01000001.1:626907-635409                                    
Actinokineospora iranica                                           

  ?    ?  Imm36 TNT   ?  Tox-ART-RSE Tox-Caspase CdiA Tox-Caspase Tox-RelA*

WP_091524402.1
NZ_LT629772.1:2381694-2393579                                      
Microlunatus soli                                                  

  ?  Tox-Caspase* ZnR PDZ Trypsin   ?  Zeta_toxin Tox-Caspase CDC27* ZnR Peptidase_M48   ?  VirD4-TraG

WP_092544441.1
NZ_BOMJ01000048.1:15946-50177                                      
Actinoplanes derwentensis                                          

YbaB_DNA_bd WXG Tox-PLOTU TOXIN-PL TOXIN-PL STox-19 PT-Rossmannoid Tox-PLOTU Tox-Caspase E-RE Tox-Caspase Tox-PLOTU Tox-Caspase E-RE Tox-Caspase Tox-Caspase E-RE Tox-Caspase Tox-ART-RSE E-RE Tox-Caspase Tox-ART-VIP2 Inhibitor_I36   ?    ?  

WP_092544441.1
NZ_LT629758.1:2683484-2717715                                      
Actinoplanes derwentensis                                          

YbaB_DNA_bd WXG Tox-PLOTU TOXIN-PL TOXIN-PL STox-19 PT-Rossmannoid Tox-PLOTU Tox-Caspase E-RE Tox-Caspase Tox-PLOTU Tox-Caspase E-RE Tox-Caspase Tox-Caspase E-RE Tox-Caspase Tox-ART-RSE E-RE Tox-Caspase Tox-ART-VIP2* Inhibitor_I36   ?    ?  

WP_157751736.1
NZ_LT629758.1:5041112-5074812                                      
Actinoplanes derwentensis                                          

YbaB_DNA_bd   ?    ?  WXG DUF5585 PT-Rossmannoid STox-19 PT-Rossmannoid PT-Rossmannoid Tox-Caspase E-RE Tox-Caspase PT-Rossmannoid PT-Rossmannoid STox-19 Tox-Caspase Tox-Caspase*   ?  

WP_218157658.1
NZ_FNOK01000066.1:32128-50555                                      
Saccharopolyspora shandongensis                                    

  ?  Gln_deamidase_2 STox-19 Tox-Caspase MscS_porin Tox-Caspase Tox-Caspase*   ?  Exop_C HSP70

WP_177319838.1
NZ_FONV01000008.1:223892-250641                                    
Actinoplanes philippinensis                                        

  ?    ?  YbaB_DNA_bd WXG PT-Rossmannoid STox-19 PT-Rossmannoid PT-Rossmannoid Tox-Caspase Tox-Caspase*   ?  

WP_093940166.1
NZ_CP022521.1:880663-890543                                        
Actinoalloteichus hoggarensis                                      

Imm36 Imm36 WXG Tox-Caspase Endonuclea_NS_2* Imm36 WXG

WP_231977345.1
NZ_LT907981.1:3602308-3606205                                      
Streptomyces sp. 2323.1                                            

His-Kinase HisKA HAMP   ?  WXG   ?  WXG Tox-Caspase*

WP_096497133.1
NZ_CP023445.1:7596714-7605714                                      
Actinosynnema pretiosum                                            

YbaB_DNA_bd WXG WXG DUF637 SMAD Tox-Caspase Tox-ART-RSE* Tox-ART-RSE Imm36

WP_143670808.1
NZ_OCSW01000001.1:8092771-8109715                                  
Streptomyces sp. OV198                                             

LamininG RicinB-lectin IG   ?  SPVB BULBLECTIN RHS RHS RICIN RHS Tox-Caspase*   ?    ?  

WP_097329097.1
NZ_OBDY01000050.1:10592-14160                                      
Paractinoplanes atraurantiacus                                     

T7SS_ESX_EspC WXG Tox-Caspase*   ?  MFS_3 YbaB_DNA_bd

WP_098514042.1
NZ_JBIAKZ010000012.1:490-3386                                      
Amycolatopsis sulphurea                                            

DDE_3 HTH_33 RHS Tox-Caspase*   ?  

WP_139022814.1
NZ_PDZH01000012.1:22803-30213                                      
Chitinimonas sp. BJB300                                            

PBPB TPR   ?  sortase Tox-Caspase*   ?  

WP_101830534.1
NZ_FZMO01000050.1:7574-11347                                       
Frankia canadensis                                                 

  ?  Tox-Caspase* MNS-STAND CR-ATPase9   ?  

WP_146108208.1
NZ_CP154825.1:6611966-6619753                                      
Actinokineospora auranticolor                                      

MFS_1   ?  Imm36 Ntox40 SseB Tox-Caspase* adh_short

WP_112669107.1
NZ_PXXW01000014.1:10626-20188                                      
Micromonospora saelicesensis                                       

  ?  WXG Tox-Caspase* STY-kinase DEAD Helicase_C MZB REase   ?  YbaB_DNA_bd

WP_115927156.1
NZ_QNVV01000003.1:22223-30404                                      
Chryseobacterium pennipullorum                                     

  ?    ?  MicroscillaN Tox-Caspase*   ?    ?  

WP_184690097.1
NZ_JACHJC010000001.1:3550844-3572270                               
Micromonospora echinospora                                         

Imm35   ?  WXG YbaB_DNA_bd WXG PT-Rossmannoid Tox-Caspase ATG16 DUF6531 RHS_repeat RHS_repeat RHS RHS TOXIN-PL DUF6531 RHS_repeat RHS_repeat RHS_repeat RHS*

WP_116795382.1
NZ_QENX01000001.1:200522-215458                                    
Flavobacterium sp. 103                                             

SprB SprB SprB SprB SprB SprB SprB SprB SprB SprB SprB SprB Por_Secre_tail OmpA-beta-barrel FN3 Tox-Caspase*   ?    ?  

WP_117680382.1
NZ_QSRJ01000018.1:27633-33325                                      
Collinsella tanakaei                                               

  ?    ?  Phage_min_cap2 Tox-Caspase* Phage-portal Terminase-SS Terminase-LS

WP_119324432.1
NZ_AP025739.1:1625464-1635367                                      
Capsulimonas corticalis                                            

RHS RHS Tox-Caspase* Malectin RHS RHS Tox-HNHGH-E   ?    ?  PAIREDC-HTH

WP_120410070.1
NZ_RAZG01000147.1:994-3466                                         
Roseburia sp. 1XD42-69                                             

  ?  Tox-Caspase*   ?    ?    ?  

WP_120740236.1
NZ_CP032568.1:5373848-5384628                                      
Nocardia yunnanensis                                               

  ?  Pentapeptide Pentapeptide WXG MPtase MPtase Tox-ART-VIP2 Tox-Caspase MIP-T3 CyaA-like* YbaB_DNA_bd   ?  

WP_120741218.1
NZ_CP032568.1:6004379-6017206                                      
Nocardia yunnanensis                                               

  ?  WXG Abhydrolase_8 Tox-ART-VIP2 ADPrib_exo_Tox Tox-Caspase* Imm36 Imm36   ?  Imm36

WP_125093069.1
NZ_RSAA01000035.1:491605-503878                                    
Saccharopolyspora rhizosphaerae                                    

WXG Tox-Caspase Pro-rich Tox-ART-RSE* T7SS_ESX_EspC ARG ARG YbaB_DNA_bd ARG ARG

WP_126022053.1
NZ_RXFT01000004.1:381554-396145                                    
Variovorax guangxiensis                                            

SBP_bac_5 DUF4781 Tox-Caspase* FliP FliMN_C FliMN_C HTH_18

WP_127337372.1
NZ_QWDM01000003.1:127931-138274                                    
Flavobacterium cupreum                                             

SPVB Concanavalin-like RHS RHS RHS Tox-Caspase*   ?    ?  

WP_130343732.1
NZ_SGWQ01000003.1:15525-25411                                      
Herbihabitans rhizosphaerae                                        

YbaB_DNA_bd   ?  WXG Tox-EDA39C TOXIN-PL Tox-Caspase GT4-conflict*   ?  GT4

WP_130540214.1
NZ_CP042431.1:5841354-5845964                                      
Pseudobacter ginsenosidimutans                                     

Phage_integrase Phage_int_SAM_1 Phage_integrase RHS Tox-Caspase*   ?  DUF6617

WP_131051001.1
NZ_SISL01000003.1:310-56444                                        
Verrucosispora sp. SN26_14.1                                       

Tox-Caspase Tox-Caspase SAM-methylase* TOXIN-PL FtsK FtsK FtsK

WP_131167550.1
NZ_SDMQ01000004.1:68672-72827                                      
Propioniciclava sinopodophylli                                     

TetR-HTH FAD_binding_3 Tox-Caspase* ab-Hydrolase   ?  

WP_131462927.1
NZ_SJJY01000004.1:114718-122906                                    
Kribbella speibonae                                                

Bac_luciferase Hemerythrin DUF6308 DUF6531 RHS RHS RHS Tox-Caspase*   ?    ?  

WP_131736230.1
NZ_CAACVB010000011.1:18560-50109                                   
Actinomadura roseirufa                                             

Imm36   ?  WXG MPtase Bin2_C Tox-Caspase Tox-Caspase Tox-Caspase Tox-Caspase Tox-Caspase Tox-Caspase Tox-Caspase Tox-Caspase Tox-Caspase Tox-Caspase Tox-Caspase Tox-Caspase Tox-Caspase Tox-Caspase Tox-Caspase Tox-Caspase Tox-Caspase Tox-Caspase Tox-Caspase Tox-Caspase Tox-Caspase Tox-Caspase Tox-Caspase Tox-Caspase Tox-Caspase Tox-Caspase Tox-Caspase Tox-Caspase Tox-Caspase* WXG YbaB_DNA_bd

WP_131736236.1
NZ_CAACVB010000011.1:50684-60766                                   
Actinomadura roseirufa                                             

  ?    ?  WXG Tox-Caspase Tox-ART-RSE Tox-Caspase Tox-ART-RSE* WXG YbaB_DNA_bd

WP_131760980.1
NZ_CAACUY010000139.1:12401-23894                                   
Actinomadura fibrosa                                               

DUF6406 DUF6406 MPtase MIP-T3 Tox-Caspase ADPrib_exo_Tox Tox-Caspase Tox-NucA Tox-Caspase Peptidase_C2*

WP_132624340.1
NZ_SMKV01000020.1:133-7728                                         
Saccharopolyspora aridisoli                                        

Tox-Caspase Tox-ART-RSE* ARG   ?  

WP_132975448.1
NZ_SMAO01000001.1:595431-605252                                    
Thiobaca trueperi                                                  

ZnR RCC1 RCC1 RCC1 RCC1 RCC1 RCC1 RCC1 LRR LRR Flg_new_2 DUF6531 RHS RHS_repeat RHS_repeat RHS_repeat RHS_repeat RHS RHS Tox-Caspase* DUF1778 Acetylase HSP70

WP_133645570.1
NZ_SMRO01000001.1:564249-580829                                    
Paraburkholderia flava                                             

FliP Lysozyme DUF4781 Tox-Caspase LysM*   ?    ?  

WP_133797686.1
NZ_SOCA01000028.1:86-3661                                          
Prosthecobacter fusiformis                                         

  ?    ?  Tox-Caspase*   ?    ?  

WP_133804543.1
NZ_SNWQ01000023.1:63911-67693                                      
Kribbella caucasensis                                              

Tox-Caspase*   ?  RHS RHS_repeat RHS_repeat RHS_repeat RHS NUE RHS

WP_166661469.1
NZ_SNWR01000002.1:2358475-2383295                                  
Paractinoplanes brasiliensis                                       

YbaB_DNA_bd   ?    ?    ?  WXG Cornifin Tox-Caspase TIMbarrel Tox-Caspase*

WP_203720650.1
NZ_BOMD01000052.1:176-20149                                        
Paractinoplanes brasiliensis                                       

  ?    ?  Tox-Caspase CfAFP TIMbarrel Tox-Caspase Deaminase Tox-Caspase Deaminase Tox-Caspase Deaminase Tox-Caspase*

WP_166664473.1
NZ_SOCP01000024.1:81400-93314                                      
Actinophytocola oryzae                                             

iHEPN-DUF4129 Transglut_core TgpA_N   ?    ?  WXG DEAM-CxE SOBP Amelogenin Tox-Caspase Tox-Caspase* YbaB_DNA_bd

WP_168796365.1
NZ_SRXX01000010.1:584-10774                                        
Flagellimonas onchidii                                             

  ?    ?  IG IG SprB SprB SprB SprB Ig_2 Por_Secre_tail FN3 Tox-Caspase*

WP_138447595.1
NZ_VBUT01000004.1:1-5984                                           
Nocardia cyriacigeorgica                                           

  ?  Tox-Caspase Endonuclea_NS_2* SUKH-SMI1   ?    ?  

WP_211370799.1
NZ_VCKY01000311.1:5913-10730                                       
Nonomuraea turkmeniaca                                             

  ?  RHS RHS RHS Tox-Caspase* HTH_23 HTH_33

WP_148240306.1
NZ_CP040695.2:445606-450361                                        
Nocardioides sp. S-1144                                            

Bac_luciferase   ?    ?    ?  Tox-Caspase*

WP_140814205.1
NZ_VFSG01000001.1:855512-857785                                    
Streptococcus xiaochunlingii                                       

Tox-Caspase*   ?    ?  RHS RHS

WP_141233630.1
NZ_HG424604.1:1-1482                                               
Lysobacter antibioticus HS124                                      

  ?  RHS Tox-Caspase*

WP_142932579.1
NZ_ML660166.1:423824-435360                                        
Aliikangiella coralliicola                                         

Y1_Tnp   ?  BetaPropeller SPVB BetaPropeller RHS RHS RHS Tox-Caspase* Arginase DNA_alkylation

WP_145670323.1
NZ_VIWO01000004.1:24741-38455                                      
Chitinophaga polysaccharea                                         

IG RHS   ?  DUF6443 RHS RHS Tox-Caspase*   ?  HTH

WP_146262159.1
NZ_SELG01000032.1:243231-247869                                    
Apibacter muscae                                                   

  ?  DUF4280 Tox-Caspase*   ?  Herpes_U30 MlaD   ?  

WP_146525145.1
NZ_SJPV01000002.1:209138-214049                                    
Novipirellula artificiosorum                                       

  ?  RHS Tox-Caspase*   ?    ?  Phage_int_SAM_4 Phage_integrase

WP_217616536.1
NZ_JAGXJG010000050.1:16683-19944                                   
Cellulomonas sp. GbtcB1                                            

  ?    ?  WXG Tox-Caspase* T7SS_ESX_EspC YbaB_DNA_bd

WP_222711581.1
NZ_VRYZ01000015.1:155-3685                                         
Parahaliea aestuarii                                               

VIT RHS Tox-Caspase* RHS cHTH

WP_188317097.1
NZ_VUOB01000109.1:1875-8134                                        
Solihabitans fulvus                                                

Imm36 Imm36 T7SS_ESX_EspC WXG Transpeptidase Cytadhesin_P30 SMAD Tox-Caspase*

WP_150067106.1
NZ_VWPH01000006.1:148451-157764                                    
Saccharopolyspora hirsuta                                          

T7SS_ESX_EspC WXG SseC VWA VWA Tox-Caspase Tox-ART-RSE*   ?  YbaB_DNA_bd ARG

WP_150069680.1
NZ_VWPH01000014.1:134733-141865                                    
Saccharopolyspora hirsuta                                          

YbaB_DNA_bd WXG Tox-Caspase REAse-6* SUFU Imm49 WXG

WP_150404144.1
NZ_VXLC01000012.1:1-19868                                          
Nocardia colli                                                     

  ?  Tox-PL Tox-REase-6 Tox-PL Tox-Caspase Mitofilin HV_Gp350_C-term STYKinase-like STYKinase-like*   ?  PPP1-HTH

WP_229878515.1
NZ_BMSQ01000001.1:772119-775697                                    
Streptomyces spectabilis                                           

  ?    ?    ?  DUF6507 WXG Tox-Caspase*

WP_151087956.1
NZ_CP044285.1:2469362-2479129                                      
Hymenobacter baengnokdamensis                                      

RHS Tox-Caspase*   ?  OmpH DUF6443 LamininG RHS RHS   ?  

WP_151470687.1
NZ_WBKG01000016.1:54706-58584                                      
Streptomyces triticiradicis                                        

HTH DUF5753 DUF397 WXG PGPGW Tox-Caspase*   ?    ?  

WP_153338839.1
NZ_WEGI01000001.1:672776-686009                                    
Nocardia aurantia                                                  

  ?  WXG Tox-PL Tox-ART-VIP2 Tox-Caspase Zeta_toxin GT4*   ?  WXG GT4 Zeta_toxin

WP_153414924.1
NZ_WEGK01000017.1:112231-119789                                    
Nocardia macrotermitis                                             

WXG WXG Tox-Caspase REAse-1* Imm49 YbaB_DNA_bd   ?  

WP_227834241.1
NZ_WEGK01000038.1:1402-6445                                        
Nocardia macrotermitis                                             

  ?    ?  Tox-ART-VIP2 Tox-Caspase DUF4045 Tox-ART-VIP2*   ?  

WP_153805585.1
NZ_WJIC01000006.1:22585-33740                                      
Nocardia sp. SYP-A9097                                             

  ?  WXG Abhydrolase_8 TOXIN-PL ADPrib_exo_Tox Tox-Caspase*   ?    ?  Imm36

WP_154379815.1
NZ_WKJJ01000020.1:155-4619                                         
Pseudoduganella rivuli                                             

RHS RHS Tox-Caspase* ANK GST_N GST_C

WP_205946477.1
NZ_VUMM01000016.1:15264-18050                                      
Floccifex porci                                                    

YjcQ   ?    ?    ?  MuF Tox-Caspase*

WP_170305906.1
NZ_WNLA01000037.1:15299-21201                                      
Pseudoduganella ginsengisoli                                       

  ?    ?  RHS RHS Tox-Caspase* RHS STox-39 2HCT

WP_156077566.1
NZ_JNXC01000052.1:19883-27138                                      
Saccharothrix sp. NRRL B-16314                                     

  ?    ?  Tox-ART-RSE Pro-rich Tox-Caspase* Imm36   ?  

WP_157613590.1
NZ_CP046622.1:2522357-2526701                                      
Variovorax paradoxus                                               

TraI-VirD2-RCRE RHS Tox-Caspase*   ?    ?    ?  

WP_201800051.1
NZ_WXTX01000031.1:1691-6167                                        
Andreprevotia sp. IGB-42                                           

RHS   ?    ?  RHS Tox-Caspase* RHS

WP_159792017.1
NZ_WTYM01000026.1:44154-64415                                      
Croceibacterium salegens                                           

HTH_36 SpvB BetaPropeller TcdB_toxin_midC RHS Tox-Caspase*   ?  VRP1 ABC_toxin_N Neuraminidase TcA_TcB_BD   ?  

WP_161103161.1
NZ_JBHLYI010000001.1:627672-634329                                 
Actinomadura rayongensis                                           

PBPII HTH_1   ?  DUF6531 RHS RHS RHS Tox-Caspase* Methyltransf_11   ?  

WP_161684380.1
NZ_JAAALO010000001.1:973653-1005366                                
Micromonospora rubida                                              

  ?  Subtilisin STox-19 HrpB7 Tox-Caspase MscS_porin*   ?  YbaB_DNA_bd

WP_161689729.1
NZ_JAAALO010000005.1:361619-379887                                 
Micromonospora rubida                                              

Lectin_legB WXG Tox-Caspase Tox-Caspase*   ?    ?  Sigma70_r2 Sigma70_r4

WP_164298456.1
NZ_JAAGLW010000067.1:7883-12828                                    
Streptomyces sp. SID13588                                          

WXG   ?  WXG Tox-Caspase*   ?  APH

WP_165204224.1
NZ_CP049143.1:3017306-3031799                                      
Roseimicrobium sp. ORNL1                                           

HIN-HTH RCC1_2 RCC1_2 RCC1 RCC1 RCC1 RCC1 RCC1 RCC1 RCC1 RCC1 RCC1 RCC1_2 Big_7 Beta_helix TSP3_bac Beta_helix TSP3_bac Pectinesterase Beta_helix BetaPropeller Peptidase-C39 RHS RHS RHS RHS_repeat RHS Glucodextran_B RHS Tox-Caspase*   ?  DUF932

WP_165988053.1
NZ_WTLH01000127.1:13098-18165                                      
Streptomyces sp. YIM 98790                                         

  ?    ?  VirB2 DUF6531 RHS_repeat RHS_repeat RHS_repeat RHS_repeat RHS RHS Tox-Caspase*

WP_167253542.1
NZ_JAAOYS010000002.1:657497-665938                                 
Dyella sp. SG562                                                   

PSCyt1 Beta_helix OMP-BB DUF6531 RHS RHS RHS RHS Tox-Caspase*   ?    ?  

WP_167485160.1
NZ_CP046173.1:1131891-1143208                                      
Nocardia terpenica                                                 

  ?  Imm49 WXG PolB-NTase GT4 GT4 Tox-Caspase* YbaB_DNA_bd T7SS_ESX_EspC

WP_173140185.1
NZ_JAAATY010000030.1:33944-43541                                   
Kibdelosporangium persicum                                         

YbaB_DNA_bd WXG WXG Tox-Caspase Tox-ART-RSE Tox-Caspase Tox-RelA*   ?  Imm36

WP_180914593.1
NZ_CP059165.1:4423142-4432995                                      
Mycobacterium vicinigordonae                                       

  ?  WXG WXG Abhydrolase_8 Tox-Caspase PolB-NTase*   ?    ?  

WP_181699448.1
NZ_JACBIU010000025.1:33850-45263                                   
Nocardia sp. GTS18                                                 

  ?    ?  WXG Tox-RelA Tox-PL Tox-Caspase DEAM-CxE CyaA-like Tox-ParBL1 RelA-SpoT*   ?    ?  

WP_182546240.1
NZ_JACGWZ010000007.1:81891-89340                                   
Halosaccharopolyspora lacisalsi                                    

ARG ARG WXG*   ?  DUF6319 ARG

WP_184476312.1
NZ_JACHIV010000001.1:165237-174880                                 
Saccharopolyspora gloriosae                                        

T7SS_ESX_EspC WXG Tox-Caspase Tox-ART-RSE* ARG YbaB_DNA_bd ARG

WP_184532643.1
NZ_JACHJW010000001.1:804727-834636                                 
Micromonospora polyrhachis                                         

Sigma70_r2 Sigma70_r4   ?  WXG Tox-Caspase Tox-Caspase Tox-Caspase Tox-Caspase Tox-Caspase Tox-Caspase Tox-Caspase Tox-Caspase Tox-Caspase* WXG   ?  

WP_184665740.1
NZ_BAABAI010000004.1:76981-85058                                   
Saccharothrix violaceirubra                                        

Imm36 Tox-ART-RSE WXG Tox-Caspase Tox-ART-RSE* WXG YbaB_DNA_bd

WP_184690779.1
NZ_JACHJN010000003.1:763161-772052                                 
Saccharothrix tamanrassetensis                                     

Imm36 Ntox40 SseB   ?  Tox-ART-RSE Tox-Caspase THF_DHG_CYH THF_DHG_CYH_C*   ?  WXG

WP_184732268.1
NZ_JACHIW010000002.1:2125649-2131203                               
Saccharopolyspora phatthalungensis                                 

DUF397 Tox-Caspase* DUF397

WP_184733077.1
NZ_JACHIW010000004.1:3845-71832                                    
Saccharopolyspora phatthalungensis                                 

WXG WXG WXG Tox-Caspase Tox-Caspase POC3 Tox-Caspase* CutA1   ?  

WP_186945247.1
NZ_JACOGF010000001.1:155425-163071                                 
Undibacterium hunanense                                            

  ?    ?  Big_7 Big_7 RHS Tox-Caspase* RHS RHS DUF6531 RHS

WP_187219547.1
NZ_JABVED010000003.1:350027-357531                                 
Actinokineospora xionganensis                                      

  ?    ?  Tox-ART-RSE Tox-Caspase APH*   ?  WXG

WP_187246209.1
NZ_BAAAOK010000015.1:512686-520086                                 
Actinomadura alba                                                  

DUF6301   ?  WXG Tox-Caspase Tox-REase-6 DUF3626* WXG YbaB_DNA_bd

WP_188829825.1
NZ_BMMW01000003.1:257891-275278                                    
Nocardia camponoti                                                 

  ?  Imm36 WXG Tox-Caspase PspA Collagen*   ?    ?  

WP_189006360.1
NZ_BMOD01000023.1:173-13951                                        
Deinococcus roseus                                                 

RHS RHS RHS Tox-Caspase*   ?  Sortilin-Vps10 Sortilin-Vps10

WP_189030513.1
NZ_BMNE01000004.1:560346-582991                                    
Nocardia rhizosphaerihabitans                                      

  ?  YbaB_DNA_bd WXG Tox-Caspase HopA1 HopA1 Tox-REase-6 MPtase MISS*   ?  DUF6301

WP_189226221.1
NZ_BMRG01000014.1:172087-174590                                    
Saccharothrix coeruleofusca                                        

Penicillinase_R   ?  Tox-Caspase*   ?  HTH_Tnp_1

WP_229834290.1
NZ_BMWB01000019.1:30877-38126                                      
Streptomyces xantholiticus                                         

  ?    ?    ?  Imm50 T7SS_signal DUF6531 RHS_repeat RHS RHS RHS_repeat RHS RHS Tox-Caspase*

WP_229845277.1
NZ_BMVB01000047.1:2489-9129                                        
Streptomyces cinnamoneus                                           

DUF6507   ?  SBP_bac_5 DUF6177 Tox-Caspase*

WP_223840460.1
NZ_CP031142.1:181856-211156                                        
Saccharopolyspora pogona                                           

FAD_binding_3 Gln_amidase Imm35 Gln_amidase   ?  TetR_C_16 TetR-HTH WXG CCDC22_CC Tox-Caspase Tox-Caspase Tox-Caspase Tox-Caspase*

WP_190824661.1
NZ_CP031142.1:9305995-9342161                                      
Saccharopolyspora pogona                                           

ADH_N ADH_zinc_N_2   ?  Resolvase WXG Tox-Caspase*

WP_194536014.1
NZ_JACEFB010000001.1:42245-54923                                   
Thermogemmata fonticola                                            

RHS RHS RHS PD   ?  BetaPropeller RHS RHS RHS RHS RHS Tox-Caspase* Methyltransf_21 Mannosyl_trans3

WP_194921384.1
NZ_JAACYW010000433.1:1-4630                                        
Catenulispora rubra                                                

WXG Tox-Caspase* Dala_Dala_lig_C MarR-HTH

WP_195007983.1
NZ_JADLSC010000001.1:885851-892557                                 
Nocardia cyriacigeorgica                                           

  ?  HTH AbiEii WXG Tox-Caspase* AbiEi_4

WP_198359042.1
NZ_JAAIKO010000045.1:18652-29888                                   
Streptomyces fildesensis                                           

rve_3   ?  DUF6531 RHS RHS_repeat RHS RHS RHS_repeat RHS RHS RHS Tox-Caspase* Phage_integrase Phage_int_SAM_3   ?  

WP_199514950.1
NZ_JADMLH010000014.1:67099-98278                                   
Nucisporomicrobium flavum                                          

  ?    ?  WXG Pro-rich Pro-rich Tox-Caspase Tox-Caspase PT-Rossmannoid Tox-Caspase Tox-Caspase Tox-Caspase Tox-Caspase E-RE TOXIN-PL MA Tox-Caspase WXG CHAD Tox-Caspase MISS* WXG YbaB_DNA_bd

WP_223958832.1
NZ_CAJZAP010000019.1:125707-141460                                 
Paraburkholderia sabiae                                            

Bac_export_1 Bac_export_2 CapCone-DUF4056 DUF4781 Tox-Caspase Tox-Caspase Tox-Caspase* Lysozyme FliP

WP_201946946.1
NZ_JAERRJ010000004.1:362739-379848                                 
Nocardia acididurans                                               

DUF3716   ?  WXG MSA_2 TOXIN-PL Gln_amidase Tox-ART-VIP2 MPTase-PVC REAse-1 Tox-Caspase CyaA-like Tox-ART-VIP2 Tox-Caspase RNAse_A_bac*   ?  SMI1_KNR4

WP_202989560.1
NZ_JAENHO010000001.1:621996-645370                                 
Paractinoplanes lichenicola                                        

  ?    ?  Tox-Caspase TIMbarrel Tox-Caspase Deaminase Tox-Caspase Deaminase Tox-Caspase E-RE*   ?  GlcNAc

WP_203699084.1
NZ_BONI01000116.1:178-14578                                        
Catellatospora coxensis                                            

Tox-Caspase Tox-TGase* PTPS_related   ?  

WP_203760268.1
NZ_BAAABO010000025.1:136036-140490                                 
Paractinoplanes deccanensis                                        

  ?  WXG Tox-Caspase*   ?  CBM_6 Melibiase_C Melibiase_2 YbaB_DNA_bd

WP_203859844.1
NZ_BAAAZQ010000017.1:57940-62988                                   
Plantactinospora mayteni                                           

DEAD RecQ_Zn_bind DUF3553   ?  Tox-Caspase*   ?  PrsW-protease

WP_204840855.1
NZ_JAFBCL010000001.1:794111-802783                                 
Saccharothrix algeriensis                                          

WXG   ?  Tox-ART-RSE Tox-Caspase THF_DHG_CYH THF_DHG_CYH_C*   ?  Imm36 Ntox40 SseB

WP_205511077.1
NZ_JAFFJX010000005.1:282342-299111                                 
Longitalea arenae                                                  

RHS RHS SPVB Concanavalin-like DUF5977 DUF5977 RHS RHS Tox-Caspase*   ?  T2SSB

WP_205968956.1
NZ_JAAGPD010000002.1:227039-240568                                 
Paraburkholderia sp. Tr-20389                                      

DUF6537 POR   ?  MIP-T3 DUF6531 RHS RHS RHS Tox-Caspase* IcmF-related_N IcmF-related IcmF_C DotU OmpA

WP_206004644.1
NZ_CP070617.1:75560-78524                                          
Rhodococcus pseudokoreensis                                        

  ?    ?  Tox-Caspase*   ?    ?  

WP_207124630.1
NZ_BOPO01000031.1:12756-26032                                      
Actinocatenispora comari                                           

YbaB_DNA_bd   ?  Pro-rich Tox-Deam-CxE Caspase Gln_amidase PP2C*

WP_207482319.1
NZ_JADIJR010000010.1:11904-15316                                   
Microbacterium sp. SD291                                           

Abhydrolase_1 GSDH Tox-Caspase*   ?  PLDc_N

WP_207513114.1
NZ_JAFIQX010000004.1:628498-632104                                 
Longitalea luteola                                                 

Imm29   ?  RHS Tox-Caspase*   ?    ?  

WP_208814767.1
NZ_WVUH01000150.1:226-14016                                        
Micromonospora echinofusca                                         

Tox-Caspase MA Tox-Caspase Tox-Caspase MA Tox-Caspase DUF4096 DUF4096 DUF4096* FormylT DAO

WP_209896720.1
NZ_JAGGMR010000001.1:6819055-6829215                               
Nocardia goodfellowii                                              

LCM Arginosuc_syn_C Arginosuc_synth WXG DUF4106 Tox-Caspase ART-EvpP*   ?  TNT

WP_210889605.1
NZ_JAGPYQ010000001.1:8064515-8077485                               
Streptomyces liliiviolaceus                                        

HTH_30 DUF3326 ZU5 SPVB TcdB_toxin_midN RHS DUF6443 RHS RHS Tox-Caspase* TetR-HTH MFS_1

WP_210968384.1
NZ_JAGPXE010000001.1:574258-583393                                 
Saccharopolyspora endophytica                                      

YbaB_DNA_bd T7SS_ESX_EspC Tox-Caspase Tox-ART-RSE* ARG ARG ARG

WP_211474693.1
NZ_JAGQEF010000019.1:10778-13996                                   
Collimonas humicola                                                

  ?  HU-IHF Tox-Caspase*   ?  SnoaL_2

WP_211899034.1
NZ_CP054839.1:7668402-7680898                                      
Saccharopolyspora erythraea                                        

ARG Tox-Caspase Tox-ART-RSE*   ?  T7SS_ESX_EspC ARG ARG

WP_212242512.1
NZ_JACEGJ010000169.1:604-20789                                     
Catenulispora pinistramenti                                        

WXG YbaB_DNA_bd   ?  Tox-Caspase WXG Tox-PLOTU Tox-Caspase Tox-Caspase Tox-Caspase Tox-Caspase Tox-Caspase*

WP_212244458.1
NZ_JACEGJ010000362.1:1-9083                                        
Catenulispora pinistramenti                                        

  ?  WXG AbiEii Tox-Caspase Tox-NucA* Imm36 Imm36

WP_212993623.1
NZ_BOQL01000069.1:20019-40430                                      
Actinoplanes auranticolor                                          

  ?  Imm35 STox-19 PT-Rossmannoid Tox-Caspase DUF6531 RHS RHS RHS RHS TOXIN-PL DUF6531 RHS_repeat RHS RHS*   ?  

WP_212999908.1
NZ_BOQP01000028.1:183157-199460                                    
Winogradskya consettensis                                          

HAD   ?  Tox-Caspase E-RE Tox-ART-VIP2 Tox-SERPEPTIDASE TOXIN-PL Tox-Caspase E-RE E-RE Tox-ART-VIP2*

WP_213054287.1
NZ_MIVS01000090.1:1-349                                            
Escherichia coli                                                   

RHS Tox-Caspase*

WP_214354742.1
NZ_JAAZTW010000401.1:123-6089                                      
Streptomyces sp. CJ_13                                             

VMAP-C EAD2   ?  Tox-Caspase*   ?  SEC-C TPR TPR TPR

WP_215072804.1
NZ_JAGGOS010000120.1:27799-38556                                   
Streptomyces sp. ISL-36                                            

adh_short TetR-HTH TetR_C_13 DUF6531 RHS_repeat RHS_repeat RHS RHS BetaPropeller RHS_repeat RHS Tox-Caspase*   ?  ABC_tran ABC_membrane

WP_215397498.1
NZ_JAGKQR010000004.1:35711-42555                                   
Rheinheimera oceanensis                                            

  ?    ?  DUF6531 RHS RHS_repeat RHS_repeat RHS Tox-Caspase*   ?    ?  

WP_215795479.1
NZ_JAHKKG010000018.1:146122-164673                                 
Paractinoplanes bogorensis                                         

SMAD   ?  Tox-Caspase TIMbarrel Tox-Caspase Tox-Caspase E-RE*   ?    ?  

WP_216899215.1
NZ_JAGPOX010000104.1:1-6063                                        
Nocardia alni                                                      

  ?  Imm49 WXG Chl-REase1 Tox-Caspase Tox-REase-6* WXG YbaB_DNA_bd

WP_218467345.1
NZ_JADRCR010000007.1:102455-115485                                 
Limnobaculum allomyrinae                                           

SymE_toxin   ?  TPS FilH FilH Fil_haemagg_2 Fil_haemagg_2 Fil_haemagg_2 Tox-Caspase* POTRA_2 ShlB Mbetalac

WP_220168511.1
NZ_JAIBOA010000015.1:91326-104269                                  
Actinomadura parmotrematis                                         

Imm36 Imm36 Imm36 Imm36 WXG ADPrib_exo_Tox Tox-Caspase ADPrib_exo_Tox Tox-Caspase* WXG YbaB_DNA_bd

WP_220244128.1
NZ_CP080519.1:2226327-2232087                                      
Amycolatopsis sp. DSM 110486                                       

YbaB_DNA_bd T7SS_ESX_EspC WXG Tox-Caspase Tox-NucA* Imm36 Imm36

WP_220783269.1
NZ_BPEY01000138.1:1-6040                                           
Shewanella sairae                                                  

RHS RHS_repeat RHS RHS_repeat RHS_repeat RHS RHS_repeat RHS Tox-Caspase*   ?    ?  

WP_221323019.1
NZ_AP024745.1:9450156-9469986                                      
Actinoplanes sp. L3-i22                                            

  ?    ?  Tox-Caspase Tox-Caspase HrpB7*   ?    ?  

WP_221326955.1
NZ_AP024745.1:2559772-2577725                                      
Actinoplanes sp. L3-i22                                            

  ?    ?  WXG STox-19 PT-Rossmannoid Tox-Caspase Tox-PLOTU Tox-PLOTU Tox-Caspase Tox-Caspase Tox-Caspase* WXG YbaB_DNA_bd

WP_225061022.1
NZ_JAIUCZ020000003.1:53233-63971                                   
Nocardia sp. alder85J                                              

  ?  YbaB_DNA_bd WXG TOXIN-PL Tox-ART-RSE Tox-Caspase Tox-ART-RSE*   ?    ?  

WP_227063182.1
NZ_CATWND010000062.1:77-3711                                       
Roseburia inulinivorans                                            

LysM Tox-Caspase*   ?    ?  PdaC

WP_227984235.1
NZ_CAWQNA010000001.1:6067659-6076415                               
Nocardia spumae                                                    

YbaB_DNA_bd   ?  ADPrib_exo_Tox Tox-ART-RSE Tox-Caspase*   ?    ?  

WP_228002517.1
NZ_JAJFZM010000016.1:347702-354394                                 
Nocardia australiensis                                             

  ?    ?  WXG ADPrib_exo_Tox Tox-ART-RSE Tox-Caspase* WXG YbaB_DNA_bd

WP_230428685.1
NZ_JAFFQK010000069.1:40026-46068                                   
Xanthomonas melonis                                                

AraC-HTH DUF6531 RHS RHS RHS Tox-Caspase*   ?  PgaD

WP_228893681.1
NZ_CP086370.1:5863335-5870452                                      
Pseudoduganella aquatica                                           

  ?    ?  DUF6531 DUF4595 RHS RHS_repeat RHS_repeat RHS Tox-Caspase* LysR_substrate PhyH

WP_230181202.1
NZ_CAKKNB010000003.1:557428-566582                                 
Aquabacterium sp. CECT 9606                                        

DUF1513 DUF6531 RHS RHS RHS_repeat RHS Tox-Caspase*   ?  DUF6531 RHS

WP_230533970.1
NZ_KB896421.1:197-19559                                            
Salinispora arenicola CNY011                                       

  ?    ?  Tox-Caspase Tox-PL*

WP_231487964.1
NZ_BAAAZO010000012.1:232699-240010                                 
Kineosporia mesophila                                              

Glyco_hydro_43 adh_short PrsW Tox-Caspase*   ?  EHN


