
ABL62703.1
EF112072.1:1-809                                                   
Myxococcus xanthus                                                 

Tox-Peptidase*

AEQ27967.1
JN086221.1:1-514                                                   
Legionella nagasakiensis                                           

Tox-Peptidase*

AFK05756.1
CP002966.1:28934-33979                                             
Emticicia oligotrophica DSM 17448                                  

Receiver   ?  FTP Tox-Peptidase Por_Secre_tail*   ?  

AMJ75633.1
CP013926.1:3881123-3891684                                         
Alteromonas stellipolaris                                          

STY-kinase PP2C PepSYl-VZa PepSY Tox-Peptidase FHA* FHA FHA ABC_tran ABC2_membrane RNA-Helicase

BAR50946.1
AP013045.1:744304-751379                                           
Tannerella forsythia KS16                                          

  ?    ?  FTP Tox-Peptidase FN3 Por_Secre_tail*   ?  MutS_I MutS_II MutS_III MutS_V

BBE24050.1
AP018697.1:3058104-3061635                                         
Arthrobacter sp. MN05-02                                           

dUTPase Trp_dioxygenase Tox-Peptidase*   ?  Asp_decarbox

CAA9448147.1
CADCVA010000429.1:6876-19178                                       
uncultured Rubrobacteraceae bacterium                              

Pyridoxal_deC tyr_de_CO2_C HAD Peptidase_M28 Tox-Peptidase* Trypsin HKD HKD   ?  

CAB05671.1
Z83214.1:722-2236                                                  
Thermoactinomyces vulgaris                                         

Tox-Peptidase PPC*

EKD76079.1
AMFJ01018128.1:1-5755                                              
uncultured bacterium                                               

GATase_5 PurS   ?  FTP Tox-Peptidase IG Beta-helix* SAICAR_synt

EKD79003.1
AMFJ01017077.1:4492-9279                                           
uncultured bacterium                                               

FTP PepSY   ?  Tox-Peptidase IG PKD Beta-helix Beta_helix*   ?  

EKT55708.1
CM001773.1:2849001-2853955                                         
Providencia sneebia DSM 19967                                      

Coprogen_oxidas Tox-Peptidase Peptidase_M4_C* PSYN KH_dom-like MMR_HSR1 MMR_HSR1

GJM32104.1
BQJU01000008.1:140849-147823                                       
Saprospiraceae bacterium                                           

  ?  Patatin Tox-Peptidase* PPO1_KFDV FN3 Tyrosinase

HAK53984.1
DMLL01000005.1:25013-31649                                         
Acidobacteria bacterium                                            

DinB Glycosyl-hydro-6hairpin FTP Tox-Peptidase*   ?    ?  

HAL56521.1
DMMN01000207.1:1-5658                                              
Bacteroidetes bacterium                                            

  ?  FlgD_ig FTP Tox-Peptidase PSII_BNR*   ?  

HAQ37395.1
DMQH01000146.1:1-6698                                              
Saprospirales bacterium                                            

FTP Tox-Peptidase Por_Secre_tail* Plug OmpA-beta-barrel DUF5074

HEO71562.1
DSDA01000709.1:1-4832                                              
Candidatus Hydrogenedentota bacterium                              

Kre9_KNH Kre9_KNH Kre9_KNH Tox-Peptidase*   ?  

HHB78709.1
DRRU01000224.1:256-7780                                            
Saprospiraceae bacterium                                           

  ?  FTP Tox-Peptidase PKD CUB ASH-Ig ASH-Ig ASH-Ig Por_Secre_tail*

HHH55361.1
DRSA01001247.1:1-4329                                              
Bacteroidetes bacterium                                            

  ?  PepSY Tox-Peptidase Por_Secre_tail*   ?  HTH_11 WYL

HIB04910.1
DTTF01000138.1:1-2517                                              
Candidatus Neomarinimicrobiota bacterium                           

PepSY Tox-Peptidase Por_Secre_tail*

HID22916.1
DTWX01001327.1:319-1623                                            
Planctomycetaceae bacterium                                        

FTP Tox-Peptidase*

HIG28341.1
DUCD01000173.1:15212-22489                                         
Verrucomicrobiales bacterium                                       

TauD Tox-Peptidase Big_7 FTP PepSY Tox-Peptidase* Lactonase FGS

HIL98140.1
DQMU01000406.1:631-5723                                            
Pseudomonadales bacterium                                          

  ?    ?  Tox-Peptidase ASH-Ig*

KAF0106540.1
WOUT01000074.1:1-4761                                              
Chloroflexi bacterium                                              

ADH_zinc_N_2   ?  FTP Tox-Peptidase TSP_3 TSP_3 TSP_3 SH3*

KAF5416376.1
QBUU01000161.1:410-7533                                            
Candidatus Methanogaster sp.                                       

HcyBio FTP PepSY Tox-Peptidase ADA-DBD* Metalloenzyme DNA_gyraseA_C DNA_gyraseA_C DNA_gyraseA_C DNA_gyraseA_C

KCV34243.1
JGWH01000103.1:204369-207681                                       
Bordetella bronchiseptica 00-P-2796                                

DoxX PLN_propep Tox-Peptidase Emfourin* Usp TIMbarrel   ?  

KFF16948.1
JPRM01000012.1:56757-69891                                         
Flavobacterium hydatis                                             

MTase OMP_b-brl_2 Piezo_RRas_bdg Tox-Peptidase InhA-like_MAM MAM BiPBP_C Por_Secre_tail* TPR SidE LuxR-HTH Peptidase_C39 ABC_membrane ABC_tran

KRD31854.1
LMJF01000013.1:123823-132219                                       
Lysobacter sp. Root916                                             

X-Tfes_XVIPCD MPtase Cu-oxidase_2 Cu-oxidase_3 FTP PepSY Tox-Peptidase* ab-Hydrolase   ?  

KSV80395.1
AUTA01000053.1:191355-197401                                       
Sinorhizobium sp. Sb3                                              

Tyrosinase   ?  FTP Tox-Peptidase Cytochrome_CBB3*   ?    ?  

KUO55013.1
LOEV01000206.1:341-7853                                            
Alphaproteobacteria bacterium BRH_c36                              

Subtilisin Dockerin_1 FTP Tox-Peptidase*   ?  AsmA

KXK08823.1
LLEV01000006.1:64443-70333                                         
Microgenomates bacterium OLB22                                     

Nodulin_late Dockerin_1   ?  Tox-Peptidase*   ?  Cohesin

MAE74230.1
NYZX01000113.1:484-6633                                            
Bdellovibrionaceae bacterium                                       

  ?  Flagellin_N Flagellin_C FTP Tox-Peptidase* ArsC DEAD

MAH72860.1
NZEU01000017.1:1-9773                                              
Porticoccaceae bacterium                                           

TPR TPR Tox-Peptidase Glyco_hydro_17* Sulfatase Fn3-like Glyco_hydro_3_C

MAW76232.1
PAIH01000024.1:5687-14613                                          
Planctomycetota bacterium                                          

Acyl-CoA_dh_N Acyl-CoA_dh_M Acyl-CoA_dh_1 3HCDH_N 3HCDH FTP Tox-Peptidase* ABC_tran ABC2_membrane_6

MAY53336.1
PAKO01000071.1:1-6768                                              
Flavobacteriaceae bacterium                                        

  ?  His-Kinase His_kinase 7TMR-DISM FTP Tox-Peptidase DUF4412*   ?    ?  

MBA2369425.1
JACDAQ010000043.1:136090-141257                                    
Candidatus Protochlamydia sp.                                      

SBP_bac_8 Peptidase_M4_C Tox-Peptidase*   ?  PMSR SelR

MBA2674355.1
JACCWG010000240.1:118-2246                                         
Ramlibacter sp.                                                    

Tox-Peptidase* cNMPBD CRP-HTH LuxR-HTH

MBA3239127.1
JACCRY010000217.1:26900-35067                                      
Parachlamydiaceae bacterium                                        

Trypsin   ?  Tox-Peptidase* His_Phos_1   ?  

MBA3563628.1
JACDCP010000076.1:3247-8936                                        
Gammaproteobacteria bacterium                                      

NTP_transferase PLUG FTP PepSY Tox-Peptidase Beta-Roll*   ?  PD40

MBA5249313.1
VCHC01000427.1:1-3224                                              
Gammaproteobacteria bacterium                                      

Tox-Peptidase* FTP

MBC7272299.1
JACIXF010001030.1:4307-7072                                        
Streptomyces sp.                                                   

  ?  GGACT FTP Tox-Peptidase*

MBC7390760.1
JACMRH010000430.1:1925-7628                                        
Cytophagales bacterium                                             

GDResolvase PSII_BNR FTP PepSY Tox-Peptidase Por_Secre_tail*   ?    ?  

MBC7462408.1
JACMQN010000551.1:9012-12782                                       
Thermoleophilia bacterium                                          

  ?  Tox-Peptidase Tox-Peptidase*

MBC7507329.1
JACMQF010000042.1:1-2362                                           
Ferruginibacter sp.                                                

  ?  FTP Tox-Peptidase*

MBC7645116.1
JACMOH010000438.1:3306-6135                                        
Thermoleophilia bacterium                                          

Exo_endo_phos_3   ?  Tox-Peptidase*

MBC7691340.1
JACMNQ010000031.1:356-6465                                         
Oligoflexia bacterium                                              

DUF507 PepSY Tox-Peptidase* LysM SLT ACT_7 AA_kinase

MBC7740893.1
JACMNA010000027.1:10658-15230                                      
Bdellovibrio sp.                                                   

His_Phos_1 HSP33 Tox-Peptidase* Peptidase_M10   ?  

MBC8095982.1
JACMIZ010000461.1:182-11039                                        
Verrucomicrobiales bacterium                                       

  ?  Peptidase_S74 SHELIX FTP Tox-Peptidase*   ?  STY-kinase BetaPropeller

MBC8096682.1
JACMIZ010000644.1:1-4482                                           
Verrucomicrobiales bacterium                                       

  ?  FTP Tox-Peptidase*   ?  LPG_synthase_TM

MBC8133845.1
JACMIT010000816.1:1-2192                                           
Deltaproteobacteria bacterium                                      

Tox-Peptidase NPCBM GLYCO*

MBC8379111.1
JACNKT010000292.1:369-4259                                         
Planctomycetota bacterium                                          

  ?  EPSP_synthase FTP Tox-Peptidase*

MBC8468693.1
JACNGQ010000096.1:1-7121                                           
Planctomycetota bacterium                                          

Propeptide_C25 FTP Tox-Peptidase Peptidase_C25 Beta_helix* 4HBT_2 MTase

MBC91217.1
PATA01000009.1:9533-18380                                          
Flavobacteriaceae bacterium                                        

KH_2 MMR_HSR1 DJ-1_PfpI FTP Tox-Peptidase TSP_3 TSP_3 Por_Secre_tail* IG CBM9_1 DUF5916

MBD1194590.1
JACVZV010000025.1:2438-7549                                        
Vulcanococcus sp. Clear-D1                                         

DDE_Tnp_1_assoc Tox-HetC Tox-Peptidase Beta-Roll* DDE_Tnp_1 DDE_Tnp_1_assoc

MBE0639398.1
JACZJL010000119.1:291-8220                                         
Bacteroidales bacterium                                            

HU-HIG FTP Tox-Peptidase PKD IG IG Por_Secre_tail* Receiver   ?  

MBF0441776.1
JADFZC010000179.1:1-5766                                           
Oligoflexales bacterium                                            

ATG22 AMP-binding Tox-Peptidase* TPR

MBF4470635.1
JADKPR010000004.1:6618-14057                                       
Flavobacterium sp. HJJ                                             

  ?  Peptidase_M4_C Por_Secre_tail PepSYl-VZa Tox-Peptidase* TonB_dep_Rec Plug CarbopepD_reg_2 Beta-helix

MBF6024229.1
JADLZT010000005.1:180-12002                                        
Lysobacter niastensis                                              

Subtilisin GBD-PPC Sulfotransfer_3 TPR FTP Tox-Peptidase* MalT TPR_MalT LuxR-HTH RhoN CSD2 RNASEII S1

MBG6133780.1
JADOUH010000032.1:2116-6685                                        
Aquimarina sp. EL_35                                               

  ?  Peptidase_M4_C CYSARC GEVED IG Por_Secre_tail FTP Tox-Peptidase* IG Por_Secre_tail

MBI1871766.1
JACOUC010000080.1:10051-15809                                      
Chlamydiae bacterium                                               

TonBC FTP Tox-Peptidase* MFS_3 Phd-YefM

MBI2279974.1
JACPDX010000017.1:20069-27991                                      
Bacteroidetes bacterium                                            

Mbetalac Por_Secre_tail FTP Tox-Peptidase SprB Beta-helix UBN_AB Por_Secre_tail* Fur-HTH AhpC-TSA

MBI2340017.1
JACPFC010000054.1:71613-76461                                      
Deltaproteobacteria bacterium                                      

Sua5_yciO_yrdC DUF1015 FTP Tox-Peptidase* Thioredoxin Cytochrom_C_asm

MBI2415287.1
JACPGK010000006.1:1-4198                                           
Candidatus Kerfeldbacteria bacterium                               

FTP Tox-Peptidase IG Beta-helix* N_methyl T2SSF T2SSF

MBI2606227.1
JACPKS010000067.1:10002-15802                                      
Deltaproteobacteria bacterium                                      

  ?  MFS_1 FTP Tox-Peptidase* DUF507 MurJ

MBI2839887.1
JACPPM010000211.1:46517-55536                                      
Acidobacteria bacterium                                            

  ?  DUF4135 LANC_like FTP PepSY Tox-Peptidase* TANGO2 MacB_PCD FtsX MacB_PCD FtsX

MBI3195758.1
JACPVN010000583.1:79-6619                                          
Ignavibacteriae bacterium                                          

FTP Tox-Peptidase FN3 Por_Secre_tail* ATP-synt OSCP

MBI3243537.1
JACPWC010000081.1:1-5460                                           
Chloroflexi bacterium                                              

PSBP PrsW FTP Tox-Peptidase* ab-Hydrolase RRM

MBI3796284.1
JACQEL010000138.1:1193-6324                                        
Deltaproteobacteria bacterium                                      

GFO_IDH_MocA_C GFO_IDH_MocA adh_short Tox-Peptidase* MOFRL DUF4147

MBI3864956.1
JACQFH010000513.1:1-7440                                           
Planctomycetia bacterium                                           

  ?  FTP Tox-Peptidase* HAD   ?  

MBI4647546.1
JACQWN010000333.1:1-5675                                           
Bacteroidia bacterium                                              

  ?  FTP ParB Tox-Peptidase Por_Secre_tail* PSII_BNR Por_Secre_tail MraZ MraZ

MBI4773374.1
JACQYL010000024.1:3614-12292                                       
Deltaproteobacteria bacterium                                      

HGD-D TSP_3 TSP_3 FTP Tox-Peptidase* ThiC_Rad_SAM DBI_PRT

MBI4847943.1
JACQZF010000019.1:3944-16724                                       
Nitrospirae bacterium                                              

Inositol_P Methyltransf_12 DUF1566 DUF1566 Flg_new_2 Flg_new_2 Tox-Peptidase TSP_3 TSP_3 TSP_3 Cu-binding_MopE Dicty_CTDC Dicty_CTDC Cu-binding_MopE Cu-binding_MopE ZU5 TSP_3* DUF362 UDPGP

MBI4860397.1
JACQZM010000157.1:7669-15639                                       
Candidatus Riflebacteria bacterium                                 

FGS Prok-RING_1 FTP Tox-Peptidase Concanavalin-like FN3 FN3 FN3*

MBI5016411.1
JACRMM010000030.1:108744-114939                                    
Deltaproteobacteria bacterium                                      

HcyBio OmpA-beta-barrel FTP PepSY Tox-Peptidase* Glyoxalase ELFV_dehydrog_N ELFV_dehydrog

MBI5867101.1
JACRMA010000016.1:29050-36385                                      
Candidatus Zixiibacteriota bacterium Bacteria.                     

ABC_tran RRF2-HTH FTP PepSYl-VZa Tox-Peptidase Por_Secre_tail* SpoIIE zf-dskA_traR TIMbarrel

MBI5870844.1
JACRMB010000006.1:54721-61574                                      
Actinomycetota bacterium                                           

Frankia-peptide Usp FTP Tox-Peptidase P_proprotein Big_5* ADH_N ADH_zinc_N DeoC

MBI5893457.1
JACRNI010000087.1:1813-8017                                        
Deltaproteobacteria bacterium                                      

THF_DHG_CYH_C THF_DHG_CYH   ?  CARDB CARDB CARDB CARDB CARDB Tox-Peptidase* Flg_new_2   ?  

MBI5903260.1
JACRNN010000180.1:1-5412                                           
Deltaproteobacteria bacterium                                      

PhoU FTP FTP Tox-Peptidase* Beta-Prop tRNA-synt_2e

MBI5934472.1
JACRBL010000044.1:1-9823                                           
Chloroflexi bacterium                                              

Concanavalin-like InhA-like_MAM DUF4962 FTP Beta_helix BactIG Beta_helix BactIG Beta_helix Tox-Peptidase InhA-like_MAM DUF4962* RHS   ?  

MBI5961190.1
JACRBK010000629.1:1-5233                                           
Chloroflexi bacterium                                              

Tox-Peptidase ASH-Ig ASH-Ig IG*

MBK5226894.1
JAENWQ010000001.1:14609-19968                                      
Actinomycetota bacterium                                           

FolB HPPK FTP Tox-Peptidase* Rossmann-like DUF2520 Pantoate_ligase

MBK6425450.1
JADIZP010000002.1:1042655-1049772                                  
Blastocatellia bacterium                                           

CarboxypepD_reg   ?  Tox-Peptidase* FTP Sigma70_ECF

MBK6483305.1
JADJAG010000007.1:15521-24704                                      
Chitinophagaceae bacterium                                         

  ?    ?  FTP Tox-Peptidase CUB CUB SprB FN3 Por_Secre_tail*   ?    ?  

MBK6891353.1
JADJDZ010000005.1:3951193-3959330                                  
Sphingobacteriales bacterium                                       

  ?    ?  Tox-Peptidase CHU_C* CHU_C   ?  

MBK6968660.1
JADJEY010000004.1:142253-147287                                    
Candidatus Microthrix sp.                                          

  ?    ?  FTP Tox-Peptidase* DDE_Tnp_1_4   ?  

MBK7036972.1
JADJFL010000009.1:192324-202064                                    
Bacteroidetes bacterium                                            

  ?  Por_Secre_tail Cu-binding_MopE Cu-binding_MopE Cu-binding_MopE Cu-binding_MopE FTP Tox-Peptidase Por_Secre_tail*   ?  Por_Secre_tail

MBK7627300.1
JADJLX010000005.1:53541-62886                                      
Bacteroidales bacterium                                            

CarbopepD_reg_2 MG2 PLUG FTP Tox-Peptidase Por_Secre_tail*   ?    ?  

MBK7789267.1
JADJNI010000015.1:164409-169816                                    
Saprospiraceae bacterium                                           

  ?    ?  FTP Tox-Peptidase DUF5711 Por_Secre_tail* Glyco_transf_9 PspC

MBK7886565.1
JADJOH010000002.1:1096283-1114262                                  
Bacteroidetes bacterium                                            

DUF2723 Por_Secre_tail FTP Tox-Peptidase PKD GEVED IG CUB IG GATase ASH-Ig IG Por_Secre_tail* Por_Secre_tail TIG KELCH Kelch_3 Kelch_1 Kelch_1

MBK7888994.1
JADJOH010000008.1:823977-835254                                    
Bacteroidetes bacterium                                            

  ?  Beta-Prop Por_Secre_tail FTP Tox-Peptidase GEVED GEVED GEVED Cu-binding_MopE Cu-binding_MopE Cu-binding_MopE*   ?  MPtase Por_Secre_tail

MBK8212415.1
JADJQX010000001.1:372114-377492                                    
Myxococcales bacterium                                             

  ?    ?  Tox-Peptidase*   ?    ?  

MBK8564380.1
JADKBS010000009.1:222996-232544                                    
Saprospiraceae bacterium                                           

  ?  His-Kinase His_kinase Y_Y_Y Reg_prop Reg_prop Reg_prop BetaPropeller Reg_prop Reg_prop FTP Tox-Peptidase ASH-Ig Por_Secre_tail* FMN_dh ATG22

MBK8774943.1
JADJVY010000013.1:69117-71398                                      
Chitinophagaceae bacterium                                         

  ?  Peptidase_M4_C Tox-Peptidase* His_Phos_1   ?  

MBK9048193.1
JADJUR010000025.1:112817-120769                                    
Bacteroidetes bacterium                                            

SNARE_assoc Cytochrom_C CCP_MauG FTP Tox-Peptidase PKD_6 Por_Secre_tail* FA_hydroxylase YhhN

MBK9191760.1
JADJYC010000005.1:208973-215071                                    
Crocinitomicaceae bacterium                                        

  ?  TonBC FTP Tox-Peptidase Por_Secre_tail*   ?  Imm7

MBK9400288.1
JADKAG010000005.1:168814-175505                                    
Bacteroidetes bacterium                                            

His-Kinase His_kinase TPR   ?  Tox-Peptidase Por_Secre_tail* Redoxin   ?  

MBK9733028.1
JADKFU010000005.1:1876994-1884285                                  
Chitinophagaceae bacterium                                         

CoiA Por_Secre_tail Tox-Peptidase* LuxR-HTH Receiver   ?  

MBK9737778.1
JADKGD010000074.1:93160-102827                                     
Saprospiraceae bacterium                                           

ACR_tran Por_Secre_tail Tox-Peptidase*   ?    ?  

MBL0216597.1
JADKKI010000019.1:78063-83540                                      
Myxococcales bacterium                                             

  ?  MoCF_biosynth FTP Tox-Peptidase GBD-PPC GBD-PPC*   ?  Fis-HTH NtrC-AAA FHA

MBL0238448.1
JADKKD010000012.1:164497-174029                                    
Candidatus Defluviibacterium haderslevense                         

PdxA Glucosaminidase FTP Tox-Peptidase Por_Secre_tail* FolB Aminotran_5

MBL0356504.1
JADKJC010000001.1:1481904-1489694                                  
Chitinophagaceae bacterium                                         

  ?    ?  FTP Tox-Peptidase* His_kinase His-Kinase Receiver LYTTR

MBL0357312.1
JADKJC010000002.1:693143-700391                                    
Chitinophagaceae bacterium                                         

DUF4384 Peptidase_C1 Peptidase_M4 Tox-Peptidase* Orn_Arg_deC_N SCPB-HTH

MBL0357914.1
JADKJC010000004.1:50082-66978                                      
Chitinophagaceae bacterium                                         

Transketolase_C Transket_pyr DUF4142 Tox-Peptidase* PKD IG PKD IG IG PKD IG IG PKD IG PKD PKD PKD PKD PKD PKD IG CHU_C

MBL4652510.1
JAESTK010000141.1:132-5525                                         
Flavobacteriales bacterium                                         

Alba IF3_N HGTP_anticodon tRNA-synt_2b HxxxH FTP Tox-Peptidase Por_Secre_tail*   ?  

MBL6991244.1
JADHTQ010000048.1:25217-31741                                      
Bacteriovoracaceae bacterium                                       

cNMPBD   ?  FTP Tox-Peptidase* Aconitase Aconitase_C ATP-grasp_2 Ligase_CoA

MBL7154084.1
JADHYA010000177.1:1660-8164                                        
Phycisphaerae bacterium                                            

Beta-helix Disaggr_assoc   ?  FTP Tox-Peptidase LamininG*   ?  

MBL7163941.1
JADHXE010000180.1:159-8119                                         
Anaerolineales bacterium                                           

NucS_C FTP Tox-Peptidase TSP_3 TSP_3 TSP_3 SH3*   ?  FecR DUF3048 SdrD_B DUF3048_C

MBL7711211.1
JAEUVW010000060.1:14634-22024                                      
Chitinophagaceae bacterium                                         

Abhydrolase_1 PcrA_UvrD_tudor UvrD_C UvrD-helicase FTP Tox-Peptidase Por_Secre_tail* ParA FeS_assembly_P CarbopepD_reg_2

MBL7715257.1
JAEUWC010000015.1:130246-137292                                    
Bdellovibrionales bacterium                                        

MurJ   ?  Tox-Peptidase*   ?  LysM SLT

MBL7773912.1
JAEUVD010000049.1:46966-57537                                      
Chitinophagaceae bacterium                                         

Peptidase_S46 Pantoate_transf FTP Tox-Peptidase IG Dockerin_1* 3-dmu-9_3-mt NikR_C

MBL7776201.1
JAEUUW010000595.1:1-2958                                           
Saprospiraceae bacterium                                           

Tox-Peptidase*

MBL7789904.1
JAEUUY010000022.1:212785-217488                                    
Chitinophagales bacterium                                          

  ?    ?  FTP Tox-Peptidase Por_Secre_tail*   ?  HTH

MBL7926885.1
JAEUTH010000024.1:62497-70682                                      
Bacteroidia bacterium                                              

Aconitase Aconitase_C   ?  FTP Tox-Peptidase Por_Secre_tail* Porin_10 DUF3467

MBL9110566.1
JAEUKF010000939.1:1885-5931                                        
Myxococcales bacterium                                             

VWA   ?  FTP PepSY Tox-Peptidase*

MBM3283648.1
VGJN01000120.1:1-4413                                              
Candidatus Gottesmanbacteria bacterium                             

PGK   ?  FTP Tox-Peptidase PT Peptidase_M28*

MBM3333975.1
VGIM01000220.1:1-3611                                              
Candidatus Sumerlaeota bacterium                                   

FTP Tox-Peptidase*   ?  

MBM4022734.1
VGYP01000225.1:1605-4803                                           
Planctomycetota bacterium                                          

SpoU_sub_bind SPOUT Glyoxalase_6 Tox-Peptidase* LamB_YcsF

MBM4280208.1
VGSZ01000030.1:21318-27786                                         
Deltaproteobacteria bacterium                                      

Aldedh Tox-Peptidase GBD-PPC Tox-Peptidase* FTP STY-kinase MshEN Receiver DUF4388

MBM4370490.1
VGRM01000063.1:378-6085                                            
Deltaproteobacteria bacterium                                      

FTP Tox-Peptidase TSP_3* Calcineurin   ?  

MBN1147240.1
JAFGOP010000074.1:6852-12026                                       
Anaerolineales bacterium                                           

  ?  FTP Tox-Peptidase Tox-Peptidase LevanB* InhA-like_MAM LevanB Emfourin

MBN1212805.1
JAFGNW010000176.1:8949-16630                                       
Candidatus Zixiibacteriota bacterium Bacteria.                     

  ?  SAM-methylase FTP PepSY Tox-Peptidase MAM* Peptidase_S41 Tricorn_PDZ Tricorn_C1 BetaPropeller

MBN1980095.1
JAFGEB010000032.1:397-3249                                         
Chitinivibrionales bacterium                                       

FTP Tox-Peptidase ASH*   ?  

MBN2201604.1
JAFGAX010000130.1:1-4587                                           
bacterium Bacteria.                                                

FTP PepSY Tox-Peptidase FlgD_ig* TPM_phosphatase TPM_phosphatase XpaC

MBN2326382.1
JAFGTC010000058.1:9370-19815                                       
Candidatus Omnitrophota bacterium                                  

PBPI PvlArgDC FTP Tox-Peptidase ASH*   ?    ?  

MBN2373801.1
JAFGSM010000165.1:298-12432                                        
bacterium Bacteria.                                                

Classical-AAA STY-kinase SBBP SBBP SBBP SBBP SBBP SBBP IG PepSY Tox-Peptidase TSP_3 TSP_3 TSP_3 TSP_3* FTSK-HTH FTSK FtsK_alpha FtsK_4TM LolA

MBN2727110.1
JAFGWL010000054.1:23884-31110                                      
Candidatus Mcinerneyibacteriota bacterium                          

Aminotran_1_2 GntR-HTH Amidohydro_3 FTP Tox-Peptidase PPC PPC CUB FlgD_ig* Band-7   ?  

MBN8684353.1
JAFLBP010000028.1:58689-66561                                      
Chitinophagales bacterium                                          

Flavodoxin_2 OmpA-beta-barrel FTP Tox-Peptidase Por_Secre_tail* IG Por_Secre_tail Pro_isomerase HEAT

MBO0831346.1
JAFMRG010000153.1:832-4526                                         
Actinomycetota bacterium                                           

CX2CXnCXCXnH MPTase-Lit Tox-Peptidase* ICLR-HTH

MBO5847605.1
JAGBVA010000004.1:6740-14085                                       
Bacteroidales bacterium                                            

TPR O-antigen_lig DUF3244 Tox-Peptidase Por_Secre_tail*   ?  His-Kinase DNA_gyraseB Toprim DNA_gyraseB_C

MBO6935165.1
JAEPMI010000003.1:498399-505406                                    
Deltaproteobacteria bacterium                                      

ThrE ThrE_2 Mbetalac Tox-Peptidase PSI PSI* NTP_transf_9 HKD HKD

MBP2656926.1
JAGGAC010000142.1:433-3367                                         
Bacillota bacterium                                                

MaoC_dehydratas 3HCDH 3HCDH_N Tox-Peptidase*

MBP3220234.1
JAGBKG010000066.1:19732-28349                                      
Prevotella sp.                                                     

SecD_1st SecD_SecF Sec_GG SecD_SecF Mannitol_dh Mannitol_dh_C FTP Tox-Peptidase*   ?  

MBP5983009.1
JAGOAZ010000004.1:136085-143816                                    
Fluviicola sp.                                                     

DUF4924 FAD-oxidase_C FAD_binding_4 FTP Tox-Peptidase IG PKD PKD Por_Secre_tail* DUF2130 Thiolase_N Thiolase_C

MBP6038669.1
JAGOAL010000002.1:31266-39139                                      
Flavobacterium sp.                                                 

  ?    ?  FTP Tox-Peptidase CUB CUB Por_Secre_tail* PfkB GATase_6 PRTase

MBP6098393.1
JAGNYU010000002.1:17061-24910                                      
Candidatus Levyibacteriota bacterium                               

Clp_N ClpABN-AAA ClpABC-AAA   ?  FTP Tox-Peptidase CarboxypepD_reg* Peptidase_M28   ?  

MBP6304010.1
JAGNUM010000118.1:1169-6026                                        
Bacteroidia bacterium                                              

YgaP-like_TM   ?  Tox-Peptidase Por_Secre_tail* Peptidase_M1 Peptidase_M1_N

MBP7644802.1
JAGOCA010000445.1:1-2020                                           
Saprospiraceae bacterium                                           

FTP PepSY Tox-Peptidase*   ?  

MBP7849793.1
JAGNHN010000022.1:10998-36152                                      
Lentimicrobiaceae bacterium                                        

BNR_assoc_N NosD Ig_7 ASH-Ig GEVED ASH-Ig ASH-Ig ASH-Ig ASH-Ig LamininG ASH-Ig Dockerin_1 Por_Secre_tail CARDB CARDB CARDB CARDB CARDB CARDB GBD-PPC FTP Tox-Peptidase CarboxypepD-reg-IG CarboxypepD_reg Dockerin_1 Por_Secre_tail* IPPT PRiA4_ORF3

MBP8915233.1
JAGPGM010000004.1:4902-17931                                       
Chitinophagales bacterium                                          

  ?    ?  FTP Tox-Peptidase CUB IG Ig_7 Por_Secre_tail* IG Ig_2 Por_Secre_tail Peptidase_M43 Ig_7 Ig_7 Por_Secre_tail

MBP9797997.1
JAGORW010000022.1:2888-8630                                        
Candidatus Woesebacteria bacterium                                 

Dockerin_1 Glycophorin_A Tox-Peptidase* Cohesin Cohesin

MBP99371.1
PBRZ01000014.1:25810-32404                                         
Acidobacteria bacterium                                            

Tox-Peptidase   ?  FTP Tox-Peptidase*   ?  FtsX MacB_PCD

MBQ2193271.1
JAFPED010000144.1:399-4740                                         
Prevotella sp.                                                     

FTP Tox-Peptidase* Mannitol_dh Mannitol_dh_C   ?  

MBQ6791464.1
JAFSKL010000026.1:162844-170611                                    
Paludibacteraceae bacterium                                        

Peptidase_M23 Fumerase Fumerase_C FTP Tox-Peptidase*   ?  Peptidase_M20 Rhomboid_N

MBQ7467107.1
JAFSVX010000055.1:1-6434                                           
Clostridia bacterium                                               

FTP Tox-Peptidase* DUF2207 DUF2207_C LemA

MBQ76765.1
PBRP01000146.1:231-5271                                            
Gammaproteobacteria bacterium                                      

FTP Tox-Peptidase DUF1573 TSP_3 TSP_3*   ?  NMO

MBQ9148008.1
JAFTOY010000004.1:14437-21590                                      
Oscillospiraceae bacterium                                         

AICARFT_IMPCHas Pep_deformylase FTP Tox-Peptidase CarboxypepD-reg-IG* tRNA_edit Esterase

MBQ9678443.1
JAFTGH010000041.1:1-3684                                           
Prevotella sp.                                                     

  ?    ?  FTP Tox-Peptidase*   ?  

MBQ9790123.1
JAFTJJ010000015.1:13695-19262                                      
Clostridia bacterium                                               

Hexapep Hexapep Hexapep HU-IHF Tox-Peptidase*

MBR1564189.1
JAFUWV010000004.1:72938-77672                                      
Paludibacteraceae bacterium                                        

  ?    ?  FTP Tox-Peptidase Por_Secre_tail*   ?  NTP_transferase

MBR1923264.1
JAFVEB010000030.1:123109-129951                                    
Paludibacteraceae bacterium                                        

LpxK ABC_tran ABC_membrane Tox-Peptidase* SpoU_sub_bind SPOUT   ?  

MBR3980449.1
JAFXAU010000013.1:91775-98069                                      
Bacteroidales bacterium                                            

  ?    ?  FTP Tox-Peptidase* ROK   ?  

MBR4604554.1
JAFXRY010000377.1:1-1844                                           
Kiritimatiellae bacterium                                          

Tox-Peptidase IG*

MBR5068726.1
JAFYZW010000057.1:130591-138948                                    
Bacteroidales bacterium                                            

UbiA Nitroreductase-like FTP Tox-Peptidase* LRR LRR OMP_b-brl_3 PLUG CarboxypepD_reg

MBR5209663.1
JAFYTU010000282.1:1327-10676                                       
Paludibacteraceae bacterium                                        

OMP_b-brl_2 DUF4348 FTP Tox-Peptidase* AAA_14 REase-DUF4143 TPR DUF2723

MBR5238320.1
JAFYSF010000038.1:29129-44830                                      
Paludibacteraceae bacterium                                        

LamininG LamininG LamininG   ?  Tox-Peptidase*   ?  Inhibitor_I69 Peptidase_C10

MBR5657118.1
JAFYYV010000044.1:6983-14516                                       
Prevotella sp.                                                     

  ?    ?  FTP Tox-Peptidase*   ?    ?  

MBR6659232.1
JAFXFL010000028.1:14186-21856                                      
Paludibacteraceae bacterium                                        

S1 RNASEII CSD2 RhoN   ?  Tox-Peptidase* FTP Tox-Peptidase Fer4_13

MBS1715290.1
JAFDWQ010000008.1:132931-138519                                    
Armatimonadota bacterium                                           

Sigma70_r2 Sigma70_r4_2   ?  FTP Tox-Peptidase* AdoHcyase   ?  

MBS1727053.1
JAFDWV010000004.1:812269-820334                                    
Armatimonadota bacterium                                           

  ?  AP-ATPase TPR TPR Tox-Peptidase* Peptidase_M3 Peptidase_M3_N Aldedh

MBS2017999.1
JAFEBD010000077.1:45277-51932                                      
Deltaproteobacteria bacterium                                      

RmlD_sub_bind pAdhesive_15 Tox-Peptidase*   ?    ?  

MBS2031580.1
JAFEBB010000055.1:35218-42303                                      
Deltaproteobacteria bacterium                                      

  ?    ?  Tox-Peptidase PPC*   ?  PHP

MBT5708432.1
JABIVM010001038.1:1-2250                                           
Verrucomicrobia bacterium                                          

FTP Tox-Peptidase*

MBT5935347.1
JABIOQ010000058.1:8439-15165                                       
Sulfurimonas sp.                                                   

Arginase Aminotran_3 FTP Tox-Peptidase Big_5 Big_5 SUN*   ?  C-C_Bond_Lyase

MBT7410275.1
JABHHM010000334.1:104-3908                                         
Methylococcales bacterium                                          

DGCcoil FTP Tox-Peptidase SUN*

MBT8061286.1
JAHHPA010000067.1:1-4524                                           
Gammaproteobacteria bacterium                                      

Mur_ligase_C Tox-Peptidase* Endonuclease_NS   ?  

MBU0637974.1
JAHJAR010000060.1:51372-62491                                      
Planctomycetota bacterium                                          

STY-kinase TPR TPR TPR IG Big_2 Big_2 FTP Tox-Peptidase BetaPropeller TSP_3 TSP_3 TSP_3 TSP_3* Peptidase_S9   ?  

MBU0730651.1
JAHIYX010000133.1:1-3335                                           
Proteobacteria bacterium                                           

PhzC-PhzF FASCICILIN Tox-Peptidase*   ?  DUF6016

MBU4428002.1
JAHINV010000028.1:3408-11062                                       
Verrucomicrobia bacterium                                          

SERAprotease Lectin_like BetaPropeller DUF2961 FTP Tox-Peptidase BACON_2 BetaPropeller*

MBU6213263.1
JAGWWW010000008.1:25062-33944                                      
Actinomycetales bacterium                                          

GrpE HSP70 Tox-Peptidase* CCG CCG Fer4_8 Acyl_transf_3 SGNH

MBV1696266.1
JAGWWQ010000289.1:1-3342                                           
Hyphomicrobiales bacterium                                         

Tox-Peptidase* YegS_C DAGK_cat Cys_Met_Meta_PP

MBW2161224.1
JAFDFW010000428.1:1123-7159                                        
Deltaproteobacteria bacterium                                      

  ?    ?  FTP Tox-Peptidase TSP_3 TSP_3* Glyco_hydro_20b Glyco_hydro_20   ?  

MBW5447122.1
WJIB01000008.1:286043-295971                                       
Cohnella sp. CFH 77786                                             

Ala_racemase_N Ala_racemase_C Glyco_hydro_88 FTP Tox-Peptidase Pur_ac_phosph_N Pur_ac_phosph_N FN3* Cu_amine_oxidN1 TGFb_propeptide Glycosyl-hydro-6hairpin MurJ

MBW7869390.1
JACFMV010000077.1:184-2822                                         
Brumimicrobium sp.                                                 

FTP Tox-Peptidase Por_Secre_tail*   ?  

MBX2813110.1
JAHQVK010000175.1:30311-35675                                      
Myxococcales bacterium                                             

Abhydrolase_1   ?  Tox-Peptidase* Calcineurin   ?  

MBX2872141.1
JAHQWA010000150.1:1-6432                                           
Saprospiraceae bacterium                                           

TrmE_N MnmE_helical MMR_HSR1 PG_binding_1 Tox-Peptidase*   ?  Tyrosinase

MBX3030691.1
JAHBUZ010000013.1:13279-22175                                      
Chloroflexi bacterium                                              

  ?  Amidohydro_1 FTP Tox-Peptidase InhA-like_MAM* MalT TPR   ?  

MBX3176707.1
JAHBVV010000002.1:378519-386931                                    
Candidatus Hydrogenedentota bacterium                              

  ?  PD40 PD40 PD40 PD40 FTP Tox-Peptidase TIG Dockerin_1* Transglut_core2 Fructosamin_kin

MBX3193157.1
JAHBWD010000110.1:7995-13511                                       
Labilithrix sp.                                                    

NUDIX   ?  FTP Tox-Peptidase*   ?  OmpA-beta-barrel

MBX3226000.1
JAHBWE010000001.1:394651-401231                                    
Labilithrix sp.                                                    

  ?  Cytochrome_CBB3 FTP Tox-Peptidase*   ?  FTP PepSY Tox-Peptidase

MBX7107762.1
JAIBAY010000002.1:151657-156838                                    
Chitinophagales bacterium                                          

TPR   ?  Tox-Peptidase* ClpS META META NlpE

MBX7149690.1
JAIBAG010000033.1:10809-16515                                      
bacterium Bacteria.                                                

  ?  EamA EamA Tox-Peptidase TSP_3 TSP_3 TSP_3*   ?  SPASM Radical_SAM

MBX9722613.1
JAIERA010001034.1:1-1694                                           
Candidatus Obscuribacterales bacterium                             

Tox-Peptidase* Acetylase

MBY0422265.1
JAIENJ010000570.1:1-2221                                           
Parvularculaceae bacterium                                         

Tox-Peptidase TSP_3 TSP_3 TSP_3 TSP_3*

MBY6203522.1
JAHVKF010000001.1:320754-326848                                    
Halomonas denitrificans                                            

OmpA   ?  FTP Tox-Peptidase TSP_3 TSP_3 TSP_3 TSP_3 TSP_3* HIPIP   ?  

MBZ5726654.1
JAIQEX010000061.1:12564-20044                                      
Terriglobia bacterium                                              

RNaseH-CATRA Caspase   ?  FTP Tox-Peptidase* SNF DUF3670 SWIM

MCA1560525.1
JAIVKE010000093.1:1125-6805                                        
Acidobacteria bacterium                                            

Methyltransf_21 OmpA-beta-barrel FTP Tox-Peptidase*   ?  NTF2-EC HTH_25

MCA1624292.1
JAIVJJ010000237.1:13329-18096                                      
Acidobacteria bacterium                                            

  ?    ?  FTP Tox-Peptidase* Sigma70_r2 Sigma70_r4_2   ?  

MCA1664181.1
JAIVJA010000579.1:1-1093                                           
Myxococcales bacterium                                             

Tox-Peptidase*   ?  

MCA8837611.1
JAIOUE010000510.1:1-1653                                           
Proteobacteria bacterium                                           

Tox-Peptidase*

MCA8838246.1
JAIOUE010000809.1:174-2587                                         
Proteobacteria bacterium                                           

  ?    ?  Tox-Peptidase*

MCA9589493.1
JAGQJA010000425.1:26870-30847                                      
Myxococcales bacterium                                             

  ?    ?  Tox-Peptidase*   ?    ?  

MCA9695230.1
JAGQIN010001380.1:1-1505                                           
Myxococcales bacterium                                             

FTP Tox-Peptidase*

MCA9709681.1
JAGQIQ010000875.1:1-3699                                           
Myxococcales bacterium                                             

TPR PhoPQ_related Tox-Peptidase*

MCA9950852.1
JAGRDI010000245.1:87-13018                                         
Anaerolineales bacterium                                           

ACAS_N AMP-binding AMP-binding_C   ?  FTP PepSY Tox-Peptidase DUF4215 Concanavalin-like* Inhibitor_I9 Subtilisin PA Subtilisin ASH-Ig

MCB0402836.1
JAGQZT010000122.1:1-5054                                           
Flavobacteriales bacterium                                         

  ?  FTP Tox-Peptidase Por_Secre_tail*   ?  RHS

MCB0583407.1
JAGQXS010001306.1:1-4442                                           
Phaeodactylibacter sp.                                             

FTP Tox-Peptidase IG*   ?    ?  

MCB0842244.1
JAGQVB010000034.1:1-3499                                           
Bacteroidetes bacterium                                            

FTP Tox-Peptidase* Usp Usp Rhomboid

MCB0879665.1
JAGQUL010000235.1:6824-14337                                       
Thermoleophilia bacterium                                          

  ?    ?  Tox-Peptidase*   ?    ?  

MCB0880317.1
JAGQUL010000338.1:4771-7477                                        
Thermoleophilia bacterium                                          

  ?    ?  Tox-Peptidase* His-Kinase

MCB0908494.1
JAGQUE010000403.1:1-3126                                           
Nocardioidaceae bacterium                                          

S-AdoMet_synt_C FTP Tox-Peptidase* PriA_3primeBD

MCB0986024.1
JAGQSU010000603.1:327-5142                                         
Ilumatobacter sp.                                                  

Epimerase adh_short_C2 FTP Tox-Peptidase* Y_phosphatase3

MCB1112173.1
JAGRNY010000022.1:20421-26398                                      
Chlamydiia bacterium                                               

Ion_trans_2 p450 Tox-Peptidase* SpoU_sub_bind SPOUT   ?  

MCB1509934.1
JAGRKW010000048.1:1-7778                                           
Hyphomicrobiaceae bacterium                                        

Fer2 Fer2_2   ?  Tox-Peptidase* Subtilisin Dockerin_1 PTSEIIA1 EAD9

MCB2072492.1
JAGREK010000017.1:12590-19395                                      
Novosphingobium sp.                                                

  ?    ?  Tox-Peptidase* MFS_1   ?  

MCB9233463.1
JACJYV010000005.1:3485-11319                                       
Bacteroidia bacterium                                              

REase   ?  FTP Tox-Peptidase Por_Secre_tail*   ?    ?  

MCB9245789.1
JACJZU010000002.1:165867-192071                                    
Flavobacteriales bacterium                                         

Mbetalac Beta-helix NosD Beta_helix Beta_helix Beta_helix CARDB CARDB CARDB CARDB CARDB CARDB CARDB GBD-PPC FTP PepSY Tox-Peptidase SprB SprB SprB SprB SprB SprB SprB SprB SprB SprB SprB SprB SprB SprB SprB SprB SprB SprB SprB SprB SprB SprB Por_Secre_tail*   ?  Peptidase_M48

MCB9246889.1
JACJZU010000004.1:364217-370999                                    
Flavobacteriales bacterium                                         

Asp_protease_2 Metalloenzyme iPGM_N Metalloenzyme FTP Tox-Peptidase PKD PKD PKD Por_Secre_tail*   ?  TerB

MCB9251429.1
JACJZT010000003.1:137666-162121                                    
Flavobacteriales bacterium                                         

  ?  Beta_helix NosD Beta_helix Beta_helix CARDB CARDB CARDB CARDB CARDB CARDB CARDB GBD-PPC FTP Tox-Peptidase SprB SprB SprB SprB SprB SprB SprB SprB SprB SprB SprB SprB SprB SprB SprB SprB SprB SprB SprB* Ribosomal_TL5_C Ribosomal_L25p Pribosyl_synth Pribosyltran_N

MCB9279587.1
JACJYC010000005.1:470214-481124                                    
Lewinellaceae bacterium                                            

His-Kinase HisKA_3 TPR TPR   ?  FTP Tox-Peptidase PKD Dockerin_1 Por_Secre_tail*   ?    ?  

MCB9289792.1
JACJYA010000012.1:190564-197223                                    
Lewinellaceae bacterium                                            

DHOR CCP_MauG Epimerase FTP Tox-Peptidase Por_Secre_tail* BZIP   ?  

MCB9346128.1
JACJYN010000002.1:335794-346115                                    
Lewinellaceae bacterium                                            

ABC-3 Fe_dep_repr_C FeoA   ?  FTP Tox-Peptidase IG Beta-Prop IG Por_Secre_tail* Por_Secre_tail RBFA

MCB9677203.1
JACKET010000009.1:33980-42578                                      
Alphaproteobacteria bacterium                                      

OmpA TonB_C   ?  FTP Tox-Peptidase GBD-PPC GBD-PPC* Pterin_bind ab-Hydrolase

MCB9685480.1
JACKER010000010.1:160833-164692                                    
Alphaproteobacteria bacterium                                      

  ?    ?  FTP Tox-Peptidase GBD-PPC GBD-PPC*   ?  Glyoxalase Glyoxalase_6

MCC6190237.1
JADLEU010000220.1:7891-15136                                       
Anaerolineales bacterium                                           

NosD Beta_helix CytC Tox-Peptidase TSP_3 TSP_3*   ?  RHOD-CDC25

MCC6622469.1
JADLAW010000080.1:113893-119502                                    
Deltaproteobacteria bacterium                                      

Alg14 Glyco_tran_28_C Tox-Peptidase CarboxypepD_reg CarboxypepD_reg*   ?  PI-PLC-C1

MCC7077193.1
JADZDR010000039.1:9107-17295                                       
Acidimicrobiia bacterium                                           

NlpE_C START FTP Tox-Peptidase PKD IG* DUF2804 Alpha-mann_mid Glyco_hydro_38N

MCC7441016.1
JADZFF010000061.1:4168-9689                                        
Bdellovibrionales bacterium                                        

LysM LysM SLT   ?  Tox-Peptidase* GMC_oxred_C GMC_oxred_N   ?  

MCC7535167.1
JADZFZ010000090.1:4331-10520                                       
Deltaproteobacteria bacterium                                      

TolR-ExbD   ?  Tox-Peptidase TSP_3 TSP_3* VWA

MCD8534008.1
JAJOIW010000064.1:10987-15270                                      
Verrucomicrobia bacterium                                          

  ?  FTP Tox-Peptidase* Big_7

MPZ68853.1
WHTI01000022.1:5317-12070                                          
Actinomycetota bacterium                                           

TPR   ?  FTP Tox-Peptidase* ZnR PrsW ZnR   ?  

MRR29680.1
SBES01000348.1:1-1968                                              
bacterium Bacteria.                                                

FTP Tox-Peptidase FN3*

MTV23829.1
VTDJ01000001.1:16020-21764                                         
Profundirhabdus halotolerans                                       

Diphthami_syn_2 Emfourin Tox-Peptidase* FAA_hydrolase FAA_hydrolase_N AMP-binding_C AMP-binding

MVF12113.1
VRKW01000003.1:287443-295423                                       
Ketobacter sp. MCCC 1A13808                                        

FHA PP2C FTP Tox-Peptidase FHA* Yop-YscD_cpl FHA ABC_tran ABC2_membrane VWA_2

NBB80401.1
JAAAPI010000247.1:448-7270                                         
Verrucomicrobia bacterium                                          

  ?  LuxR-HTH FTP Tox-Peptidase Calx-beta*   ?  

NBQ55286.1
RGBB01000020.1:1868-8640                                           
Verrucomicrobia bacterium                                          

Phd-YefM Phd-YefM HTH FTP Tox-Peptidase Big_7 HfIG BetaPropeller*

NBT49627.1
RFWC01000627.1:1-1322                                              
Actinomycetota bacterium                                           

FTP PepSY Tox-Peptidase*

NBU20886.1
RFTQ01000166.1:1-2990                                              
bacterium Bacteria.                                                

PepSY Tox-Peptidase* Phosphoesterase   ?  

NBU77215.1
RFTD01000938.1:1-1259                                              
Planctomycetota bacterium                                          

FTP Tox-Peptidase*

NBW82948.1
RFOY01000736.1:49-1526                                             
bacterium Bacteria.                                                

PepSY Peptidase_M4 Tox-Peptidase PKD*

NDD92859.1
RGUI01000691.1:105-1385                                            
bacterium Bacteria.                                                

Tox-Peptidase*

NGZ99711.1
JAAMYA010000001.1:566957-577905                                    
Nocardioides convexus                                              

  ?  FTP Tox-Peptidase*   ?    ?  

NIM89758.1
WVZL01000006.1:131784-137959                                       
Candidatus Aminicenantes bacterium                                 

Peptidase_M1_N Peptidase_M1   ?  FTP PepSY Tox-Peptidase* SH3 OmpA-beta-barrel Calcineurin

NJL59420.1
JAAUTB010000195.1:192-4011                                         
Desulfobacteraceae bacterium                                       

N_methyl   ?  Tox-Peptidase* FTP PepSY Peptidase_M4   ?  

NJM90834.1
JAAUSD010000014.1:97-4658                                          
Myxococcales bacterium                                             

FTP Tox-Peptidase* Trypsin PAN_4 GST_C_4 GST_N_3

NJN35465.1
JAAUQJ010000520.1:1-1541                                           
Saprospiraceae bacterium                                           

Tox-Peptidase* Tox-Peptidase Emfourin

NJN84946.1
JAAUPU010000742.1:1-3033                                           
Caldilineaceae bacterium                                           

FTP Tox-Peptidase TSP_3*

NLE46324.1
JAAZAN010000278.1:1-1755                                           
Chloroflexota bacterium                                            

Tox-Peptidase*

NLF24254.1
JAAYZI010000042.1:3573-9555                                        
Deltaproteobacteria bacterium                                      

ABC_tran Peripla_BP_2 FTP Tox-Peptidase* CarboxypepD_reg CarboxypepD-reg-IG CarboxypepD_reg FHA

NLI48094.1
JAAYUB010000128.1:3013-12373                                       
Acidobacteria bacterium                                            

Amidohydro_1 Trypsin FTP PepSY Tox-Peptidase* Peptidase_M16_C Peptidase_M16_C Peptidase_M16 Peptidase_M16_C

NLV40807.1
JAAYBR010000062.1:4525-14653                                       
Candidatus Hydrogenedentota bacterium                              

CoA_binding_2 Succ_CoA_lig Ligase_CoA_2 ATP-grasp_5 ISOCOT AcetylCoA_hyd_C Acetylase FTP Tox-Peptidase TIG Dockerin_1* HAD ATP-gua_Ptrans

NLX04396.1
JAAYCJ010000061.1:2136-10716                                       
Phycisphaerae bacterium                                            

URO-D URO-D FTP Tox-Peptidase ASH-Ig* GAF NtrC-AAA Fis-HTH T2SSF T2SSF

NMC14657.1
JAAZNS010000474.1:270-1823                                         
Chloroflexota bacterium                                            

Tox-Peptidase*

NMC53306.1
JAAZOG010000074.1:29987-37703                                      
Chloroflexota bacterium                                            

  ?  FTP Tox-Peptidase InhA-like_MAM FTP Tox-Peptidase InhA-like_MAM*

NMC62200.1
JAAZON010000132.1:1-3144                                           
SAR324 cluster bacterium                                           

FTP Tox-Peptidase* REase-DUF4143 AAA_14

NND72836.1
JABDKO010000254.1:7509-14023                                       
Rhodothermales bacterium                                           

AnmK AIRS AIRS_C FTP Tox-Peptidase* DUF6090 DUF6090

NOQ25766.1
WTBR01000059.1:568-6071                                            
Bacteroidales bacterium                                            

PSII_BNR FTP Tox-Peptidase Por_Secre_tail*   ?  Cytidylate_kin

NPA35006.1
JAADEI010000133.1:1-2664                                           
Chlorobiota bacterium                                              

Tox-Peptidase*   ?    ?  

NQU84627.1
JABMQB010000114.1:4539-13530                                       
Mariniphaga sp.                                                    

RuvB_N AAA_lid_4 RuvB_C Glu_cyclase_2 FTP Tox-Peptidase Por_Secre_tail* Por_Secre_tail Peptidase_S46

NQW42977.1
JABMMZ010000078.1:49473-54692                                      
Bacteroidetes bacterium                                            

His-Kinase Mbetalac FTP Tox-Peptidase Por_Secre_tail*   ?  Peptidase_M16 Peptidase_M16_C

NQY04720.1
JABSPN010000006.1:15696-21931                                      
Flavobacteriaceae bacterium                                        

  ?    ?  FTP Tox-Peptidase FN3 FN3 FN3 DUF4992 FN3 Por_Secre_tail* AAA-ToxA

NQZ10545.1
JABSOG010000518.1:1-6153                                           
Algicola sp.                                                       

FTP Tox-Peptidase* Reg_prop Reg_prop Reg_prop

NUN47106.1
JABWCP010000045.1:390-8540                                         
bacterium Bacteria.                                                

Receiver LuxR-HTH confTPR FTP Tox-Peptidase GEVED GEVED GEVED Cadherin Cadherin Cadherin ZU5 Por_Secre_tail* OMP_b-brl   ?  

NUR07591.1
JABFXA010000201.1:9209-16722                                       
Nocardioidaceae bacterium                                          

35exo ASH-Ig Big_5 FTP Tox-Peptidase CUB* Pirin Pirin_C Amino_oxidase

NUR89918.1
JABFWT010001716.1:1-6366                                           
Nonomuraea sp.                                                     

Subtilisin CarboxypepD-reg-IG CarboxypepD_reg CarboxypepD-reg-IG CarboxypepD_reg FTP PepSY Tox-Peptidase*

NUT20461.1
JABFVK010000026.1:94556-100077                                     
Hamadaea sp.                                                       

TetR-HTH TetR_C_21 ADH_zinc_N ADH_N FTP PepSY Tox-Peptidase* LuxR-HTH Glycosyl-hydro-6hairpin

NVK11358.1
JABXIR010000143.1:398-5096                                         
Gammaproteobacteria bacterium                                      

MotA_ExbB FHA Tox-Peptidase FHA* FTP CoA_binding Ligase_CoA

OFY98525.1
MEPQ01000119.1:37663-44313                                         
Bdellovibrionales bacterium GWB1_52_6                              

Synaptojanin ABC1 PepSY Tox-Peptidase*   ?  MurJ

OFZ82324.1
MEQJ01000025.1:7411-12524                                          
Bdellovibrionales bacterium RIFOXYD1_FULL_53_11                    

  ?  Peptidase_M48 FTP Tox-Peptidase*   ?  Asp_protease_2

OGC76170.1
MEWO01000053.1:1-8065                                              
candidate division Zixibacteria bacterium RBG_16_50_21 Bacteria.   

  ?  FTP PepSY Tox-Peptidase* Beta-Prop SBBP SBBP Beta-Prop

OGK17412.1
MFZH01000047.1:7088-13461                                          
Candidatus Roizmanbacteria bacterium RIFCSPHIGHO2_01_FULL_39_24    

Dockerin_1   ?  FTP Tox-Peptidase PT Dockerin_1*   ?  Cohesin

OGK21536.1
MFZK01000007.1:20464-27584                                         
Candidatus Roizmanbacteria bacterium RIFCSPHIGHO2_02_FULL_37_13b   

Dockerin_1   ?  Tox-Peptidase Dockerin_1*   ?  Cohesin

OGS79935.1
MGWM01000001.1:1482646-1487276                                     
Candidatus Fluviicola riflensis                                    

  ?    ?  FTP Tox-Peptidase Por_Secre_tail* HTH   ?  

OGV42072.1
MHBK01000059.1:62203-81739                                         
Lentisphaerae bacterium GWF2_57_35                                 

  ?  Beta_helix BetaPropeller FTP PepSY Tox-Peptidase ASH-Ig Subtilisin BACON_2 Reelin_subrepeat-B BACON_2 Calx-beta Reelin_subrepeat-B BACON_2 Calx-beta* MFS_3 Flg_new_2 Flg_new_2 Flg_new_2 BACON_2 LamininG

OIP57901.1
MNYS01000003.1:17614-24641                                         
Candidatus Levybacteria bacterium CG2_30_37_29                     

Clp_N ClpABN-AAA ClpABC-AAA   ?  FTP Tox-Peptidase* DnaJ DnaJ_C   ?  

OJU79913.1
MKSG01000090.1:16589-21200                                         
Chlamydia sp. 32-24                                                

SNO Tox-Peptidase* Putative_PNPOx PNP_phzG_C PGK SOR_SNZ

OPY76659.1
MVRT01000225.1:1218-6324                                           
Syntrophorhabdus sp. PtaU1.Bin153                                  

FTP Tox-Peptidase*   ?    ?  

OQB61031.1
MWDJ01000018.1:15391-21088                                         
Bacteroidetes bacterium ADurb.Bin145                               

  ?    ?  FTP Tox-Peptidase PKD_6 Por_Secre_tail* LVIVD OmpA-beta-barrel

OQY25826.1
NBMB01000100.1:629-5141                                            
Candidatus Cloacimonetes bacterium 4572_55                         

Tox-Peptidase TSP_3 TSP_3 TSP_3 TSP_3 KAZAL*   ?  

OVE80865.1
MSYJ01000150.1:15463-21422                                         
bacterium K02(2017) Bacteria.                                      

DAHP_synth_1 Lysozyme Tox-Peptidase*   ?  C2

PEA56651.1
NVOY01000002.1:121484-126271                                       
Bacillus pseudomycoides                                            

His-Kinase HisKA_3 LuxR-HTH Receiver FTP Tox-Peptidase* RNPP_C HTH Bacillus_PapR

PIU44899.1
PEWR01000096.1:13495-16112                                         
Ignavibacteriales bacterium CG07_land_8_20_14_0_80_59_12           

MMR_HSR1 KH_2 FlgD_ig Peptidase_M4_C*

PIY70346.1
PFLG01000017.1:8324-13288                                          
Candidatus Roizmanbacteria bacterium CG_4_10_14_0_8_um_filter_36_36

Cohesin   ?  FTP Tox-Peptidase Dockerin_1*   ?    ?  

PKM04921.1
PGZA01000004.1:104208-111861                                       
Gammaproteobacteria bacterium HGW-Gammaproteobacteria-6            

STY-kinase DnaJ_C 7TMR-DISM_7TM Sel1 Sel1 Sel1 STY-kinase YARHG FTP Tox-Peptidase FHA* PP2C FHA

PLX05384.1
PKSZ01000321.1:1-4233                                              
Marinilabiliales bacterium                                         

  ?  FTP Tox-Peptidase Por_Secre_tail* LpxK

PMD91251.1
NJAG01000043.1:29078-35562                                         
Siphonobacter sp. BAB-5405                                         

  ?    ?  Tox-Peptidase Por_Secre_tail* FTP 3-dmu-9_3-mt

PYV96689.1
QIAA01000143.1:3601-9013                                           
Acidobacteria bacterium                                            

TPR TPR TPR   ?  Tox-Peptidase* VanY MFS_1

PZE15648.1
QKSB01000021.1:305-5441                                            
Putridiphycobacter roseus                                          

FTP Tox-Peptidase Por_Secre_tail* OmpA-beta-barrel Anth_synt_I_N Chorismate_bind

PZE17431.1
QKSB01000004.1:295641-299942                                       
Putridiphycobacter roseus                                          

OmpA   ?  Tox-Peptidase Por_Secre_tail* FTP   ?  

QZT36602.1
CP082230.1:4170223-4177367                                         
Halosquirtibacter xylanolyticus                                    

  ?  DDE_Tnp_ISL3 HTH_Tnp_ISL3 zf-ISL3 Tox-Peptidase*   ?  ApbE

RIK44553.1
QEUW01000008.1:8277-15736                                          
Chloroflexi bacterium                                              

  ?    ?  FTP Tox-Peptidase TSP_3 TSP_3 TSP_3 TSP_3* Abhydrolase_1   ?  

RIK91590.1
QEVM01000346.1:61-3213                                             
Proteobacteria bacterium                                           

FTP Tox-Peptidase TSP_3 TSP_3 TSP_3 TSP_3 TSP_3*

RJQ67381.1
QZFT01000095.1:8844-16469                                          
Pseudonocardiaceae bacterium YIM PH 21723                          

Big_10 YkuD Tox-Peptidase FTP Tox-Peptidase* FTP Tox-Peptidase FTP Tox-Peptidase

RJQ70232.1
QZFT01000074.1:1-3142                                              
Pseudonocardiaceae bacterium YIM PH 21723                          

Tox-Peptidase* ab-Hydrolase FMN_dh

RKZ28785.1
QNED01000041.1:1474-5112                                           
bacterium Bacteria.                                                

  ?    ?  FTP Tox-Peptidase Por_Secre_tail*

RLE35100.1
QMQH01000054.1:1110-10946                                          
Acidobacteria bacterium                                            

Acatn MFS_1 MFS_1 TPR Spermine_synth TPR Tox-Peptidase Concanavalin-like*

RMG56992.1
RFHL01001190.1:1-6617                                              
Bacteroidetes bacterium                                            

YbaB_DNA_bd FTP Tox-Peptidase Por_Secre_tail* WG_beta_rep WG_beta_rep WG_beta_rep WG_beta_rep OmpA CarboxypepD_reg CarboxypepD_reg CarboxypepD_reg BetaPropeller Glycos_transf_2

RPJ03659.1
RPPG01000003.1:1-1855                                              
Candidatus Aminicenantes bacterium                                 

  ?    ?  Tox-Peptidase*

RPJ57673.1
RPOY01000502.1:1-9272                                              
Acidobacteria bacterium                                            

SF2-DUF3427A EcoEI_R_C PemK_toxin Tox-Peptidase PKD N_BRCA1_IG ASH-Ig KELCH ASH BACON IG SLH*

RQW01791.1
RQOI01000646.1:35-1593                                             
candidate division KSB1 bacterium                                  

FTP PepSY Tox-Peptidase*

RYY77666.1
SECL01000052.1:50-1914                                             
Moraxellaceae bacterium                                            

Tox-Peptidase*

RYZ96136.1
SEEA01001409.1:1-1243                                              
Proteobacteria bacterium                                           

  ?  Tox-Peptidase*

SCA62895.1
FLYO01000005.1:44665-49511                                         
Chlamydiales bacterium SCGC AG-110-M15                             

ParA-Soj-NTPase UPF0137 Tox-Peptidase* CT_584-like PemK_toxin

SJZ67944.1
FUWV01000007.1:100358-104979                                       
Garciella nitratireducens DSM 15102                                

Glyco_transf_4 Glycos_transf_1 POLYSACPOLYMERASE FTP PepSY Tox-Peptidase*

TAE30612.1
RDXN01000041.1:22263-26853                                         
Cytophagales bacterium                                             

Cytidylate_kin Por_Secre_tail Tox-Peptidase* FTP   ?  

TAG24272.1
RDZV01000053.1:1-3192                                              
Cytophagales bacterium                                             

FTP PepSY Tox-Peptidase RicinB_lectin_2 RicinB_lectin_2*   ?    ?  

TET96749.1
SOIG01000361.1:1-2557                                              
Dehalococcoidia bacterium                                          

FTP PepSY Tox-Peptidase TSP_3*

TNE49423.1
SBHD01000364.1:1-6939                                              
Bacteroidetes bacterium                                            

FTP Tox-Peptidase* MutS_V MutS_III MutS_II MutS_I DUF5686 CarbopepD_reg_2

TRZ90890.1
QYPN01000085.1:1-4608                                              
bacterium Bacteria.                                                

FTP Tox-Peptidase* Transketolase_C Transket_pyr Transketolase_N N-OB Thermonuclease

TYB30305.1
VSIX01000148.1:34-2829                                             
Candidatus Mcinerneyibacterium aminivorans                         

FecR FTP Tox-Peptidase PPC*

UCC76958.1
CP070814.1:204699-211989                                           
Anaerolineales bacterium                                           

DUF4129 DUF6541 FTP Tox-Peptidase* Exonuc_VII_L N-OB Exonuc_VII_S

UCH63925.1
CP070638.1:1370357-1375747                                         
Fidelibacterota bacterium                                          

DUF6379 FTP Tox-Peptidase Por_Secre_tail*   ?    ?  AP_endonuc_2

WP_061285528.1
NZ_JQQL01000014.1:6386-17440                                       
Leptospira interrogans                                             

CTP_transf_like Arginosuc_syn_C Arginosuc_synth FTP Tox-Peptidase GEVED* FTP Tox-Peptidase GEVED

WP_008287393.1
NZ_ABHJ01000006.1:193222-201027                                    
Hydrogenivirga sp. 128-5-R1-1                                      

OEP OEP TetR-HTH TetR_C_42 Tox-Peptidase TSP_3 TSP_3 TSP_3 TSP_3 TSP_3* Flg_new_2   ?  

WP_008504623.1
NZ_CM001403.1:950234-955434                                        
Mucilaginibacter paludis DSM 18603                                 

  ?  Emfourin Tox-Peptidase* CR-Trypsin1 HKD HKD Alpha-amylase Malt_amylase_C

WP_013181461.1
NC_014225.1:397027-404872                                          
Waddlia chondrophila WSU 86-1044                                   

Peptidase_M50 PDZ PDZ Peptidase_M50   ?  Tox-Peptidase* ABC_membrane ABC_tran ABC_membrane ABC_tran

WP_013561170.1
NC_014960.1:3084653-3091775                                        
Anaerolinea thermophila UNI-1                                      

ADH_zinc_N ADH_N FTP Tox-Peptidase InhA-like_MAM* Epimerase Emfourin Receiver GAF His-Kinase

WP_014259769.1
NC_016629.1:1846585-1855205                                        
Desulfocurvibacter africanus subsp. africanus str. Walvis Bay      

Sigma-HTH DUF4070 RADICAL-SAM B12-binding FTP Tox-Peptidase BetaPropeller*   ?  ABC_tran

WP_018299604.1
NZ_JACVMF010000335.1:1-7061                                        
Fangia hongkongensis                                               

  ?  AA_permease FTP PepSY Tox-Peptidase* MR_MLE_C MR_MLE_N PrpF

WP_156869680.1
NZ_KB913029.1:1565084-1572196                                      
Sporichthya polymorpha DSM 43042                                   

GrpE HSP70   ?  Amidohydro_1 FTP Tox-Peptidase InhA-like_MAM FN3*

WP_020580335.1
NZ_KB892825.1:1-8610                                               
Actinopolymorpha alba DSM 45243                                    

FTP Tox-Peptidase InhA-like_MAM* FTP Tox-Peptidase FTP Tox-Peptidase InhA-like_MAM HSP70

WP_024799465.1
NZ_JAFQ01000003.1:164181-169368                                    
Nocardia sp. BMG51109                                              

Hexapep DUF1697 FTP Tox-Peptidase* DUF5585 FAD-NAD-dep-oxidoreductase

WP_051204629.1
NZ_AUIX01000015.1:137420-150633                                    
Butyrivibrio sp. VCD2006                                           

HMA E1-E2_ATPase HAD HMA tRNA-synt_1g Anticodon_3 Big_2 Big_2 Big_2 Flg_new FTP MARCKS Tox-Peptidase* FrmR Glyco_hydro_10 RicinB_lectin_2 CBM_2 Esterase

WP_027006569.1
NZ_AUKG01000002.1:366194-369540                                    
Conexibacter woesei Iso977N                                        

Tox-Peptidase*   ?    ?  Acetylase   ?  

WP_051623581.1
NZ_JMLJ01000016.1:77120-83566                                      
Clostridium hydrogeniformans DSM 21757                             

HGD-D   ?  Se_S_carrier FTP PepSY Tox-Peptidase* Cu-oxidase_3 Cu-oxidase Cu-oxidase_2

WP_084285062.1
NZ_AUIK01000022.1:22795-28717                                      
Solirubrobacter soli DSM 22325                                     

Emfourin IG CarboxypepD_reg ALS_ss_C Tox-Peptidase* ACDScore

WP_037572515.1
NZ_KE384556.1:396060-399896                                        
Spirochaeta cellobiosiphila DSM 17781                              

  ?    ?    ?  His_Phos_1 Tox-Peptidase*

WP_051510524.1
NZ_AWSA01000025.1:47107-53260                                      
Intrasporangium oryzae NRRL B-24470                                

Synaptojanin adh_short PRTase FTP Tox-Peptidase CUB* MFS_1

WP_035314899.1
NZ_AODH01000034.1:8708-14561                                       
Brochothrix campestris FSL F6-1037                                 

Amidase GatB_N GatB_Yqey FTP Tox-Peptidase*

WP_082060308.1
NZ_LN681225.1:1429913-1435251                                      
Legionella hackeliae                                               

PUA MTase OmpA-beta-barrel Phenol_MetA_deg FTP PepSY Tox-Peptidase* RCC1 RCC1 RCC1_2

WP_046751475.1
NZ_JBEFRX010000003.1:88774-95036                                   
Mycolicibacterium elephantis                                       

Ferredoxin-RRM Tox-Peptidase* MPAB_Lcp_cat CobD_Cbib Cellulase

WP_223601541.1
NZ_JAHXYI010000009.1:115035-119672                                 
Chryseobacterium sp. GVT01B                                        

Ribosomal_S2 DUF6759 DUF6759 LPAM_1 FTP Tox-Peptidase Por_Secre_tail*   ?  

WP_169787610.1
NZ_CP011112.1:63779-71915                                          
Luteipulveratus mongoliensis                                       

Abhydrolase_3 NagJ_C NAGidase Glyco_hydro_20b STY-kinase DUF6777   ?  FTP Tox-Peptidase*

WP_058508813.1
NZ_CAAAIK010000004.1:138368-145629                                 
Legionella quinlivanii                                             

cNMPBD SM-MscS FTP PepSY Tox-Peptidase*   ?  PhyH Amidohydro_1

WP_067426658.1
NZ_LZEX01000045.1:158359-163923                                    
Morganella psychrotolerans                                         

Acetylase PQQ_2 KH_dom-like MMR_HSR1 MMR_HSR1 Tox-Peptidase* Coprogen_oxidas

WP_211335734.1
NZ_QQBC01000001.1:861227-868107                                    
Nocardia pseudobrasiliensis                                        

FTP Tox-Peptidase Putative_PNPOx BRCT HhH DNA_ligase_aden Tox-Peptidase FTP Tox-Peptidase*

WP_068219944.1
NZ_LVWJ02000019.1:187-6872                                         
Lewinella sp. 4G2                                                  

  ?  FTP Tox-Peptidase Por_Secre_tail* tRNA-synt_2 N-OB   ?  

WP_068468958.1
NZ_FCNU01000021.1:20315-28910                                      
Candidatus Protochlamydia phocaeensis                              

UDPGP DUF2851 Tox-Peptidase* LepA_C EFG_C EFG_III GTP_EFTU_D2 GTP_EFTU Prenyltransf

WP_070983388.1
NZ_MKJT01000007.1:29161-38428                                      
Pseudoalteromonas sp. JW3                                          

  ?  FTP Tox-Peptidase IG*   ?  GBD-PPC GBD-PPC Peptidase_M9 Peptidase_M9_N Subtilisin IG CBM_5_12

WP_071897677.1
NZ_MPIN01000002.1:840568-846623                                    
Cystobacter ferrugineus                                            

  ?  FTP PepSY Tox-Peptidase*   ?    ?    ?  

WP_072828163.1
NZ_FRAZ01000004.1:211165-223349                                    
Fibrobacter sp. UWB12                                              

  ?  Radical_SAM SPASM DUF1508 FTP Tox-Peptidase CarboxypepD-reg-IG*   ?  RHS RHS DUF4686

WP_072901816.1
NZ_FRAD01000004.1:122376-130047                                    
Hathewaya proteolytica DSM 3090                                    

DIM CBM_2 CBM_2 CBM_2 aBig_2 FTP Tox-Peptidase CarboxypepD-reg-IG*   ?  ABC_tran_CTD ABC_tran ABC_tran_Xtn ABC_tran   ?  

WP_075064170.1
NZ_LGCL01000040.1:214389-225304                                    
Ornatilinea apprima                                                

ASRAH DUF5719 FTP Tox-Peptidase InhA-like_MAM* FTP Tox-Peptidase InhA-like_MAM   ?  CarboxypepD-reg-IG

WP_077129656.1
NZ_CP014263.1:484059-491528                                        
Spirosoma montaniterrae                                            

LysM LysM   ?  FTP Tox-Peptidase Por_Secre_tail* Receiver PglZ   ?  

WP_077919018.1
NZ_MVEC01000001.1:20280-29718                                      
Spirosoma sp. 209                                                  

OmpA Tox-Peptidase* DUF2306 MMPL MMPL His-Kinase His_kinase 7TMR-DISM 7TMR-DISMED2

WP_079563901.1
NZ_LT670818.1:65225-73799                                          
Bradyrhizobium erythrophlei                                        

adh_short FTP Tox-Peptidase* DUF2336 SBP_bac_1 TauE

WP_163764974.1
NZ_AP022598.1:2839-16431                                           
Mycolicibacterium parafortuitum                                    

HTH_AsnC-type AsnC_trans_reg AA_permease Usp Usp Cadherin Cadherin Cadherin Cadherin Cadherin BetaPropeller Cadherin Cadherin Tox-Peptidase BetaPropeller* Aldedh

WP_084017628.1
NZ_FWXS01000006.1:164906-173592                                    
Moheibacter sediminis                                              

HNH Por_Secre_tail tRNA-synt_His HGTP_anticodon FTP Tox-Peptidase Por_Secre_tail* Beta-Prop Peptidase_S9 PTR2

WP_125263004.1
NZ_JBBXZY010000068.1:43934-48467                                   
Streptomyces sp. LNU-CPARS28                                       

TetR-HTH TetR_C_1 Tox-Peptidase* 3-dmu-9_3-mt

WP_089297706.1
NZ_BOMU01000096.1:1329-5899                                        
Actinoplanes regularis                                             

Sulfatase   ?  Tox-Peptidase* FAD_binding_9 SIP Receiver

WP_089403111.1
NZ_FZOH01000002.1:542738-549320                                    
Geodermatophilus saharensis                                        

NAD-dep-oxidoreductase Ferric_reduct   ?  Tox-Peptidase*   ?  PMSR

WP_089782682.1
NZ_FOJF01000001.1:3696789-3705005                                  
Chitinophaga sp. YR573                                             

  ?    ?  FTP Tox-Peptidase Por_Secre_tail*   ?    ?  

WP_093066939.1
NZ_FNZB01000003.1:425811-433250                                    
Sphingomonas sp. OV641                                             

  ?  An_peroxidase Tox-Peptidase* Trypsin   ?  

WP_158227817.1
NZ_CWGJ01000012.1:190226-195932                                    
Estrella lausannensis                                              

HlyD_D23 OEP OEP TsaD Ribosomal_L33 Tox-Peptidase*

WP_160146939.1
NZ_FNVO01000003.1:588930-596074                                    
Thermomonospora echinospora                                        

  ?  DUF4192 SUKH-SMI1 Tox-Peptidase* Penicil_amidase

WP_106790675.1
NZ_CALSBQ010000001.1:2481373-2488900                               
Aquimarina sp. Aq78                                                

FTP Tox-Peptidase FN3 Por_Secre_tail* SIMPL vWA HTH_18 HTH_18

WP_158502166.1
NZ_PZOX01000025.1:59766-72902                                      
Vitiosangium sp. GDMCC 1.1324                                      

RecG_dom3_C DEAD RecG_wedge PAS PAS_4 PAS_3 GAF His-Kinase Receiver CBM9_1 I-set FTP Tox-Peptidase Big_7 Concanavalin-like Big_7 Concanavalin-like Big_7 Big_2*

WP_108686555.1
NZ_QCYK01000002.1:11842-18824                                      
Chitinophaga parva                                                 

  ?  TPR FTP Tox-Peptidase Por_Secre_tail* GFO_IDH_MocA Glyco_hydro_18

WP_110170205.1
NZ_CP015136.1:1872893-1883272                                      
Luteitalea pratensis                                               

Esterase FTP Tox-Peptidase TSP_3 TSP_3* Receiver LuxR-HTH Reg_prop Reg_prop Reg_prop Y_Y_Y HisKA_3 His-Kinase   ?  

WP_111064713.1
NZ_JBHUCU010000005.1:157745-167274                                 
Putridiphycobacter roseus                                          

MMR_HSR1 KH_2 MMR_HSR1 MMR_HSR1 KH_dom-like FTP Tox-Peptidase PKD IG Por_Secre_tail*   ?  NAD_binding_10

WP_114900155.1
NZ_CP031222.1:3333515-3339578                                      
Aquirhabdus parva                                                  

FTP Tox-Peptidase* 4HBT 4HBT Peptidase_S41 PDZ ArsR-HTH

WP_116855765.1
NZ_QTJV01000009.1:314424-320887                                    
Chitinophaga silvisoli                                             

FecR_C FecR FTP Tox-Peptidase PKD_6 Por_Secre_tail* YTCD-HTH adh_short Sigma70_r4_2

WP_121488222.1
NZ_RCCA01000001.1:2692610-2697436                                  
Chryseobacterium sp. 7                                             

  ?  Sigma70_r2 Sigma70_r4_2 FTP Tox-Peptidase Por_Secre_tail*   ?  Sigma70_r2 Sigma70_r4_2

WP_121875755.1
NZ_REFJ01000001.1:393177-400225                                    
Umboniibacter marinipuniceus                                       

Rce1-like Tox-Peptidase* TrkA_N Na   ?  SFI-ATPase

WP_121917993.1
NZ_REFV01000012.1:87811-97533                                      
Dokdonia sinensis                                                  

  ?    ?  FTP Tox-Peptidase IG IG Por_Secre_tail* Receiver LuxR-HTH HisKA_3 His-Kinase

WP_122194020.1
NZ_JBHSKC010000022.1:85209-93984                                   
Actinomadura harenae                                               

DUF6350 FTP Tox-Peptidase* DSBH Abhydrolase_1 RicinB-lectin Phosphoesterase PLipase_C_C PLipase_C_C

WP_127765237.1
NZ_SADE01000002.1:15472-24375                                      
Hwanghaeella grinnelliae                                           

Ferretin DADA-Ligase DADA-Ligase Tox-Peptidase*   ?  Subt-N Subtilisin

WP_132050929.1
NZ_CP037755.1:164867-179141                                        
Pseudocnuella soli                                                 

ATP-synt_ab_N ATP-synt_ab ATP-synt_ab_C Tox-Peptidase FN3 Por_Secre_tail* Receiver CHASE3 HAMP His-Kinase IG IG Por_Secre_tail

WP_136596377.1
NZ_STGK01000029.1:125-3843                                         
Nocardioides sp. GY 10113                                          

Tox-Peptidase* DUF1015 Hydrolase_6 Hydrolase_like

WP_136668197.1
NZ_SJZD01000005.1:53578-59582                                      
Flavobacterium sp. H122                                            

Imm20 FTP Tox-Peptidase Por_Secre_tail* OmpA OmpA   ?  Tox-AHH RHS

WP_137845293.1
NZ_SCMR01000014.1:34359-40620                                      
Microbacterium sp. 2FI                                             

SCP_3   ?  FTP Tox-Peptidase* GARS_C GARS_A Aldedh

WP_141512483.1
NZ_RKMB01000020.1:8506-13372                                       
Ramlibacter sp. WS9                                                

PAS LuxR-HTH cNMPBD CRP-HTH Tox-Peptidase* Peptidase_M20 TctC

WP_143400267.1
NZ_VKDC01000020.1:60494-67746                                      
Fulvivirga sp. M361                                                

Peptidase_M16_C Peptidase_M16_C Peptidase_M16   ?  FTP Tox-Peptidase Por_Secre_tail*   ?  Toast-rack

WP_147709650.1
NZ_VRUZ01000028.1:32072-37935                                      
Methylobacterium sp. WL69                                          

Mbetalac Tox-Peptidase* Emfourin   ?    ?  

WP_147846557.1
NZ_VDUZ01000008.1:2144-5566                                        
Vineibacter terrae                                                 

DUF4156 Glyoxalase PLN_propep Tox-Peptidase* Emfourin Abhydrolase_6

WP_159357330.1
NZ_SRPK01000003.1:81267-85942                                      
Candidatus Nitrosocosmicus agrestis                                

  ?  Peptidase_M28 Emfourin   ?  Tox-Peptidase*

WP_149956532.1
NZ_BKDJ01000006.1:20448-27142                                      
Zafaria cholistanensis                                             

Amidase DUF4190 Tox-Peptidase* PGM_PMM_I PGM_PMM_II PGM_PMM_III PGM_PMM_IV FMN_red

WP_150957702.1
NZ_VZRB01000047.1:799-5152                                         
Streptomyces luteolifulvus                                         

FTP PepSY Tox-Peptidase* Receiver LuxR-HTH HisKA_3 His-Kinase

WP_152126643.1
NZ_WELI01000013.1:59226-67611                                      
Rudanella paleaurantiibacter                                       

BZIP LTXXQ Tox-Peptidase*   ?  Sulfatase Sulfatase_C OmpA

WP_207632906.1
NZ_VVIP01000091.1:58110-65326                                      
Foetidibacter luteolus                                             

MazG MazG NUDIX AraR_C   ?  YkuD_2 FTP Tox-Peptidase*

WP_159779914.1
NZ_LR733571.1:10157-20610                                          
Flavobacterium sp. 9AF                                             

Sortilin-Vps10 Sortilin-Vps10 IG GEVED Por_Secre_tail PUA MTase FTP Tox-Peptidase IG Por_Secre_tail* Fumerase_C Fumerase DUF6438

WP_162037277.1
NZ_SIJC01000006.1:288218-297397                                    
Chengkuizengella sediminis                                         

SUFBD SufBD_N C2 FTP Tox-Peptidase KELCH* Kelch_1 KELCH Kelch_1 C2

WP_167265978.1
NZ_JAASQJ010000001.1:45574-53391                                   
Dyadobacter arcticus                                               

FTP Tox-Peptidase Calx-beta Por_Secre_tail* Acyl_transf_3 DUF805 PMSR UPF0093

WP_171609067.1
NZ_WHPF01000013.1:1-7855                                           
Limnovirga soli                                                    

FTP Tox-Peptidase Por_Secre_tail* Peptidase_S74 FlxA Por_Secre_tail Peptidase_S74 Por_Secre_tail

WP_173980671.1
NZ_LR746521.1:145505-149375                                        
Magnetospirillum sp. UT-4                                          

BLBD DHquinase_II Tox-Peptidase*   ?  ThiG ThiS

WP_175153401.1
NZ_CADIKK010000047.1:43208-47438                                   
Paraburkholderia ultramafica                                       

CR-Trypsin1 HKD HKD Emfourin Tox-Peptidase* SAM-methylase

WP_175290464.1
NZ_JABSUK010000143.1:238-4899                                      
Streptomyces lunaelactis                                           

  ?  PepSYl-VZa Tox-Peptidase*   ?  LexA_DNA_bind

WP_179176717.1
NZ_JACBGN010000217.1:1341-6125                                     
Streptomyces sp. BR123                                             

  ?    ?  Tox-Peptidase* Sortase HKD

WP_182244771.1
NZ_JACGVV010000027.1:26937-34307                                   
Colwellia sp. BRX10-9                                              

  ?  MA HAMP FTP Tox-Peptidase*   ?    ?  

WP_183646146.1
NZ_BAAAXX010000122.1:22700-28420                                   
Nonomuraea dietziae                                                

PBPI LacI FTP Tox-Peptidase* Peripla_BP_6 MFS_3   ?  

WP_184404003.1
NZ_JACHHJ010000002.1:430577-436822                                 
Geomicrobium halophilum                                            

AAA_26 BATS FTP PepSY Tox-Peptidase* MFS_1 Acetylase

WP_184866407.1
NZ_BAAAWY010000005.1:83340-86583                                   
Kutzneria kofuensis                                                

DUF4328 FTP Tox-Peptidase* AHSA1 ArsR-HTH   ?  

WP_187232300.1
NZ_JABVEB010000001.1:233406-237833                                 
Actinomadura sp. HBU206391                                         

TPR DUF6183 Tox-Peptidase* Acyl_transf_3 TetR-HTH

WP_187317505.1
NZ_JACSCX010000012.1:43084-49498                                   
Hymenobacter sp. BT190                                             

  ?  ab-Hydrolase FTP Tox-Peptidase Por_Secre_tail* PSII_BNR GDResolvase LexA-HTH

WP_187405679.1
NZ_VHQM01000632.1:1-1450                                           
Streptomyces sp. WAC05950                                          

FTP Tox-Peptidase*

WP_223157743.1
NZ_JACHGR010000002.1:125480-132826                                 
Tolumonas osonensis                                                

LysR_substrate Arabinose_bd HTH_18 Fn3-like Glyco_hydro_3_C Glyco_hydro_3   ?  Tox-Peptidase*

WP_189827231.1
NZ_BMVC01000009.1:330628-340467                                    
Streptomyces finlayi                                               

CR-Trypsin1 Pro_Al_protease FTP Tox-Peptidase* Fe-ADH Aldedh ABC-ATPase Band-7

WP_194830730.1
NZ_WJFE01000172.1:1-2090                                           
Laceyella tengchongensis                                           

FTP PepSY Tox-Peptidase GBD-PPC*

WP_196292859.1
NZ_JADQDM010000003.1:471618-478674                                 
Hymenobacter ruricola                                              

SGL PKD PKD Ig_7 CHU_C   ?  FTP Tox-Peptidase Por_Secre_tail*   ?  DUF2306

WP_196992510.1
NZ_JADWYR010000003.1:5815-14655                                    
Panacibacter microcysteis                                          

Beta-lactamase TPR   ?  FTP PepSY Tox-Peptidase FN3 GEVED* Por_Secre_tail Por_Secre_tail

WP_201326949.1
NZ_AP017470.1:1162851-1169165                                      
Thermotomaculum hydrothermale                                      

DALR_2 tRNA-synt_1e DUF2062 FTP Tox-Peptidase* AhpC-TSA   ?  

WP_203411036.1
NZ_CP069338.1:5319779-5329564                                      
Archangium violaceum                                               

Sigma70_r4_2 Sigma70_r2 HAD E1-E2_ATPase HMBD HMBD YHS YHS FTP Tox-Peptidase GBD-PPC GBD-PPC GBD-PPC* adh_short   ?  

WP_203751956.1
NZ_BONK01000005.1:257400-266975                                    
Cellulomonas chitinilytica                                         

LysM LysM FTP Tox-Peptidase Concanavalin-like* Receiver LuxR-HTH HisKA_3 Fe-ADH

WP_203814606.1
NZ_BOMY01000064.1:124325-128947                                    
Paractinoplanes tereljensis                                        

  ?    ?  Tox-Peptidase* BetaPropeller   ?  

WP_203905963.1
NZ_BONY01000001.1:87139-94942                                      
Rhizocola hellebori                                                

STAS_2 MEDS His-Kinase MEDS FTP Tox-Peptidase IG Concanavalin-like* BTAD NACHT TPR TPR Sigma70_r4_2 Sigma70_r2

WP_205001196.1
NZ_JAFEUN010000137.1:1499-6700                                     
Parashewanella hymeniacidonis                                      

HslUClpX-AAA GBBH-like_N FTP Tox-Peptidase*   ?    ?  

WP_205048547.1
NZ_CAJVAX010000017.1:997799-1002435                                
Actinacidiphila bryophytorum                                       

Rieske Pyr_redox_2 Reductase_C Tox-Peptidase* Dyp_perox_N Dyp_perox_C   ?  

WP_212404041.1
NZ_JAFCJM010000020.1:79965-87349                                   
Bradyrhizobium liaoningense                                        

PTS_2-RNA ABC_tran ABC-ATPase SbcC UvrA_DNA-bind UvrA_inter ABC-ATPase Tox-Peptidase* OmpA-beta-barrel OmpA-beta-barrel

WP_213105202.1
NZ_JAEMUB010000011.1:1-7825                                        
Candidatus Protochlamydia amoebophila                              

ab-Hydrolase ABC-ATPase Tox-Peptidase* Trypsin HIN-HTH

WP_215837140.1
NZ_CP072597.1:5261544-5271347                                      
Lysobacter sp. K5869                                               

Pyr_redox_dim Pyr_redox_2 DAO FTP Tox-Peptidase* FTP PepSY Tox-Peptidase FTP PepSY Tox-Peptidase

WP_216047080.1
NZ_JAHKPT010000009.1:16579-26798                                   
Aliiglaciecola lipolytica                                          

STY-kinase TerB Sel1 Sel1 Sel1 Sel1 Sel1 STY-kinase Sel1 Sel1 Sel1 Sel1 Sel1 FTP Tox-Peptidase FHA FHA* PP2C STY-kinase

WP_216288528.1
NZ_JAHLEC010000024.1:21751-29531                                   
Clostridium psychrophilum                                          

Lipase_GDSL_2 FTP PepSY Tox-Peptidase FN3* ImmLRR LytR_cpsA_psr CHASE3 HisKA His-Kinase

WP_216486184.1
NZ_JAHLPW010000002.1:259266-263418                                 
Virgibacillus sp. MSJ-26                                           

FTP PepSY Tox-Peptidase* Peptidase_M73   ?  AA_permease   ?  

WP_217790984.1
NZ_JAHSPG010000004.1:124793-133110                                 
Pinibacter aurantiacus                                             

  ?  SRAP FTP Tox-Peptidase Por_Secre_tail* PSII_BNR PHP DNA_pol3_alpha DNA_pol3_finger HHH_6

WP_221392948.1
NZ_CP081299.1:1034619-1042218                                      
Dyadobacter sp. NIV53                                              

  ?  PepSY Tox-Peptidase Ig_2 IG Por_Secre_tail* Peptidase_S9 Peptidase_M1

WP_226470649.1
NZ_JAJAVH010000032.1:1-5357                                        
Luteimonas panaciterrae                                            

ABC-ATPase Glyco_hydro_18 FTP Tox-Peptidase*   ?    ?  


