
AMR39189.1
CP009450.1:1220480-1224793                     
Pluralibacter gergoviae                        

HTH_21 rve rve_2 RHS   ?    ?  Tox-HNHGH-E*

AKK75024.1
CP009928.1:4011949-4018042                     
Chryseobacterium gallinarum                    

  ?    ?  MarR-HTH Acetylase Tox-HNHGH-E*

AUP76204.1
CP025776.1:303124-308328                       
Enterobacter sp. EA-1                          

  ?    ?  RHS*   ?    ?  

EAS1760871.1
AADNJJ010000114.1:46-2606                      
Salmonella enterica                            

TPR RHS HNHGH-E*   ?  RHS

EBA2975264.1
AAEOEN010000002.1:79145-80540                  
Salmonella enterica                            

SymE_toxin TPR RHS HNHGH-E*

HBA7889566.1
DADTAO010000158.1:305-3502                     
Escherichia coli                               

  ?  TPR RHS HNHGH-E* RHS

HEA17151.1
DRGM01000128.1:1-1191                          
Pseudoalteromonas prydzensis                   

Tox-HNHGH-E* TPR_MalT TPR

KQS92065.1
LMQH01000011.1:1005960-1008409                 
Chryseobacterium sp. Leaf394                   

TPR SnoC Tox-HNHGH-E*   ?    ?  

KVE94301.1
LOWL01000035.1:269159-273192                   
Burkholderia vietnamiensis                     

Tox-PAAR-like Tox-ABHYDROLASE3 ANK Tox-HNHGH-E*   ?  TPR

MBB1436899.1
JACJEZ010000097.1:150-3701                     
Pseudoalteromonas sp. SG43-6                   

SUKH_5 Imm36 Tox-HNHGH-E* TPR TPR

MBD5435430.1
JAAVAQ010000011.1:82235-90977                  
Treponema sp.                                  

CBM_48 Alpha-amylase Isoamylase_C HRDC RQC RNA-Helicase Tox-HNHGH-E*   ?  AMP-binding

MBI3509744.1
JACQAM010000006.1:380-11345                    
Bacteroidetes bacterium                        

TPR   ?  Tox-HNHGH-E* Cadherin   ?  

MBI3712339.1
JACQDW010000058.1:14627-16164                  
Burkholderiales bacterium                      

  ?  TPR_MalT Tox-HNHGH-E*

MBK9064832.1
JADJVE010000013.1:35205-56921                  
Acidobacteria bacterium                        

  ?  IG Glucodextran_B Glucodextran_B Glucodextran_B IG Glucodextran_B Glucodextran_B Big_5 Big_5 CarboxypepD_reg Big_5 DUF6531 RHS RHS RHS Tox-HNHGH-E* TPR Y1_Tnp

MBK9579784.1
JADKEE010000003.1:406416-412098                
Fibrobacteres bacterium                        

  ?  RHS Tox-HNHGH-E TPR*   ?    ?  

MBL8018447.1
JAEUSB010000009.1:26245-41167                  
Leptospirales bacterium                        

  ?    ?  Tox-HNHGH-E* RnaseIII   ?  

MBL8148830.1
JAEUQL010000035.1:2099-8725                    
Blastocatellia bacterium                       

ABC_tran STY-kinase STY-kinase PT-TG Tox-HNHGH-E*   ?  CoA_binding_2

MBL8561901.1
JAEULU010000126.1:1-4520                       
Gemmobacter sp.                                

VgrG DUF2169 Tox-PAAR-like HNHGH-E*   ?    ?  

MBP0583482.1
JAGIPY010000033.1:2369-8854                    
Labrys sp. LIt4                                

DUF6531 DUF3836 RHS_repeat RHS_repeat RHS RHS_repeat RHS RHS Tox-LHH SUKH_5 RHS HNHGH-E*   ?    ?  

MBP1566956.1
JAGAKZ010000099.1:3248-5802                    
Oscillospiraceae bacterium                     

Tox-HNH-DHNNK TPR HINT HNHGH-E* Imm55 HINT Tox-SHH

MBS1663830.1
JAFDYG010000466.1:226848-238850                
Bacteroidetes bacterium                        

MPTase-PVC Imm13 HNHGH-E* CIS_TMP   ?  

MBS6591943.1
JAGZYR010000082.1:3583-9284                    
Ruminococcus sp.                               

Rce1-like cHTH RHS_repeat RHS_repeat RHS_repeat RHS_repeat RHS_repeat RHS RHS RHS RHS HNHGH-E*   ?  

MBS9775036.1
JAGYHQ010000050.1:479-4704                     
Tenacibaculum sp.                              

Phage_GPD Phage_base_V DUF2345 DUF4280 PD HINT Tox-HNHGH-E* TPR TPR

MBV8900938.1
JAFAUY010000332.1:1-3551                       
Verrucomicrobiota bacterium                    

Tox-HNHGH-E* Imm13 NPCBM Methyltransf_24

MBX2998656.1
JAHBVG010000021.1:6472-16260                   
Caldilineaceae bacterium                       

  ?  TPR MPTase-PVC MA HNHGH-E* PVC-AAA   ?  

MBX9679223.1
JAIEPT010000123.1:1106-6637                    
Gemmataceae bacterium                          

  ?  STY-kinase LRR LRR SEC-C HINT Tox-HNHGH-E* TPR   ?  

MCC7455090.1
JADZFJ010000530.1:183-3633                     
Crocinitomix sp.                               

  ?  RHS RHS HNHGH-E*

MWP49114.1
WTEX01000007.1:80520-82739                     
Gilliamella sp. Lep-s35                        

  ?    ?  HINT Tox-HNHGH-E*   ?  TPR

NJL18744.1
JAAUVA010000479.1:500-3004                     
Nitrospira sp.                                 

HNHGH-E*   ?  MeaB

NLE97994.1
JAAYZP010000292.1:332-2351                     
Propionibacterium sp.                          

4HBT_2 TPR HNHGH-E*

NVZ67144.1
JACAOK010000222.1:40-346                       
Pseudomonas gingeri                            

HNHGH-E*

NWB95775.1
JACAQB010000004.1:401232-406213                
Pseudomonas gingeri                            

  ?    ?  Tox-HNHGH-E*   ?  Tox-CdiAC HNH-DHNNK

OEZ95885.1
LRON01000050.1:180-10649                       
Duganella sp. HH101                            

SdrD_B SdrD_B SdrD_B SdrD_B SdrD_B SdrD_B SdrD_B SdrD_B SdrD_B SdrD_B SdrD_B SdrD_B SdrD_B SdrD_B SdrD_B PEP-CTERM HNHGH-E*   ?  

OFP29591.1
KV818282.1:7148-8936                           
Prevotella sp. HMSC069G02                      

TPR HEPN Tox-HNHGH-E*

OLB75035.1
MNDX01000232.1:42225-59365                     
Actinobacteria bacterium 13_2_20CM_2_71_6      

  ?    ?  LamininG LamininG RHS_repeat RHS LamininG RHS_repeat RHS_repeat RHS RHS_repeat RHS RHS HINT HNHGH-E* Calcineurin   ?  

OOF80977.1
MLAG01000049.1:30841-35214                     
Rodentibacter ratti                            

HlyD_D23 NAMPT_N NAPRTase Tox-HNHGH-E* TPR   ?  

OOF88390.1
MLAJ01000007.1:67158-72136                     
Rodentibacter ratti                            

PGI TPR RHS RHS DNA_pol_A_exoN HNHGH-E*

PHR35255.1
NVXP01000007.1:77236-79836                     
Fluviicola sp.                                 

TPR   ?  HNHGH-E*   ?    ?  

PLY35682.1
PJJA01000031.1:25651-33827                     
Pectobacterium carotovorum                     

Flagellin_N Flagellin_C TPR PAAR_motif DUF6531 RHS_repeat RHS RHS_repeat RHS RHS Tox-HNHGH-E* DcrB VgrG

PQL15502.1
PPDA01000009.1:198695-202641                   
Veillonella sp. S13053-19                      

MFS_1 TPR Tox-HNHGH-E* DUF6707 SUKH_6

PQL17167.1
PPDA01000003.1:1-2143                          
Veillonella sp. S13053-19                      

TPR Tox-HNHGH-E* DUF6707 TPR

QFZ24228.1
CP034550.1:3093287-3104145                     
Saccharothrix syringae                         

Chlorophyllase F420_oxidored BetaPropeller Pentapeptide NACHT TIR NNH6 HNHGH-E* Imm-Barstar

QTD49516.1
CP071793.1:9390828-9399859                     
Sulfidibacter corallicola                      

SSF TPR Tox-PAAR-like HNHGH-E* DUF2169 Phage_GPD VgrG

RAS15739.1
QLTJ01000006.1:107804-118304                   
Microvirgula sp. AG722                         

bPH_5 TPR SPVB BetaPropeller DUF6443 RHS RHS HINT Tox-HNHGH-E*   ?  DAM-Guillarida

SFJ51645.1
FORW01000002.1:228291-233974                   
Terrisporobacter glycolicus                    

Xan_ur_permease   ?  -* DUF6258 Ntox12

WP_229172725.1
NZ_JAJESL010000036.1:30919-34365               
Bacillus cereus                                

  ?  TPR HNHGH-E* Sirtuin Hypoth_Ymh   ?  

WP_070168130.1
NZ_LXLM01000036.1:42-2835                      
Bacillus mycoides                              

TPR DUF3958   ?  WXG PT-COG5412 HNHGH-E*

WP_009283526.1
NZ_CAIT01000007.1:659019-663845                
Fibrisoma limi BUZ 3                           

TssN RHS RHS RHS Tox-HNHGH-E* PAAR PAAR_motif TPR   ?  

WP_232555062.1
NZ_CAKLHE010000121.1:1-2446                    
Pseudomonas sp. Nvir                           

TPR TPR RHS HNHGH-E*

WP_014698560.1
NZ_CP026980.1:440325-443201                    
Pectobacterium parmentieri                     

HNHGH-E* TPR   ?    ?  R2K

WP_205561600.1
NZ_JACGFO010000014.1:204115-212524             
Pectobacterium parmentieri                     

TPR NtrC-AAA DcrB PrePAARTM PAAR DUF6531 RHS RHS RHS RHS Tox-HNHGH-E* VgrG Gp5_C

WP_016668125.1
NZ_KE340297.1:317945-324704                    
Propionibacterium sp. oral taxon 192 str. F0372

Phosphonate-bd Tox-HNHGH-E* TPR MMPL MMPL PAS

WP_019498218.1
NZ_KB235910.1:223922-230944                    
Pseudanabaena sp. PCC 6802                     

AAA-ToxA MPTase-PVC Tail-fiber HNHGH-E* TPR RelE-ParE CIS_TMP

WP_143217343.1
NZ_JOPL01000033.1:40416-44316                  
Acetobacter sp. DsW_063                        

Glyoxalase   ?  DUF4123 tRNA-synt_1b S4 Tox-HNHGH-E*

WP_052215840.1
NZ_JSXI01000029.1:297850-301576                
Sphingomonas sp. ERG5                          

TPR HNHGH-E* Gcw_chp   ?    ?  

WP_231905966.1
NZ_LKFB01000034.1:1-3187                       
Comamonas thiooxydans                          

Amidohydro_2 Peripla_BP_6 HNHGH-E*   ?  

WP_036249026.1
NZ_JQKS01000007.1:17402-28418                  
Methylobacter sp. BBA5.1                       

  ?  CIS_TMP Metallopeptidase Metallopeptidase Tail-fiber Tox-HNHGH-E* PVC-AAA Imm13

WP_052236711.1
NZ_CP009056.1:591379-593400                    
Frischella perrara                             

TPR   ?  Imm-NTF2 HNHGH-E* RHS

WP_210398389.1
NZ_KV814792.1:1-1474                           
Neisseria sp. HMSC068C12                       

  ?  RHS HNHGH-E*

WP_080889526.1
NZ_ATMK01000047.1:1-3465                       
Prevotella intermedia ZT                       

TPR   ?  DUF4280 PD HINT HNHGH-E* Phage_base_V DUF2345

WP_052736633.1
NZ_JZUE01000037.1:18785-24364                  
Aquincola tertiaricarbonis                     

TPR   ?  TPR Methyltransf_11 DUF6861 HNHGH-E* Phage_GPD VgrG

WP_083476236.1
NZ_LIQG01000020.1:187959-192799                
Lacinutrix mariniflava                         

  ?  Phage_GPD Phage_base_V DUF2345 TPR DUF4280 HINT Tox-HNHGH-E* TPR

WP_082636687.1
NZ_BDAK01000009.1:139770-143442                
Pseudomonas synxantha NBRC 3913                

DUF2169 Tox-PAAR-like TPR PD HNHGH-E*   ?  

WP_084618469.1
NZ_BBUL01000094.1:52311-56350                  
Cellvibrio sp. OA-2007                         

DUF2169 Tox-PAAR-like TPR TPR Tox-HNHGH-E*

WP_065988966.1
NZ_MDEN01000062.1:261601-267744                
Pseudomonas graminis                           

DcrB PrePAARTM PAAR_motif DUF6531 RHS_repeat RHS_repeat RHS RHS RHS_repeat RHS Tox-HNHGH-E*   ?  TPR PSBP

WP_071711788.1
NZ_CBCSGN010000004.1:204133-207348             
Bacillus luti                                  

  ?  DUF3958 WXG PT-COG5412 HNHGH-E* TPR   ?  

WP_073539462.1
NZ_CP018335.1:3016651-3020404                  
Clostridium kluyveri                           

  ?  WXG HNHGH-E*   ?  Inhibitor_I42   ?  

WP_077351275.1
NZ_CP019607.1:2792869-2795207                  
Tessaracoccus flavescens                       

  ?  Tox-HNHGH-E* WXG   ?  TPR

WP_207651922.1
NZ_LZYZ01000004.1:58172-61453                  
Clostridium saccharobutylicum                  

Sel1 Sel1 Sel1 TPR   ?  SUKH-SUKH4 HNHGH-E* RHS

WP_142913246.1
NZ_JAPZLN010000005.1:100930-106781             
Agrobacterium salinitolerans                   

  ?  DUF2169 Tox-PAAR-like HNHGH-E*   ?  Phage_GPD VgrG

WP_233152512.1
NZ_MUAR01000076.1:4562-6818                    
Bacillus mycoides                              

SUKH_6 TPR   ?  -* WHH

WP_086080355.1
NZ_CP021111.1:4767488-4773751                  
Bordetella genomosp. 13                        

DUF2169 Pentapeptide Pentapeptide_4 Pentapeptide_4 Pentapeptide Pentapeptide_4 Pentapeptide Tox-PAAR-like HNHGH-E* Imm66 TPR

WP_091238692.1
NZ_FNAG01000001.1:719971-735033                
Aquimonas voraii                               

  ?  SPVB BetaPropeller TcdB_toxin_midN RHS RHS HINT Tox-HNHGH-E* GDH_ACT1 GDH_HM1 GDH_ACT2 GDH_HM2 GDH_ACT3 GDH_HM3 Bac_GDH_CD GDH_C TPR   ?  

WP_093534927.1
NZ_FOXU01000001.1:594357-598327                
Psychrobacillus psychrotolerans                

BioY DUF4259 Tox-HNHGH-E*   ?  ColE7

WP_094429989.1
NZ_NMVP01000006.1:89599-94150                  
Enemella evansiae                              

SIS SIS GATase_6 PRK   ?  HNHGH-E* TPR

WP_094363121.1
NZ_NMVQ01000006.1:50416-54851                  
Enemella dayhoffiae                            

  ?  HNHGH-E* SIS SIS GATase_6 PRK TPR

WP_232730966.1
NZ_PHUG01000002.1:78890-84935                  
Janthinobacterium sp. 64                       

Phage_GPD VgrG Gp5_C DUF2169   ?    ?  Tox-PAAR-like Tox-HNHGH-E*

WP_219999641.1
NZ_QGLR01000004.1:11852-15021                  
Gilliamella apicola                            

  ?  Imm-NTF2 Tox-URI HNHGH-E* TPR

WP_115372086.1
NZ_QASA01000001.1:1583018-1592416              
Adhaeribacter pallidiroseus                    

Pvc16_N CBM_5_12 Metallopeptidase Tail-fiber Tox-HNHGH-E*   ?  AAA-ToxA

WP_123849429.1
NZ_RPDH01000003.1:579861-585004                
Chitinophaga lutea                             

  ?  Phage_GPD Phage_base_V DUF4280 PD HINT Tox-HNHGH-E*   ?  TPR_MalT

WP_207224659.1
NZ_SHKX01000013.1:239919-246554                
Fluviicoccus keumensis                         

Phage_int_SAM_4 Phage_integrase CHC2 DNAG_N Toprim_2 HNHGH-E* Y1_Tnp TPR_MalT

WP_142092457.1
NZ_BAAAMD010000001.1:99606-107182              
Propioniferax innocua                          

TPR Tox-HNHGH-E* TPR Tox-HNHGH-E* Acetylase DNA_gyraseB_C Toprim DNA_gyraseB His-Kinase Sigma-HTH

WP_142092796.1
NZ_BAAAMD010000001.1:511681-517178             
Propioniferax innocua                          

Lactamase_B_3 Tox-HNHGH-E* TPR_MalT STY-kinase SF2-DUF3427A

WP_152829734.1
NZ_VOQB01000006.1:153114-159139                
Shewanella sp. YLB-07                          

GDSL DUF4124 DUF1570 HNHGH-E* TPR   ?  

WP_154283184.1
NZ_JBHUJQ010000001.1:4469605-4473354           
Pedobacter petrophilus                         

  ?  TPR Tox-HNHGH-E* TPR   ?  

WP_156610421.1
NZ_WPCU01000007.1:244783-247880                
Auraticoccus cholistanensis                    

TPR   ?  HNHGH-E* Mbetalac Asp_Glu_race

WP_162054726.1
NZ_SSNI01000022.1:62937-76140                  
Pontibacter pamirensis                         

PVC-AAA OmpA MPTase-PVC SH3 PT-COG5412 Tox-HNHGH-E* CIS_TMP   ?  

WP_208390382.1
NZ_BAAAOO010000012.1:211361-213960             
Brooklawnia cerclae                            

  ?  TPR_MalT WXG   ?  Tox-HNHGH-E*

WP_202984010.1
NZ_JAAEDT010000006.1:12972-16882               
Snodgrassella sp. ESL0323                      

Imm11 TPR RHS Ntox7 AHH RHS HNHGH-E*

WP_183926619.1
NZ_JACIGM010000006.1:337013-342889             
Rhizobium mongolense                           

  ?    ?  Tox-PAAR-like Tox-HNHGH-E* DUF2169 Phage_GPD VgrG

WP_208455878.1
NZ_CADFBL010000014.1:133177-136025             
Burkholderia gladioli                          

  ?    ?    ?  Tox-HNHGH-E* Phage_integrase

WP_187720116.1
NZ_BAABBL010000004.1:187129-189945             
Tessaracoccus defluvii                         

  ?  WXG Tox-HNHGH-E*   ?  SUFU

WP_229746772.1
NZ_BMDJ01000010.1:208182-213163                
Pedobacter mendelii                            

TPR Phage_GPD Phage_base_V   ?  DUF4280 PD HINT HNHGH-E*   ?  

WP_199050429.1
NZ_JAELXT010000021.1:56981-64413               
Microvirga splendida                           

  ?    ?  MPTase-PVC Tail-fiber Tox-HNHGH-E* Imm13 LuxR-HTH

WP_231081905.1
NZ_JAJNMM010000038.1:1-1669                    
Jiella flava                                   

TPR TPR HNHGH-E*

WP_207330746.1
NZ_JAFMYW010000006.1:188093-192203             
Fibrella forsythiae                            

STox-56   ?  DUF4280 HINT HNHGH-E* TPR HINT

WP_210814020.1
NZ_JAGKLH010000229.1:1-1452                    
Proteus vulgaris                               

RHS Tox-HNHGH-E*   ?  

WP_213490394.1
NZ_JAHBBK010000006.1:66060-71012               
Mucilaginibacter sp. Bleaf8                    

  ?  Phage_GPD Phage_base_V DUF2345 DUF4280 PD HINT Tox-HNHGH-E*   ?  TPR

WP_216784603.1
NZ_CP058990.1:199812-203026                    
Cellulophaga sp. HaHaR_3_176                   

  ?    ?  HNHGH-E*   ?  TPR

WP_219451131.1
NZ_JAHXCX010000038.1:3356-4872                 
Prevotella histicola                           

HINT HNHGH-E* Orbi_NS1 TPR

WP_223758639.1
NZ_JAIQDG010000030.1:128-19664                 
Myxococcus sp. RHSTA-1-4                       

TPR IG IG IG Glucodextran_B Glucodextran_B Glucodextran_B Glucodextran_B Big_5 CarboxypepD_reg DUF6531 RHS RHS RHS RHS HNHGH-E* Rotamase_3 Rotamase_2

WP_227172756.1
NZ_CP071785.1:4207077-4214812                  
Marinobacter sp. CA1                           

HTH_33 DDE_3 TPR DUF6531 RHS RHS RHS Tox-HNHGH-E*   ?  Pesticin

WP_227683771.1
NZ_JAJEWL010000005.1:174397-179897             
Pusillimonas sp. MFBS29                        

YfiO   ?  Tox-PAAR-like Tox-HNHGH-E* Pentapeptide_4 Pentapeptide_4 Pentapeptide_4 DUF2169 Pentapeptide_4 Pentapeptide_4

WP_227734953.1
NZ_JAJEWM010000001.1:114268-119897             
Tessaracoccus sp. OS52                         

  ?  Tox-HNHGH-E* WXG   ?  Inhibitor_I9 Subtilisin fn3_5


