
CCZ80992.1
HF997792.1:27995-32561                                  
Odoribacter laneus CAG:561                              

  ?    ?  RHS Peptidase_M91*   ?  DUF2179 YitT_membrane

EHC4315210.1
AAYZZH010000149.1:7437-8947                             
Escherichia coli                                        

Imm57   ?  Tox-HopH1*

EHH6712158.1
AAZSQP010000008.1:1-7988                                
Escherichia coli                                        

Tox-HopH1*   ?  Invasin_D3 Big_1 Big_1 Big_1 Big_1 Big_1 Big_1 Big_1 Big_1 Big_1 Big_1 Big_1 Big_1 Big_1 Big_1 Big_1 BactIG

HBI57913.1
DNTY01000037.1:9176-15867                               
Porphyromonadaceae bacterium                            

RHS_repeat RHS   ?  RHS Tox-HopH1*   ?  RHS Tox-HopH1

MBI1912831.1
JACOUO010000028.1:140761-142530                         
Deltaproteobacteria bacterium                           

RHS Tlde1   ?  RHS*

MBP1615019.1
JAFNAO010000044.1:32200-41894                           
Bacteroidetes bacterium                                 

RHS Tox-JAB   ?  RHS Peptidase_M91* DUF6443 SPVB RHS

MBQ8070261.1
JAFUFP010000027.1:1-2654                                
Bacteroidales bacterium                                 

RHS Peptidase_M91*   ?  RHS

MBQ8084941.1
JAFUGT010000024.1:1-1826                                
Lachnospiraceae bacterium                               

  ?  RHS Tox-HopH1*   ?  

MBQ9653305.1
JAFTFV010000029.1:3336-14004                            
Bacteroidales bacterium                                 

TonB_dep_Rec PLUG Glu_cyclase_2 SPVB RHS DUF6443 RHS RHS Tox-HopH1*   ?    ?  

MBR0077597.1
JAFSKH010000130.1:170-3035                              
Bacteroidales bacterium                                 

  ?  RHS Tox-HopH1*   ?  RHS

MBV6819735.1
JAHTMS010000009.1:1-2074                                
Rahnella sp. PD12R                                      

RHS Tox-HopH1*   ?    ?  

MBW6479332.1
JAHYJP010000059.1:6717-10695                            
Bacteroidales bacterium                                 

Phage_int_SAM_1 Phage_integrase   ?  RHS Peptidase_M91*   ?  HTH

MCB9726732.1
JACKFD010000023.1:640-6166                              
Spirochaetaceae bacterium                               

RHS RHS RHS Tox-HopH1* FAD_binding_2 Putative_PNPOx

MCC6330835.1
JADLDE010000021.1:58928-70175                           
Ignavibacteria bacterium                                

HTH_21 rve HTH_Tnp_1 RHS RHS Tox-HopH1* FGS   ?  

MCC8034584.1
JAJBVJ010000043.1:2703-7544                             
Rikenellaceae bacterium                                 

LRR   ?  RHS Peptidase_M91*   ?    ?  

MCQ2050528.1
JAKSIN010000190.1:115-1337                              
Candidatus Saccharibacteria bacterium                   

Phd-YefM Peptidase_M91*

OYZ02513.1
NCGN01000002.1:24453-29662                              
Sphingobacteriia bacterium 28-36-52                     

RHS   ?  RHS Peptidase_M91* Phage_integrase   ?  

RHV86291.1
QUMF01000137.1:145-1049                                 
Odoribacter sp. OF09-27XD                               

RHS Peptidase_M91*

TQV79444.1
ML660092.1:277208-289398                                
Exilibacterium tricleocarpae                            

TonB_dep_Rec Plug   ?  SPVB BetaPropeller TcdB_toxin_midN RHS_repeat RHS_repeat RHS DUF637 Peptidase_M91*   ?    ?  

WP_200742816.1
NZ_APNW01000023.1:1-2146                                
Escherichia coli HM26                                   

Imm57   ?  RHS Tox-HopH1*

WP_245541868.1
NZ_KB892850.1:22712-29218                               
Uliginosibacterium gangwonense DSM 18521                

Gamma_PGA_hydro   ?    ?  DUF2345 DUF6531 RHS_repeat RHS RHS RHS Tox-HopH1*

WP_255350297.1
NZ_JYGZ01000003.1:184339-188411                         
Flavobacterium sp. 316                                  

RHS   ?  RHS fvmX2   ?  Tox-HopH1*

WP_165595550.1
NZ_LXUF01000011.1:256461-259704                         
Methylovorus sp. MM2                                    

  ?    ?  DUF1508 RHS Tox-HopH1* Transglut_core2

WP_071563522.1
NZ_MIQH01000332.1:659-3066                              
Bathymodiolus thermophilus thioautotrophic gill symbiont

  ?  DUF637 DUF637 Tox-HopH1*   ?    ?  

WP_081329576.1
NZ_FMIQ01000042.1:33998-37851                           
Hafnia alvei                                            

Imm-NTF2-2 RHS NLPC Tox-HopH1*   ?    ?  

WP_189573352.1
NZ_BMXI01000019.1:4810-15585                            
Roseibacillus persicicus                                

Collar   ?  SPVB BetaPropeller TcdB_toxin_midN RHS RHS DUF637*   ?  Cadherin TSP3_bac TSP3_bac

WP_194773592.1
NZ_JADKYZ010000011.1:191788-199604                      
Diaphorobacter caeni                                    

PAP2 EptA_B_N Sulfatase DUF6531 RHS_repeat RHS_repeat RHS RHS_repeat RHS_repeat RHS_repeat RHS Tox-HopH1*   ?  CMD

WP_206409746.1
NZ_LXSD01000094.1:2355-12311                            
Lysobacter enzymogenes                                  

TPR TPR STY-kinase DUF3892 RHS RHS Tox-HopH1* DUF6531 RHS Fic


