
ADU49348.1
CP002343.1:3166576-3172890                                    
Intrasporangium calvum DSM 43043                              

HTH_3 ImmHEAT RHS PT-COG5412 Tox-REase-7* MIP ADH_zinc_N ADH_N

AEI13661.1
CP002665.1:3480754-3484191                                    
Cellulomonas gilvus ATCC 13127                                

HTH_Tnp_1 Imm-HEAT REAse-7*   ?    ?  

AFT98220.1
CP003876.1:293806-296786                                      
Nocardia brasiliensis ATCC 700358                             

  ?  Imm-HEAT WXG Tox-REase-7* WXG WXG

ANM29227.1
CP011806.1:1386870-1398284                                    
Acidobacteria bacterium Mor1                                  

  ?  RHS Tox-REase-7* Imm-HEAT Pentapeptide Pentapeptide TIR   ?  

AOS47289.1
CP017298.1:1188615-1193853                                    
Pauljensenia hongkongensis                                    

  ?  HNH-DHNNK WXG REAse-7*   ?  WXG

ASG19766.1
CP022110.1:430277-439049                                      
Nitrospirillum viridazoti CBAmc                               

DBI_PRT RHS RHS RHS RHS REAse-7*   ?  His-Kinase RHS

AXG14274.1
CP031145.1:2926097-2933408                                    
Intrasporangium calvum                                        

AbiEii HTH_3 REAse-7* HINT RHS

AZA82430.1
CP033924.1:2518546-2523523                                    
Chryseobacterium lactis                                       

Sigma70_r4_2 Transglut_core2 RHS Tox-REase-7* Imm-HEAT   ?  

AZS80170.1
CP034689.1:3935141-3948509                                    
Achromobacter spanius                                         

  ?    ?  FilH FilH FilH Fil_haemagg_2 Fil_haemagg_2 Fil_haemagg_2 DUF637 REAse-7* TPS POTRA_2 ShlB

BAS27244.1
AP014924.1:1481998-1485513                                    
Limnochorda pilosa                                            

RHS RHS RHS LysM Tox-REase-7* Imm-HEAT RHS

BCC98145.1
AP022981.1:1127027-1129928                                    
Bacillus cereus                                               

RHS RHS Tox-REase-7*   ?  RHS URI

CAB3657198.1
CADIKC010000001.1:1619961-1635100                             
Paraburkholderia sediminicola                                 

TPS FilH FapA FapA FilH FilH FapA FilH FilH DUF637   ?  REAse-7*   ?  PTS_2-RNA

CEE90348.1
LN559751.1:759-986                                            
Xenorhabdus nematophila str. Anatoliense                      

REAse-7*

CEE93387.1
LN559962.1:759-986                                            
Xenorhabdus nematophila str. Anatoliense                      

REAse-7*

CPW88634.1
CSXP01000003.1:538648-546379                                  
Mycobacteroides abscessus                                     

FtsK   ?  MA REAse-7* ImmHEAT   ?  

EEE35281.1
DS999533.1:8294-11343                                         
Rhodobacteraceae bacterium KLH11                              

RelE-ParE MobA_MobL REAse-7*   ?    ?  

EEG26214.1
EQ973330.1:178025-184923                                      
Corynebacterium matruchotii ATCC 33806                        

WXG WXG WXG WXG PD DUF6531 RHS RHS_repeat RHS RHS*   ?    ?  

EFB4344320.1
AASFYB010000010.1:160699-163051                               
Escherichia coli                                              

  ?    ?  RHS_repeat RHS Tox-REase-7*

EJV42401.1
JH804619.1:11255-15001                                        
Bacillus toyonensis                                           

  ?  RHS REAse-7*   ?  RHS

EQM75678.1
ATAO01000195.1:40955-50813                                    
Microbacterium maritypicum MF109                              

  ?  EamA EamA ALF ALF ALF ALF ALF REAse-7*   ?  Trypsin BetaPropeller

EWC49214.1
JDSU01000008.1:239-5737                                       
Xanthomonas citri pv. glycines str. 8ra                       

  ?  N_BRCA1_IG RHS RHS Tox-REase-7*   ?    ?  

EWY36282.1
AVFL01000047.1:3606-15066                                     
Skermanella stibiiresistens SB22                              

DDE_Tnp_Tn3 DUF4096 Tox-REase-7* SPVB TcdB_toxin_midN RHS_repeat RHS DDE_Tnp_1

GAA0305247.1
BAAAGN010000008.1:5968-9324                                   
Kineococcus aurantiacus                                       

Ser_hydrolase DDE_Tnp_4 REAse-7* Imm-HEAT   ?  

GBU08845.1
BHEP01000105.1:396-4313                                       
Bacteroidales bacterium                                       

TcdB_toxin_midN RHS RHS REAse-7*

GDX99975.1
BJHL01000006.1:117578-121989                                  
Phycisphaerae bacterium                                       

  ?  Imm-HEAT RHS Tox-REase-7*   ?  RHS

GGD34433.1
BMJJ01000011.1:199032-215400                                  
Aureimonas glaciei                                            

Transposase_mut Transposase_mut SPVB BetaPropeller IG RHS REAse-7* SBP_bac_5

GGM57261.1
BMMK01000012.1:159366-167377                                  
Longimycelium tulufanense                                     

  ?  Imm-HEAT ALF ALF ALF ALF ALF ALF ALF ALF PT-HINT Tox-REase-7*   ?  Trypsin

GGP72648.1
BMQI01000090.1:101-3857                                       
Shewanella algicola                                           

RHS Tox-REase-7*   ?  DUF6538 RHS

HBA93842.1
DNJU01000166.1:178-3217                                       
Oscillospiraceae bacterium                                    

PSYN PSYN S4 RHS REAse-7*

HBF33267.1
DNPO01000061.1:821-3079                                       
Candidatus Sumerlaeota bacterium                              

TPR Imm-HEAT REAse-7*

HBO33791.1
DOEX01000105.1:4032-6103                                      
Anaerolineaceae bacterium                                     

RHS ImmHEAT RHS REAse-7*

HEA15746.1
DRGM01000049.1:65035-72552                                    
Pseudoalteromonas prydzensis                                  

CarboxypepD_reg   ?  IG Flg_new_2 REAse-7*   ?  GBP_C DnaJ

HGY4639194.1
DBGGIO010000009.1:91599-96457                                 
Acinetobacter baumannii                                       

  ?    ?  Tox-REase-7* DUF932   ?  

HHW90155.1
DUVY01000080.1:1050-1691                                      
Clostridiales bacterium                                       

RHS Tox-REase-7*

KAA0233480.1
RHKU01000019.1:56082-65063                                    
Actinobacteria bacterium                                      

  ?  DUF6531 RHS_repeat RHS_repeat RHS_repeat RHS_repeat RHS_repeat RHS RHS RHS REAse-7* Imm-HEAT   ?  CoA_transf_3

KGM17971.1
JRVJ01000033.1:645-3869                                       
Corynebacterium auriscanis                                    

DUF1877   ?  REAse-7*   ?  RHS Tox-URI

KJL25233.1
JYIV01000017.1:32956-42704                                    
Microbacterium oxydans                                        

Trypsin BetaPropeller   ?  ALF ALF ALF ALF ALF Tox-REase-7* EamA EamA   ?  

MBA3780533.1
JACDFQ010000016.1:1-13101                                     
Nocardioides sp.                                              

Transp_cyt_pur TREH_N Glyco_hydro_15 SPVB RHS_repeat RHS_repeat RHS_repeat RHS RHS RHS Tox-REase-7* ImmHEAT cHTH

MBA3814655.1
JACDGE010000080.1:142-4807                                    
Alphaproteobacteria bacterium                                 

  ?  DUF637N DUF637 Tox-REase-7*   ?  

MBA3858010.1
PNKB01000087.1:1-1788                                         
Cyanobacteria bacterium PR.3.49                               

HIN-HTH Tox-REase-7*   ?    ?  

MBA3868034.1
JACDGI010000014.1:26570-29207                                 
Anaerolineae bacterium                                        

DUF1684 Deaminase REAse-7*   ?  

MBA4858533.1
JACETW010000033.1:64526-67186                                 
Nocardia farcinica                                            

  ?  Imm-HEAT Tox-REase-7*   ?  HEPN

MBA9871836.1
RARR01000015.1:139758-148032                                  
Ralstonia insidiosa                                           

TPR_MalT   ?  PrePAARTM PAAR_motif DUF6531 RHS_repeat RHS_repeat RHS_repeat RHS_repeat RHS_repeat RHS_repeat RHS_repeat RHS Tox-REase-7* DcrB Phage_GPD VgrG FapC-amyloid

MBB3298561.1
JACHYZ010000003.1:343720-346409                               
Rhizobium sp. BK112                                           

HIN-HTH   ?  Tox-REase-7* DUF1349   ?  

MBC7252107.1
JACIWR010000469.1:1-2099                                      
Anaerolineae bacterium                                        

REAse-7* ImmHEAT RHS

MBC7390410.1
JACMRH010000375.1:1-5181                                      
Cytophagales bacterium                                        

RHS REAse-7* ImmHEAT RHS

MBC7644695.1
JACMOH010000331.1:4293-8118                                   
Thermoleophilia bacterium                                     

  ?  Beta_helix IG REAse-7* PTSEIIA1

MBC7782558.1
JACMML010000045.1:1-8373                                      
Phycisphaerae bacterium                                       

  ?    ?  Calx-beta Calx-beta Tox-REase-7*   ?  FN3 FN3 Calx-beta

MBC8100703.1
JACMJC010000773.1:2144-5165                                   
Anaerolineae bacterium                                        

Receiver LuxR-HTH Glyoxalase Apq12 Tox-REase-7* CarbopepD_reg_2

MBE6652762.1
SVRS01000016.1:980-6909                                       
Oscillospiraceae bacterium                                    

RHS Rick-17kDa-Anti   ?  RHS Lamprin REAse-7*   ?  RHS ParB-CE

MBE6788053.1
SVOZ01000001.1:22979-28227                                    
Oscillospiraceae bacterium                                    

Y1_Tnp HIN-HTH   ?  RHS RHS REAse-7* Imm-HEAT   ?  

MBE7448000.1
JABTUH010000001.1:869260-876550                               
Kofleriaceae bacterium                                        

Hint_2 HINT ColD Imm-HEAT RHS HINT REAse-7*   ?    ?  

MBE99387.1
PAXH01000005.1:527764-532585                                  
Flavobacterium sp.                                            

Tox-NucA   ?  Tail-fiber Tox-REase-7*   ?  Tail-fiber

MBF0686754.1
JADGMY010000010.1:181837-191476                               
Cellulomonas sp.                                              

  ?    ?  Metallopeptidase Caa3-CtaG1 REAse-7*   ?  PVC-AAA

MBI1923553.1
JACOTU010000135.1:299-5235                                    
Candidatus Poribacteria bacterium                             

HEAT PhyH Cys_Met_Meta_PP Tox-REase-7* Imm-HEAT   ?  

MBI2780054.1
JACPOZ010000064.1:10904-19322                                 
Gammaproteobacteria bacterium                                 

TGase DUF6531 RHS RHS_repeat RHS_repeat RHS RHS_repeat RHS Tox-REase-7* ImmHEAT rve_3

MBI3334388.1
JACPXY010000036.1:1-2754                                      
Candidatus Pacearchaeota archaeon                             

RHS REAse-7*   ?  RHS

MBI3837748.1
JACQFF010000100.1:604-7617                                    
Planctomycetia bacterium                                      

HINT Novel-BECR   ?  HINT REAse-7*   ?  Tox-URI LRR DUF5076 REAse-7* Imm-HEAT   ?  

MBI5611786.1
JACREH010000022.1:14936-19911                                 
Gammaproteobacteria bacterium                                 

CHC2 DNAG_N Toprim_2 DnaB_bind DnaG_DnaB_bind ImmHEAT REAse-7* Y1_Tnp YqeY

MBK5722871.1
JAEPKU010000184.1:2020-6255                                   
Dysgonomonas sp. Marseille-P4677                              

RHS Tox-MPTase2   ?  Tox-REase-7* Imm26

MBK6469414.1
JADIZZ010000001.1:295177-304030                               
Betaproteobacteria bacterium                                  

Y1_Tnp   ?  RHS RHS_repeat RHS* DEAD Epimerase

MBK8010187.1
JADJPE010000005.1:565850-571757                               
Deltaproteobacteria bacterium                                 

SLT ImmHEAT RHS Tox-REase-7*   ?  PTS_2-RNA

MBK8212581.1
JADJQX010000001.1:566959-572264                               
Myxococcales bacterium                                        

RHS Imm-HEAT REAse-7*   ?  Uma2

MBK8726817.1
JADJVL010000013.1:23885-35498                                 
Holophagaceae bacterium                                       

FringeGT Imm-HEAT Beta-Prop NHL I-set I-set I-set Ig_3 RHS Tox-REase-7* RHS_repeat RHS RHS   ?  

MBL6613462.1
JADHLO010000027.1:3780-8226                                   
Reyranella sp.                                                

MarR-HTH MaoC_dehydrat_N REAse-7*   ?  YjbR

MBL8117422.1
JAEUQY010000052.1:10001-13535                                 
Anaerolineae bacterium                                        

Transgly_assoc Deaminase Tox-REase-7*   ?  Mbetalac Beta-Casp RMMBL

MBL8156129.1
JAEUQZ010000321.1:1-3358                                      
Anaerolineae bacterium                                        

STox-17 Deaminase REAse-7*   ?  Mbetalac Beta-Casp RMMBL

MBM3235947.1
VGLC01000014.1:76136-79149                                    
Candidatus Poribacteria bacterium                             

  ?  Phage_base_V Tox-REase-7* ImmHEAT PAAR_motif

MBM3240184.1
VGLC01000126.1:25774-27632                                    
Candidatus Poribacteria bacterium                             

Imm-HEAT   ?  Tox-REase-7* Imm14 URI

MBM3925834.1
VGZZ01000023.1:6131-13326                                     
SAR202 cluster bacterium                                      

  ?  LamininG RHS_repeat RHS_repeat RHS RHS LamininG RHS Tox-REase-7* Imm-HEAT Amidohydro_2

MBM3967850.1
VGZN01000869.1:21-1734                                        
Planctomycetota bacterium                                     

HINT REAse-7*   ?  Y1_Tnp

MBN1342239.1
JAFGLZ010000039.1:42202-48441                                 
Phycisphaerae bacterium                                       

Glycos_transf_2 HpcH_HpaI RHS REAse-7*   ?  NUDIX_4 ENDO3

MBN8636537.1
JAFLCI010000156.1:3757-8334                                   
Candidatus Flexifilum breve                                   

Calcineurin PMT_2 Tox-REase-7* Pyr_redox_2   ?  

MBN9488644.1
JAFKFL010000014.1:165899-171606                               
Alphaproteobacteria bacterium                                 

  ?    ?  REAse-7*   ?    ?  

MBO0805052.1
JAFMRC010000229.1:5201-8722                                   
Nocardiopsaceae bacterium                                     

  ?    ?  WXG* WXG   ?  

MBO0822839.1
JAFMRE010000042.1:6150-10205                                  
Actinomycetota bacterium                                      

XHH Imm-HEAT RHS_repeat RHS HINT REAse-7*

MBO0846256.1
JAFMQY010000107.1:3283-6284                                   
Nocardioides sp.                                              

WXG100 WXG WXG Tox-REase-7* Imm-HEAT   ?  

MBO0868665.1
JAFMQQ010000178.1:1837-5806                                   
Micromonosporaceae bacterium                                  

Bac_luciferase WXG REAse-7*   ?    ?  

MBO5290682.1
JAGANH010000109.1:614-9087                                    
Clostridia bacterium                                          

Receiver SpoA-HTH TGFb_propeptide Concanavalin-like RHS RHS RHS Tox-REase-7*   ?  

MBP7213010.1
JAGOIM010000025.1:1886-9576                                   
Anaerolineaceae bacterium                                     

Indigoidine_A Oxidored_FMN Pyr_redox_2 RHS Tox-REase-7* ImmHEAT RHS RHS

MBP9941327.1
JAGPAZ010000183.1:1-2337                                      
Comamonas sp.                                                 

Tox-REase-7*   ?    ?  

MBQ0734507.1
JAGPOS010000005.1:229559-239061                               
Aquimarina celericrescens                                     

  ?  DUF6843 Metallopeptidase LINKER Tox-REase-7*   ?  VWA PKD

MBQ3594282.1
JAFQAJ010000044.1:1-3256                                      
Bacteroidales bacterium                                       

RHS   ?  RHS Tox-REase-7*

MBQ6862975.1
JAFSEF010000031.1:597-4038                                    
Clostridia bacterium                                          

  ?  RHS Tox-REase-7*   ?    ?  

MBQ7246601.1
JAFSTX010000008.1:15580-25185                                 
Lachnospiraceae bacterium                                     

DUF3737   ?  REAse-7*   ?  DUF6531 RHS Concanavalin-like RHS RHS

MBQ8285847.1
JAFTUJ010000278.1:1973-4306                                   
Thermoguttaceae bacterium                                     

ANK   ?  REAse-7*   ?  

MBQ9601916.1
JAFSQZ010000201.1:17734-20675                                 
Neisseriaceae bacterium                                       

  ?    ?  REAse-7*   ?  

MBR1517651.1
JAFUVR010000098.1:282-10338                                   
Bacteroidales bacterium                                       

  ?    ?  SPVB BetaPropeller RHS RHS_repeat RHS Tox-REase-7* Por_Secre_tail   ?  

MBR3923188.1
JAFWYT010000660.1:1-2002                                      
Kiritimatiellae bacterium                                     

  ?    ?  Tox-REase-7*

MBR4818159.1
JAFZJJ010000213.1:1-5784                                      
Bacteroidales bacterium                                       

5_3_exonuc_N 5_3_exonuc RHS   ?  RHS Tox-REase-7*   ?  RHS

MBR5786599.1
JAFZEI010000095.1:1326-11430                                  
Clostridia bacterium                                          

  ?    ?  DUF6531 RHS RHS RHS HINT REAse-7* ImmHEAT HINT

MBR6934063.1
JAFWQX010000018.1:1-4776                                      
Clostridia bacterium                                          

HINT* ImmHEAT PP2C PT Big_3 Big_3 Big_3

MBS1706541.1
JAFDWX010000007.1:37842-47927                                 
Armatimonadota bacterium                                      

  ?    ?  Peptidase_C39 DUF6531 RHS_repeat RHS_repeat RHS RHS RHS Tox-REase-7* Asp_decarbox Cytochrom_C_asm CcmF_C

MBS1710004.1
JAFDWT010000117.1:5975-15198                                  
Armatimonadota bacterium                                      

  ?  Imm-HEAT FN3 RHS RHS RHS REAse-7*   ?  GNVR

MBS1813673.1
JAFDVR010000004.1:67821-72779                                 
Acidobacteria bacterium                                       

RHS Tox-Deam   ?  RHS Tox-REase-7* DUF4262 DUF2185 RHS

MBS3081492.1
JAGVXC010000008.1:31423-36183                                 
Candidatus Pacearchaeota archaeon                             

RHS   ?  RHS REAse-7* RHS EMC3_TMCO1

MBS3950328.1
JAGXSP010000140.1:1942-3575                                   
Peptococcaceae bacterium                                      

Imm26 Imm-HEAT Tox-REase-7*

MBT9445304.1
JADMJM010000007.1:54081-67895                                 
Hyphomonadaceae bacterium                                     

  ?    ?  RHS RHS RHS RHS RHS RHS RHS LysM HINT Tox-REase-7* Bac_export_3 Bac_export_1

MBT9446203.1
JADMJM010000017.1:15901-27535                                 
Hyphomonadaceae bacterium                                     

BetaPropeller RHS Big_9 Cadherin Cadherin Big_9 Big_9 RHS RHS_repeat RHS RHS RHS Tox-REase-7*   ?  RHS

MBU0985149.1
JAHIVM010000500.1:1-2766                                      
Candidatus Zixiibacteriota bacterium Bacteria.                

  ?  REAse-7*   ?  

MBU3978752.1
JAHIFT010000130.1:2093-10962                                  
Patescibacteria group bacterium Bacteria.                     

DOC HTH   ?  DUF1598 DUF6531 RHS_repeat RHS_repeat RHS_repeat RHS_repeat RHS_repeat RHS CARDB RHS* Imm-HEAT Colicin_E5

MBU6426624.1
JAGXAG010000001.1:4288-10775                                  
Patescibacteria group bacterium Bacteria.                     

RHS CarboxypepD-reg-IG Dockerin_1 Cohesin Imm-HEAT RHS_repeat RHS_repeat RHS_repeat RHS_repeat RHS_repeat RHS Tox-REase-7* Glyco_hydro2_C5 Ribosomal_S20p

MBW3243324.1
JAHWRP010000004.1:79209-83825                                 
Epibacterium sp. DP7N7-1                                      

DDE_Tnp_1_5 DUF4123 Tox-REase-7*   ?    ?  

MBW7876666.1
JACFNL010000071.1:8026-17916                                  
Candidatus Cloacimonadota bacterium                           

  ?  HEAT HEAT HEAT HEAT TPR MORN Tox-REase-7* Imm-HEAT ImmHEAT

MBW7876863.1
JACFNL010000086.1:11281-14348                                 
Candidatus Cloacimonadota bacterium                           

ATP_bind_2 Nucleos_tra2_N Gate Nucleos_tra2_C REAse-7* Imm-HEAT

MBX2954511.1
JAHBUG010000001.1:2340-13175                                  
Cyclobacteriaceae bacterium                                   

  ?    ?  Ig_7 Ig_7 DUF6443 RHS RHS Tox-REase-7*   ?  SPVB RHS

MBX3024666.1
JAHBUY010000002.1:419187-429748                               
bacterium Bacteria.                                           

  ?  ImmHEAT SPVB BetaPropeller TcdB_toxin_midN RHS RHS RHS_repeat RHS REAse-7* Sulfatase   ?  

MBX3064915.1
JAHBVK010000036.1:26-5007                                     
Anaerolineae bacterium                                        

Beta-Prop BetaPropeller REAse-7* DUF6194 Acetyltransf_9

MBX3086324.1
JAHBVJ010000047.1:23254-27222                                 
Anaerolineae bacterium                                        

ABC-ATPase   ?  Tox-REase-7* Ribosomal_L21p Ribosomal_L27

MBX3267150.1
JAHBSG010000012.1:118583-120843                               
Acidobacteria bacterium                                       

  ?  ImmHEAT REAse-7*   ?  

MBX7059743.1
JAIBBN010000019.1:44688-50787                                 
Leptospirales bacterium                                       

HINT Tox-AHH   ?  REAse-7* HINT   ?  

MBX7138788.1
JAIBBU010000032.1:18669-32807                                 
Oligoflexia bacterium                                         

PAS NtrC-AAA Fis-HTH Por_Secre_tail FG-GAP_3 FG-GAP_3 BetaPropeller SPVB BetaPropeller RHS RHS RHS REAse-7*   ?    ?  

MBY0273450.1
JAIEPE010000056.1:1-4501                                      
Alphaproteobacteria bacterium                                 

DUF637   ?  DUF637 REAse-7*   ?  Imm54

MBY4110008.1
JABRRS010000004.1:147654-152658                               
Rhodococcoides fascians                                       

Classical-AAA   ?  REAse-7*   ?  Caspase RNaseH-CATRA

MBY4631955.1
JAILYJ010000014.1:118033-133504                               
Rhizobium croatiense                                          

TPS FilH FilH Fil_haemagg_2 Fil_haemagg_2 Fil_haemagg_2 Fil_haemagg_2 DUF637   ?  REAse-7*   ?  DUF1349

MBY6837977.1
JACBBZ010000005.1:208507-214259                               
Clostridium botulinum                                         

Imm11 DUF4280 Phage_GPD Tox-REase-7* Pentapeptide_4   ?  

MBZ2186139.1
JAINDK010000061.1:35639-39657                                 
Bryobacter sp. CoA8 C33                                       

RelE-ParE ImmHEAT RHS REAse-7* Phage_int_SAM_4 Phage_integrase   ?  

MBZ5494436.1
JAIQGK010000027.1:509-13696                                   
Terriglobia bacterium                                         

BactIG Big_3_5 TRAP_beta IG HfIG ANTHRAXPAG-N Big_1 IG DUF6531 RHS_repeat RHS_repeat RHS RHS RHS_repeat RHS REAse-7*   ?  Imm54

MBZ5571523.1
JAIQFW010000034.1:17665-24111                                 
Terriglobia bacterium                                         

Abi_alpha DRHyd-ASK Tox-REase-7* ICL LysR_substrate

MCA1748504.1
JAIVHR010000053.1:1-4223                                      
Sphingomonadales bacterium                                    

RHS RHS Tox-REase-7* Imm-HEAT RHS

MCA8939847.1
JAGQRD010000585.1:1-929                                       
Planctomycetota bacterium                                     

Imm-HEAT Tox-REase-7*

MCA9683883.1
JAGQIP010000499.1:1-4540                                      
Myxococcales bacterium                                        

Imm-HEAT Tox-REase-7* VWA tRNA-synt_1 Anticodon_1

MCA9699661.1
JAGQIO010001422.1:1-4190                                      
Myxococcales bacterium                                        

RHS HINT Tox-REase-7*   ?  DUF2804

MCA9700925.1
JAGQIO010001950.1:1-2433                                      
Myxococcales bacterium                                        

Phage_int_SAM_3   ?  PT-HINT Tox-REase-7*

MCB0309944.1
JAGRAR010000052.1:1-5492                                      
Bdellovibrionales bacterium                                   

ABC1   ?  RHS RHS_repeat RHS REAse-7*

MCB0910592.1
JAGQUI010000034.1:6332-10539                                  
Propionibacteriaceae bacterium                                

  ?  WXG Tox-REase-7*   ?    ?  

MCB1036351.1
JAGQSF010001266.1:1-1238                                      
Acidobacteria bacterium                                       

RHS RHS Tox-REase-7*

MCB1227688.1
JAGRPD010000444.1:1310-3622                                   
Verrucomicrobiales bacterium                                  

  ?    ?  HINT Tox-REase-7* Transposase_31

MCB9082408.1
JACJXV010000042.1:14196-17790                                 
Lewinellaceae bacterium                                       

  ?  Imm-HEAT RHS REAse-7* UPF0236   ?  

MCB9452482.1
JACKCH010000013.1:204684-212839                               
Anaerolineaceae bacterium                                     

Acyl-CoA_dh_1 Acyl-CoA_dh_M Acyl-CoA_dh_N Ala_racemase_N D-ser_dehydrat REAse-7* TIR TPR TPR TIR TPR

MCC6316979.1
JADLCY010000002.1:180680-185398                               
Gemmatimonadaceae bacterium                                   

MazE_antitoxin   ?  RHS Tox-REase-7*   ?  Acetylase

MCC6471173.1
JADLEG010000258.1:16676-20147                                 
Alphaproteobacteria bacterium                                 

RHS Imm-HEAT Tox-REase-7* GT87 FliP

MCC7387821.1
JADZER010000016.1:156-2028                                    
Phycisphaerales bacterium                                     

RHS REAse-7* Imm-HEAT HTH

MCC7522670.1
JADZFU010000004.1:128609-132688                               
Candidatus Uhrbacteria bacterium                              

Fapy_DNA_glyco H2TH zf-FPG_IleRS Imm33 RHS Tox-REase-7* TPR   ?  

MCD4684672.1
JAIOTJ010000072.1:1-3982                                      
Anaerolineae bacterium                                        

DUF6144 HrcA HCRA-HTH Tox-REase-7* 2TM ABC_tran

MCE1244334.1
JAJTBG010000013.1:18-6397                                     
Oryzomicrobium sp.                                            

Fil_haemagg_2 Fil_haemagg_2 PT-TG REAse-7*   ?    ?  

MCE3272275.1
JAJTCN010000051.1:891-15780                                   
Ramlibacter sp.                                               

4HBT_2 CMD RHS RHS RHS RHS_repeat RHS RHS RHS RHS RHS RHS LysM REAse-7*   ?  CMD

MPZ68068.1
WHTI01000003.1:14295-20725                                    
Actinomycetota bacterium                                      

MalT TPR TPR_MalT TPR   ?  REAse-7*   ?    ?  

MUU73415.1
WOWL01000001.1:4288790-4294789                                
Pseudarthrobacter sp. GA104                                   

  ?  Thermonuclease REAse-7*   ?    ?  

MYN06239.1
WWCU01000002.1:178767-187786                                  
Pseudoduganella aquatica                                      

Glyco_hydro_43 Glyco_hydro_127 Glyco_hydro127M DUF4986 DUF6805 DUF6531 RHS_repeat RHS RHS_repeat RHS_repeat RHS REAse-7* ImmHEAT Putative_PNPOx

NCP85645.1
JAACRY010000447.1:1-2961                                      
Bacteroidetes bacterium                                       

  ?  HEPN RHS REAse-7*   ?  RHS

NDC22247.1
RGVC01000026.1:5957-8105                                      
bacterium Bacteria.                                           

  ?    ?  RHS REAse-7*

NHN35923.1
JAAOIX010000001.1:293808-298052                               
Pseudomaricurvus alcaniphilus                                 

Ubie_methyltran ImmHEAT Tox-REase-7*   ?  CDP-OH_P_transf

NJC62919.1
JAATVW010000001.1:11218-25624                                 
Planosporangium flavigriseum                                  

rve_3 ImmHEAT TGFb_propeptide Disaggr_repeat SPVB RHS RHS RHS RHS HINT Tox-REase-7* wHTH-4stranded AP-ATPase   ?  

NJK31676.1
JAAUUP010000113.1:3880-5507                                   
Deltaproteobacteria bacterium                                 

  ?  Imm-HEAT PT-HINT REAse-7*

NJK32418.1
JAAUUP010000273.1:1213-3962                                   
Deltaproteobacteria bacterium                                 

YfbK_C   ?  PT-HINT REAse-7*

NJK33190.1
JAAUUP010000487.1:315-2410                                    
Deltaproteobacteria bacterium                                 

Tox-REase-7*   ?    ?  

NJL30058.1
JAAUTL010000683.1:30-3060                                     
Thermoanaerobaculia bacterium                                 

RHS REAse-7*   ?    ?  

NJS40751.1
JAAUPC010000418.1:1-2955                                      
Rhodobacteraceae bacterium                                    

Pirin Pirin_C RHS Tox-REase-7* ImmHEAT

NLR67497.1
JABAIA010000003.1:225988-232336                               
Chitinophaga varians                                          

RHS RHS   ?  RHS REAse-7* ImmHEAT   ?  

NLT76578.1
JAAYBA010000291.1:84-3483                                     
Planctomycetota bacterium                                     

ImmHEAT REAse-7* AP2 HNH TatD_DNase

NLW88838.1
JAAYCT010000014.1:51567-67298                                 
Clostridiaceae bacterium                                      

  ?  Cation_efflux Beta_helix_3 Beta_helix_3 Beta_helix_3 Beta_helix_3 DUF5057 CarboxypepD-reg-IG FN3 IG PKD CarboxypepD_reg DUF6531 RHS_repeat RHS RHS_repeat RHS_repeat RHS_repeat RHS_repeat RHS RHS RHS Tox-REase-7* Big_2 RHS_repeat Ferredoxin-RRM ETF ETF_alpha

NLY75360.1
JAAYHS010000117.1:3327-7172                                   
Bacillota bacterium                                           

RHS DUF637 Imm23 Tox-REase-7*

NOT01742.1
JABFSN010000163.1:5361-12236                                  
Phycisphaerales bacterium                                     

RHS Tox-URI Imm14 RHS REAse-7* Imm-HEAT rve_3 HTH_32

NOT15283.1
JABFSF010000074.1:29193-38691                                 
Methylotenera sp.                                             

ESPR TPS FilH FilH Fil_haemagg_2 Fil_haemagg_2 DUF637 Imm60 Tox-REase-7*   ?    ?  

NOT28009.1
JABFSA010000141.1:5535-13530                                  
Acidobacteria bacterium                                       

Aminotran_4   ?  RHS REAse-7*   ?  RHS RHS_repeat RHS RHS

NOU23508.1
JABFRD010000575.1:1465-3468                                   
Methyloglobulus sp.                                           

  ?  ImmHEAT RHS Tox-REase-7*

NOX27925.1
JAADIY010000039.1:25550-29859                                 
Gammaproteobacteria bacterium                                 

PCMT SNARE_assoc RHS REAse-7*   ?    ?  

NOY57003.1
JAADGS010000089.1:25089-26394                                 
Actinomycetota bacterium                                      

  ?  ImmHEAT REAse-7*

NTW24873.1
JAAXUD010000272.1:518-4922                                    
Lentimicrobium sp.                                            

  ?    ?  DUF6443 RHS REAse-7*

NTX00092.1
JAAXXX010000472.1:361-1490                                    
Geobacteraceae bacterium                                      

  ?  Tox-REase-7*

NVB37056.1
JABJWV010000001.1:1195333-1207544                             
Pseudenhygromyxa sp. WMMC2535                                 

SPVB BetaPropeller RHS RHS RHS RHS HINT Tox-REase-7   ?  HINT Tox-REase-7*   ?  Acyltransferase

ODS22911.1
MDLC01000047.1:13799-17722                                    
Candidatus Endobugula sertula                                 

  ?  MPTase-Lit Tox-REase-7*   ?    ?  

OGZ49021.1
MHNR01000023.1:36274-52578                                    
Candidatus Ryanbacteria bacterium RIFCSPHIGHO2_02_FULL_48_12  

RHS Ntox49   ?  RHS REAse-7* RNA_pol_Rpb1_1 DDRP-betaprime RNA_pol_Rpb1_3 RNA_pol_Rpb1_4 RNA_pol_Rpb1_5 RNA_pol_Rpb2_1 RNA_pol_Rpb2_2 RNA_pol_Rpb2_3 RNA_pol_Rpb2_45 RNA_pol_Rpb2_6 RNA_pol_Rpb2_7

OHB58998.1
MHYA01000066.1:22345-25361                                    
Planctomycetes bacterium GWF2_42_9                            

  ?  RHS Tox-REase-7* Imm-HEAT Imm54

OJU41043.1
MKRS01000732.1:1-4034                                         
Bacteroidales bacterium 45-6                                  

  ?  RHS Tox-REase-7*   ?  RHS

OLE58293.1
MNKC01000041.1:248-11371                                      
Crenarchaeota archaeon 13_1_20CM_2_53_14                      

Phage_integrase Lar_restr_allev DUF6531 RHS_repeat RHS_repeat RHS HINT RHS REAse-7*   ?  Methyltransf_11

OLR92374.1
MKQR01000016.1:46778-57616                                    
Actinokineospora bangkokensis                                 

Dyp_perox_C Imm-HEAT CarboxypepD_reg ZU5 DUF6531 RHS RHS_repeat RHS_repeat RHS_repeat RHS_repeat RHS RHS Tox-REase-7*   ?  YbaB_DNA_bd

OQA48022.1
MWBL01000054.1:8489-12328                                     
Firmicutes bacterium ADurb.Bin300                             

DAGK_cat YegS_C Imm-HEAT RHS REAse-7*   ?  ARGA

OYN98428.1
NMVK01000016.1:143676-147462                                  
Enemella evansiae                                             

  ?  Phage_integrase Imm-HEAT HTH_Tnp_1 Tox-REase-7*

PIZ55096.1
PFNS01000047.1:6504-12320                                     
Candidatus Uhrbacteria bacterium CG_4_10_14_0_2_um_filter_41_7

  ?  ImmHEAT CARDB CARDB DUF6531 RHS Tox-REase-7* CARDB

PJD99434.1
PEQN01000067.1:9769-12475                                     
Leptospira sp.                                                

  ?  Imm-HEAT Tox-REase-7*

PYU06727.1
QHYP01000111.1:1-823                                          
Acidobacteria bacterium                                       

  ?  Tox-REase-7*

QAV17793.1
CP026520.1:1969213-1971957                                    
Paenibacillus chitinolyticus                                  

RHS HINT Tox-REase-7*   ?  DUF3139

QCM07769.1
CP039917.1:1408581-1413568                                    
Agrobacterium tumefaciens                                     

GAF   ?  Tox-REase-7*   ?    ?  

QDQ25264.1
CP041730.1:484614-492334                                      
Chitinimonas arctica                                          

Arm-DNA-bind_3 Phage_int_SAM_3 Phage_integrase DUF6531 RHS_repeat RHS RHS RHS RHS RHS REAse-7*   ?    ?  

QDT69091.1
CP036424.1:2506688-2538506                                    
Planctomycetes bacterium MalM25                               

SGSH_C Beta_helix Beta-Roll Beta-Roll HINT Ntox8 PT-TG Tox-REase-7* Imm-HEAT HINT Tox-REase-7* PT-TG SQHop_cyclase_C HEAT

QKT06011.1
CP054691.1:309543-313520                                      
Gordonia sp. X0973                                            

WXG WXG WXG REAse-7* Imm-HEAT MFS_1

QQS48188.1
CP065005.1:1578780-1588298                                    
Acidobacteriota bacterium                                     

RHS RHS RHS ImmHEAT RHS RHS RHS RHS REAse-7*   ?  MIOX

QYK59726.1
CP075364.1:1560067-1563273                                    
Fimbriimonadaceae bacterium                                   

PEP-CTERM DUF4394   ?    ?    ?  REAse-7*

RAV31121.1
QHCV01000193.1:421-714                                        
Corynebacterium heidelbergense                                

Tox-REase-7*

RBO85265.1
QNRE01000015.1:101107-103890                                  
Nocardia puris                                                

YbaB_DNA_bd Imm-HEAT Tox-REase-7* HTH_21 rve_3 HTH_Tnp_1

REK48670.1
QQVP01000018.1:5576-8535                                      
Planctomycetota bacterium                                     

  ?  ImmHEAT RHS Tox-REase-7*

RHB31413.1
QSGO01000022.1:52996-59174                                    
Bacteroides nordii                                            

  ?  Tox-REase-7*   ?  DUF6443 RHS   ?  

RKH02609.1
RAWA01000250.1:3201-10735                                     
Corallococcus sp. CA053C                                      

ChlI SMS-KaiC Rubredoxin_2   ?  -* His-Kinase HAMP MA

RKH84224.1
RAWN01000115.1:11604-18989                                    
Corallococcus sp. AB045                                       

MA His-Kinase HAMP -*   ?  ChlI SMS-KaiC Rubredoxin_2

RKT49205.1
RBXN01000017.1:1093-3037                                      
Coprobacter fastidiosus NSB1 = JCM 33896                      

  ?    ?  RHS PD REAse-7*

RKZ35628.1
QNEJ01000410.1:243-2657                                       
Gammaproteobacteria bacterium                                 

RHS_repeat RHS_repeat RHS_repeat RHS_repeat RHS Tox-REase-7*

RLA51913.1
QNFQ01000094.1:10023-12722                                    
Gammaproteobacteria bacterium                                 

DUF4272 TsiV RHS REAse-7*

RLB52787.1
QMMC01000139.1:12-2359                                        
Deltaproteobacteria bacterium                                 

RHS REAse-7* ImmHEAT   ?  

RMH93491.1
RFLY01000005.1:1-1834                                         
Lysobacter pythonis                                           

RHS Tox-REase-7*   ?  HTH

RTL87313.1
RXIY01000025.1:21265-25425                                    
Hyphomicrobiales bacterium                                    

  ?  HlyD_3 Tox-REase-7*

RUP02155.1
RXJD01000063.1:42972-46458                                    
Mycobacterium sp.                                             

Imm56 WXG Tox-REase-7* WXG WXG ImmHEAT

RYZ75724.1
SEDV01003019.1:3-949                                          
Proteobacteria bacterium                                      

REAse-7* ImmHEAT

RZI56593.1
SEFA01000084.1:21552-25679                                    
Rubrivivax sp.                                                

  ?    ?  REAse-7* HINT

SDI90723.1
LT629697.1:800184-812088                                      
Frankineae bacterium MT45                                     

glyoxylf-X2 LamininG SPVB RHS RHS Tox-REase-7* ImmHEAT   ?  

SEA68007.1
FNQY01000046.1:1-2617                                         
Arachidicoccus rhizosphaerae                                  

RHS REAse-7* Imm-HEAT   ?  

SEH85415.1
FNXD01000005.1:85211-97527                                    
Leifsonia sp. CL154                                           

  ?  ImmHEAT SPVB RHS RHS REAse-7* LamininG DUF4190

SKB57184.1
FUYT01000006.1:274280-278101                                  
Luteibacter sp. 22Crub2.1                                     

DUF416   ?  REAse-7* Imm-HEAT   ?  

SMC98422.1
FWXV01000002.1:1637931-1647020                                
Kibdelosporangium aridum                                      

SBP_bac_8 Imm-HEAT ALF ALF ALF ALF ALF ALF ALF ALF HINT Tox-REase-7*   ?  Tachylectin Trypsin

TAK33869.1
SCTZ01000129.1:51577-56907                                    
Chloroflexota bacterium                                       

Sigma-HTH Sigma70_r1_2 Sigma70_r1_1 ImmHEAT Tox-REase-7* RHS_repeat RHS_repeat RHS RCC1 RCC1 RCC1 RCC1 RCC1 RCC1 DUF6531

THD32379.1
SSMF01000004.1:5414-10742                                     
Flavobacterium johnsoniae                                     

  ?    ?  Tox-REase-7*   ?  DUF6443 RHS Tox-AHH

TKR30351.1
SZUA01000002.1:323331-333084                                  
Luteimonas gilva                                              

Y1_Tnp Acyl_transf_3 RHS RHS RHS REAse-7*   ?  RHS

TMC13426.1
VBJR01000007.1:15317-18735                                    
Chloroflexi bacterium                                         

  ?    ?  WXG Tox-REase-7* WXG WXG100

TME54492.1
VBGO01000112.1:11274-20029                                    
Chloroflexi bacterium                                         

TGFb_propeptide Disaggr_repeat Big_7 Big_7 SPVB RHS RHS_repeat RHS RHS_repeat RHS RHS Tox-REase-7* Imm-HEAT RmlD_sub_bind

TMI24936.1
VBBU01000082.1:15155-24829                                    
Candidatus Bathyarchaeota archaeon                            

  ?    ?  RHS LevanB RHS RHS RHS Tox-REase-7*   ?  RHS

TSD10785.1
VCCA02000001.1:808495-823312                                  
Curtobacterium sp. KBS0715                                    

LamininG LamininG SPVB RHS RHS RHS Tox-REase-7* Imm-HEAT TIMbarrel

TXI95062.1
SSGV01000219.1:304-3833                                       
Chryseobacterium cucumeris                                    

  ?  RHS REAse-7* ImmHEAT   ?  

UFH49293.1
CP087138.1:4417131-4422461                                    
Pseudomonas sp. KNUC1026                                      

  ?    ?  REAse-7*   ?  Imm-SUKH-SMI1

WP_176456007.1
NZ_NPLP01000023.1:1-6909                                      
Salmonella enterica subsp. enterica serovar Ekotedo           

DcrB   ?  PAAR_motif DUF6531 RHS_repeat RHS_repeat RHS RHS RHS Tox-REase-7* VgrG DUF2345 SymE_toxin

WP_002646027.1
NZ_ABCE01000012.1:58552-67303                                 
Gimesia maris DSM 8797                                        

ImmHEAT Tox-REase-7* DDE_Tnp_1 BetaPropeller BetaPropeller HINT

WP_074337441.1
NZ_CP065265.1:4872582-4875579                                 
Mycobacteroides abscessus subsp. bolletii                     

TfoX_N YbaB_DNA_bd Tox-REase-7* WXG100 WXG

WP_079633709.1
NZ_FVDY01000001.1:498031-501064                               
Mycobacteroides abscessus subsp. massiliense                  

WXG100 YbaB_DNA_bd WXG TfoX_N Tox-REase-7*

WP_005124735.1
NZ_KB849871.1:2060253-2071034                                 
Acinetobacter baumannii NIPH 329                              

  ?  ESPR TPS DUF2345 DUF637N DUF637 PT-VENN Tox-REase-7* POTRA_2 ShlB Gp3-like   ?  

WP_005197908.1
NZ_KB850055.1:1907991-1921812                                 
Acinetobacter sp. NIPH 298                                    

PEPCK_GTP PEPCK_N   ?  DUF637N DUF637 PT-VENN DUF6862 Tox-REase-7* TonB_dep_Rec PLUG DAO DAO_C

WP_005202681.1
NZ_AMJM01000075.1:144369-156311                               
Acinetobacter sp. TG19627                                     

ESPR TPS DUF2345 DUF2345 DUF637N DUF637 PT-VENN Tox-REase-7* Z1-like BPD_transp_1 POTRA_2 ShlB AA_permease

WP_006105470.1
NZ_DS989870.1:88607-93786                                     
Coleofasciculus chthonoplastes PCC 7420                       

  ?  LINKER Tox-REase-7*   ?  HNH   ?  

WP_201766100.1
NZ_AFAL01000204.1:1-2995                                      
Verminephrobacter aporrectodeae subsp. tuberculatae At4       

DUF6862 REAse-7 Tox-REase-7*

WP_041578540.1
NC_014041.1:454950-459035                                     
Zunongwangia profunda SM-A87                                  

Beta_protein   ?  RHS HIN-HTH Tox-REase-7*

WP_041944483.1
NC_014158.1:3531732-3536615                                   
Tsukamurella paurometabola DSM 20162                          

FAD_binding_6 NAD-dep-oxidoreductase Ferredoxin-betagrasp ADH_N ADH_zinc_N YbaB_DNA_bd REAse-7* HEAT

WP_013128037.1
NC_014158.1:3537452-3540626                                   
Tsukamurella paurometabola DSM 20162                          

WXG   ?  REAse-7* ImmHEAT adh_short_C2

WP_015756487.1
NC_013216.1:879519-891829                                     
Desulfofarcimen acetoxidans DSM 771                           

peroxidase peroxidase SPVB RHS RHS Concanavalin-like Concanavalin-like RHS RHS_repeat RHS*   ?  RHS   ?  

WP_082346680.1
NZ_AKBO01000025.1:8-9242                                      
Xanthomonas vasicola pv. vasculorum NCPPB 895                 

Imm-HEAT ANK N_BRCA1_IG ASH-Ig RHS_repeat RHS RHS RHS REAse-7* UvrD_C_2   ?  

WP_026005661.1
NZ_AKKK01000032.1:82114-85743                                 
Arthrobacter sp. M2012083                                     

  ?  Tox-REase-7*   ?  

WP_227498687.1
NZ_CM001776.1:3468431-3472135                                 
Synechococcus sp. PCC 7336                                    

Ntox9 RHS_repeat RHS   ?    ?  REAse-7*

WP_171259829.1
NZ_MDIO01000152.1:1-5960                                      
Acinetobacter pittii                                          

  ?  SMI1_KNR4 DUF637N DUF637 PT-VENN REAse-7*

WP_019866747.1
NZ_KB913025.1:2601551-2605131                                 
Methylovulum miyakonense HT12                                 

ImmHEAT Tox-REase-7*   ?  Ntox12 TetR-HTH CecR_C

WP_124916829.1
NZ_CP034179.1:4193565-4208655                                 
Caenibius tardaugens NBRC 16725                               

LuxR-HTH Imm-HEAT   ?  RHS RHS RHS RHS RHS RHS LysM Tox-REase-7* RHS RHS RHS

WP_022820368.1
NZ_KB906938.1:975-5828                                        
Fusobacterium russii ATCC 25533                               

  ?  Imm-HEAT Tox-REase-7*   ?  Fil_haemagg_2 FilH

WP_173057565.1
NC_023287.1:45652-51954                                       
Exiguobacterium sp. S3-2                                      

  ?  MFS_3 REAse-7*   ?  RHS RHS Ntox35

WP_026706154.1
NZ_AUGO01000018.1:7719-10960                                  
Flavobacterium soli DSM 19725                                 

  ?  RHS Tox-REase-7*   ?  Transposase_20 RHS

WP_051572030.1
NZ_JHYD01000058.1:20547-29776                                 
Ruminiclostridium cellobioparum DSM 1351 = ATCC 15832         

  ?  RE_NgoFVII   ?    ?  DUF2299 DUF6531 RHS Concanavalin-like RHS RHS Tox-REase-7*

WP_084300365.1
NZ_JHVK01000050.1:82-2304                                     
Microvirgula aerodenitrificans DSM 15089                      

  ?  Tox-REase-7* CDI_toxin_EC869_like

WP_037032546.1
NZ_JMKP01000066.1:1-2852                                      
Psychrobacter phenylpyruvicus DSM 7000 = NBRC 102152          

  ?    ?  DUF637 REAse-7*

WP_029118582.1
NZ_FNRC01000001.1:683833-687118                               
Mycobacterium sp. 283mftsu                                    

WXG REAse-7* Imm66 WXG Imm-HEAT WXG

WP_159065562.1
NZ_CM002261.1:3675518-3679583                                 
Xanthomonas euvesicatoria pv. alfalfae CFBP 3836              

ImmHEAT Endonuclease_NS Histone_HNS HIN-HTH HTH_21 rve_3 Tox-REase-7*

WP_036164781.1
NZ_JRKJ01000002.1:237809-241865                               
Lysobacter dokdonensis DS-58                                  

NAD-dep-oxidoreductase FAD_binding_6   ?  RHS Tox-REase-7* GGDEF LYTTR

WP_235425761.1
NZ_KN266211.1:1-3341                                          
Cellvibrio mixtus subsp. mixtus J3-8                          

  ?    ?  Imm-HEAT SymE_toxin REAse-7*

WP_040598244.1
NZ_AGUD01000034.1:15247-17827                                 
Patulibacter medicamentivorans                                

REAse-7*   ?  ImmHEAT   ?    ?  

WP_040713761.1
NZ_BAGG01000259.1:32537-37422                                 
Nocardia takedensis NBRC 100417                               

TetR-HTH WXG Tox-REase-7* WXG Imm-HEAT WXG

WP_125026401.1
NZ_CP034196.1:3247394-3262399                                 
Ralstonia solanacearum                                        

AAA_29 AAA_13 SbcC_Walker_B DUF3322 Toprim   ?  TPS FilH FilH FilH FapA FilH FilH DUF637 Tox-REase-7* DUF5076

WP_152621949.1
NZ_JPMI01000038.1:41736-47769                                 
Archangium violaceum Cb vi76                                  

ENOYCOADEHYD Coq4 Tox-REase-7*   ?    ?  

WP_052615954.1
NZ_CSXF01000007.1:18943-25373                                 
Mycobacteroides abscessus                                     

  ?  Imm-HEAT   ?  MA Tox-REase-7* HerA

WP_132718367.1
NZ_CP036253.1:1954254-1963153                                 
Xanthomonas oryzae                                            

  ?  RHS_repeat N_BRCA1_IG N_BRCA1_IG RHS RHS REAse-7*   ?    ?  

WP_055793029.1
NZ_LMPL01000005.1:491251-494129                               
Williamsia sp. Leaf354                                        

DUF3349 WXG REAse-7* WXG WXG ImmHEAT

WP_235566433.1
NZ_LMHF01000004.1:324-2092                                    
Lysobacter sp. Root667                                        

FMN_bind_2 ImmHEAT Tox-REase-7*

WP_156386227.1
NZ_LMSI01000024.1:99330-106087                                
Arthrobacter sp. Soil764                                      

  ?    ?  ImmHEAT DUF6531 RHS_repeat RHS_repeat RHS RHS RHS REAse-7* DDE_Tnp_1_2

WP_056816762.1
NZ_LMFE01000002.1:231893-234844                               
Nocardia sp. Root136                                          

  ?  ImmHEAT WXG Tox-REase-7* WXG WXG

WP_057156812.1
NZ_LMDJ01000029.1:1-3048                                      
Massilia sp. Root351                                          

  ?  Tox-REase-7* HIN-HTH

WP_057265363.1
NZ_LMFZ01000048.1:334314-352890                               
Duganella sp. Root1480D1                                      

POTRA_2 ShlB ESPR TPS FilH FilH FilH FilH FilH FilH FilH Fil_haemagg_2 Fil_haemagg_2 Fil_haemagg_2 REAse-7* HlyC Imm49   ?  

WP_209227628.1
NZ_CP041382.1:1794299-1802115                                 
Xanthomonas phaseoli pv. dieffenbachiae                       

PSYN   ?  ImmHEAT IG RHS_repeat RHS REAse-7* RHS RHS_repeat

WP_167365770.1
NZ_CP013480.3:374052-380842                                   
Pandoraea norimbergensis                                      

Asparaginase_C Asparaginase Porin_4 Sacchrp_dh_NADP Sacchrp_dh_C   ?  REAse-7*

WP_082729191.1
NZ_AP014628.1:1751523-1764643                                 
Pseudomonas sp. St29                                          

POTRA_2 ShlB RNA-Helicase SymE_toxin TPS FilH FilH FilH Fil_haemagg_2 Fil_haemagg_2 Fil_haemagg_2 REAse-7*   ?  

WP_062819680.1
NZ_CP014352.1:2000653-2009964                                 
Acidipropionibacterium acidipropionici                        

RHS Tox-REase-7* LamininG SPVB ImmHEAT REAse-7

WP_063256474.1
NZ_LQQP01000005.1:21308-26227                                 
Microbacterium sp. T32                                        

Thump_like DNAMETHYLASE Tox-REase-7*   ?    ?  MerR-HTH

WP_064624661.1
NZ_LXHK01000016.1:239-4055                                    
Moraxella catarrhalis                                         

DUF637 PT-VENN REAse-7*   ?    ?  DUF637N

WP_067320462.1
NZ_CBCRWS010000018.1:21612-26151                              
Streptobacillus felis                                         

  ?  UvrB_inter CarD_TRCF_RID DEAD TRCF REAse-7* ImmHEAT   ?  

WP_069427680.1
NZ_MIHF01000268.1:3288-6613                                   
Mycolicibacterium porcinum                                    

YbaB_DNA_bd WXG REAse-7* WXG100 WXG ImmHEAT

WP_070938846.1
NZ_MLIK01000019.1:2226271-2234222                             
Mycobacteroides franklinii                                    

  ?    ?  MA REAse-7* Imm-HEAT   ?  

WP_176799856.1
NZ_MCBM02000002.1:527299-531141                               
Ralstonia pseudosolanacearum CaRs-Mep                         

ImmHEAT ABC_tran   ?  TseH Tox-REase-7*

WP_143195890.1
NZ_MPOI01000013.1:469933-478252                               
Archangium sp. Cb G35                                         

GDSL Lipase_GDSL_2 NTP_transferase MannoseP_isomer PT-TG*   ?  STY-kinase PilZ DnaJ

WP_074340829.1
NZ_FSAR01000001.1:346043-349355                               
Mycobacteroides abscessus subsp. abscessus                    

WXG   ?  WXG Tox-REase-7* TolR-ExbD Imm56 ImmHEAT

WP_099194126.1
NZ_UPHQ01000101.1:4-3171                                      
Mycobacterium innocens                                        

WXG   ?  REAse-7* Imm-HEAT

WP_078277988.1
NZ_MAEP01000001.1:436051-439275                               
Mycobacteroides franklinii                                    

Tox-REase-7* WXG Imm-HEAT WXG YbaB_DNA_bd

WP_139373514.1
NZ_FUYE01000045.1:1-2263                                      
Prosthecobacter debontii                                      

  ?  RHS Tox-REase-7*   ?  

WP_084062271.1
NZ_FWXO01000005.1:30294-40557                                 
Cellulophaga tyrosinoxydans                                   

RHS ImmHEAT SPVB BetaPropeller RHS RHS RHS REAse-7* Por_Secre_tail ACP_syn_III_C ACP_syn_III

WP_084348118.1
NZ_MKKX01000034.1:2404-5868                                   
Rhodococcus sp. 1163                                          

WXG Tox-REase-7* ImmHEAT ArsR-HTH AHSA1 WXG WXG

WP_085935583.1
NZ_FUWJ01000005.1:140429-146428                               
Enhydrobacter aerosaccus                                      

peroxidase peroxidase Tox-REase-7* RRF2-HTH Acetylase   ?  

WP_209706406.1
NZ_JAGIOO010000001.1:1041339-1049077                          
Crossiella equi                                               

DSBH Tachylectin Trypsin   ?  ALF ALF ALF ALF ALF ALF HINT REAse-7* PP2C

WP_143082691.1
NZ_FOSE01000001.1:89998-104263                                
Cellulomonas sp. KH9                                          

Hydrolase_3 CBM_2 Lipase_GDSL_2 CE2_N BetaPropeller SPVB RHS RHS HINT Tox-REase-7* Imm-HEAT

WP_218154823.1
NZ_FORE01000019.1:7944-19887                                  
Paenibacillus sp. UNC496MF                                    

Glyco_hydr_116N DUF608   ?    ?  RHS_repeat RHS_repeat RHS RHS_repeat RHS_repeat RHS RHS REAse-7*

WP_176969042.1
NZ_FNON01000016.1:17978-28816                                 
Amycolatopsis xylanica                                        

Acetylase   ?  Dyp_perox_N Dyp_perox_C Imm-HEAT RHS TIG TIG CarboxypepD_reg DUF6531 RHS_repeat RHS_repeat RHS_repeat RHS RHS Tox-REase-7*

WP_139221300.1
NZ_FOQV01000009.1:28546-39641                                 
Bosea sp. OK403                                               

RHS Tox-REase-4   ?    ?  TGase DUF6531 RHS RHS_repeat RHS RHS REAse-7* ImmHEAT

WP_176992706.1
NZ_FNOR01000002.1:60104-75588                                 
Collimonas sp. OK242                                          

POTRA_2 ShlB   ?    ?  TPS FilH FilH FilH FilH FilH FilH Fil_haemagg_2 Fil_haemagg_2 Tox-REase-7* MFS_1

WP_166677870.1
NZ_FOWW01000001.1:323481-332204                               
Amycolatopsis arida                                           

GGDEF_2 HTH_30   ?  ImmHEAT ALF ALF ALF ALF ALF ALF ALF PT-HINT REAse-7* LGFP LGFP LGFP LGFP LGFP Trypsin

WP_186442641.1
NZ_HG424547.1:1-7216                                          
Lysobacter antibioticus HS124                                 

LuxR-HTH Receiver Imm-HEAT   ?  DUF6531 RHS RHS_repeat RHS RHS RHS REAse-7*

WP_097248459.1
NZ_OBEG01000010.1:166818-170625                               
Nocardia amikacinitolerans                                    

  ?  REAse-7* Imm-HEAT E2 WXG

WP_097827784.1
NZ_CP025571.1:1412259-1415944                                 
Acidipropionibacterium jensenii                               

REAse-7* ImmHEAT rve_3 LZ_Tnp_IS481 MetJArc-HTH RHS

WP_098140107.1
NZ_NUBC01000098.1:101-2727                                    
Bacillus toyonensis                                           

DUF2691 Tox-REase-7*   ?  GDResolvase

WP_098848609.1
NZ_NUGT01000086.1:1132-10616                                  
Bacillus sp. AFS055030                                        

DUF4822 DUF4822   ?  DUF6531 RHS Concanavalin-like Concanavalin-like RHS_repeat RHS_repeat RHS_repeat RHS RHS REAse-7*   ?  NUDIX

WP_119626856.1
NZ_QXBF01000006.1:227843-231172                               
Mycobacteroides abscessus                                     

  ?  WXG Tox-REase-7* WXG Imm-HEAT Imm56

WP_235827755.1
NZ_CP025197.1:869478-872978                                   
Acetivibrio saccincola                                        

DEDD_Tnp_IS110 Transposase_20 Imm-HEAT   ?    ?  REAse-7*

WP_102774866.1
NZ_POQS01000006.1:384044-396755                               
Achromobacter pulmonis                                        

DDE_Tnp_1 DUF772 TPS FilH FilH FilH Fil_haemagg_2 Fil_haemagg_2 REAse-7* POTRA_2 ShlB AhpC-TSA 1-cysPrx_C   ?  

WP_181197733.1
NZ_PVNK01000136.1:10229-21996                                 
Enhygromyxa salina                                            

Imm-HEAT Beta-lactamase ImmHEAT SF2-DUF3427A SPVB IG RHS RHS REAse-7*

WP_106743584.1
NZ_PKFN01000001.1:23967-29039                                 
Yoonia maritima                                               

DUF4123   ?  Tox-REase-7*   ?    ?  

WP_108075117.1
NZ_PZOX01000021.1:13452-18641                                 
Vitiosangium sp. GDMCC 1.1324                                 

  ?  Amino_oxidase Tox-REase-7*   ?    ?  

WP_108829318.1
NZ_OMOR01000001.1:3064037-3068420                             
Ascidiaceihabitans donghaensis                                

START DUF4123 Tox-REase-7*   ?  PhaG_MnhG_YufB

WP_111424793.1
NZ_QJGZ01000038.1:164225-172787                               
Flavobacterium sharifuzzamanii                                

PG-binding NLPC   ?  MPTase-PVC LINKER Tox-REase-7* MPTase-PVC PG_binding_1 DUF6734

WP_165841711.1
NZ_QHCV01000083.1:91-3210                                     
Corynebacterium heidelbergense                                

  ?  HMA RHS Tox-REase-7* WXG

WP_147251794.1
NZ_QOHK01000005.1:179951-190707                               
Blastococcus sp. TF02-8                                       

cNMP-cyclase Lipoprotein_9   ?  ANTHRAXPAG-N RHS_repeat RHS_repeat PA14 RHS_repeat RHS_repeat RHS REAse-7*   ?  

WP_115379777.1
NZ_CP029985.1:2811967-2818792                                 
Sphingomonas sp. FARSPH                                       

DUF1524 RHS_repeat RHS RHS REAse-7* Imm-HEAT   ?  UvrD_C_2 SH3_13

WP_158543288.1
NZ_QRBF01000005.1:92268-97600                                 
Dyella psychrodurans                                          

8TMR-UT   ?  ThrE Imm-HEAT RHS Tox-REase-7*

WP_116876365.1
NZ_QCZJ01000030.1:47491-50389                                 
Terrimonas sp.                                                

  ?  Imm-HEAT Tox-REase-7*   ?    ?  

WP_118504136.1
NZ_CP031965.1:3873589-3883463                                 
Aquimarina sp. AD10                                           

OmpA-beta-barrel Imm-HEAT SPVB BetaPropeller RHS RHS RHS DUF637 Tox-REase-7* Por_Secre_tail   ?  

WP_147451223.1
NZ_RAWB01000179.1:1-10016                                     
Corallococcus llansteffanensis                                

OPT   ?  -* PDZ PDZ Trypsin TPR_MalT SWACOS STY-kinase

WP_120790221.1
NZ_CP032624.1:3077165-3081005                                 
Gryllotalpicola protaetiae                                    

DUF6278 DUF6278 RHS Tox-REase-7*   ?    ?  

WP_122191368.1
NZ_RFFH01000019.1:90729-93959                                 
Nocardia stercoris                                            

YbaB_DNA_bd Imm-HEAT Tox-REase-7* WXG WXG

WP_217481639.1
NZ_CP154792.1:3110572-3113308                                 
Achromobacter denitrificans                                   

Tox-URI   ?    ?  Tox-REase-7*   ?  

WP_123876838.1
NZ_CP033920.1:426608-430399                                   
Chryseobacterium carnipullorum                                

  ?    ?  RHS REAse-7*   ?    ?  

WP_123942215.1
NZ_CP033918.1:1819475-1825941                                 
Chryseobacterium sp. G0186                                    

  ?    ?  DUF6443 RHS Tox-REase-7* ImmHEAT   ?  

WP_124533462.1
NZ_QAJO01000005.1:171594-175465                               
Chryseobacterium sp. KBW03                                    

  ?  Transglut_core2 RHS REAse-7*   ?    ?  

WP_125616776.1
NZ_RWKQ01000074.1:80-7166                                     
Specibacter cremeus                                           

  ?  ALF ALF ALF ALF ALF ALF ALF Tox-REase-7*   ?    ?  

WP_164711588.1
NZ_CP085954.1:3633304-3636366                                 
Tsukamurella paurometabola                                    

  ?  Imm-HEAT   ?  ADH_N ADH_zinc_N Tox-REase-7*

WP_164917983.1
NZ_BJNC01000010.1:1220-11571                                  
Brevundimonas diminuta                                        

  ?  DEDD_Tnp_IS110 Transposase_20   ?  RHS TGase RHS RHS_repeat RHS_repeat RHS RHS Tox-REase-7*

WP_130534771.1
NZ_SHMG01000006.1:146758-150562                               
Pseudoxanthomonas winnipegensis                               

COX2 COX_ARM Imm-HEAT Tox-REase-7* OmpA   ?  

WP_132146247.1
NZ_SMCS01000008.1:63004-71961                                 
Luteibacter rhizovicinus                                      

Imm-HEAT ImmHEAT RHS REAse-7* RHS_repeat RHS RHS_repeat RHS FN3   ?  

WP_132526571.1
NZ_SLZG01000017.1:74946-92357                                 
Rhizobium sp. BK376                                           

ASH-Ig TPS FilH FilH FilH Fil_haemagg_2 Fil_haemagg_2 Fil_haemagg_2 PT-HINT Tox-REase-7*   ?    ?    ?  

WP_134338015.1
NZ_BMCZ01000008.1:42183-54503                                 
Mucilaginibacter phyllosphaerae                               

  ?  SPVB Concanavalin-like RHS RHS REAse-7* IstB_IS21 ImmHEAT

WP_168709687.1
NZ_MWIO01000060.1:1-2988                                      
Rhodanobacter lindaniclasticus                                

  ?  RHS RHS Tox-REase-7*

WP_138394076.1
NZ_VCHT01000004.1:128233-137273                               
Rhizobium sp. MHM7A                                           

T2SSM_b PilN SPVB TcdB_toxin_midN RHS DUF6443 RHS_repeat RHS RHS Tox-REase-7* ImmHEAT YjhX_toxin

WP_138453003.1
NZ_JADLSC010000002.1:990436-993970                            
Nocardia cyriacigeorgica                                      

WXG WXG WXG WXG REAse-7* ImmHEAT DUF3558

WP_138927804.1
NZ_AFAL01000187.1:1-1579                                      
Verminephrobacter aporrectodeae subsp. tuberculatae At4       

-* REAse-7

WP_174045164.1
NZ_CP049214.1:1008943-1014546                                 
Rhizobium rhizogenes                                          

  ?  DDE_Tnp_1_5 REase-DUF4143 AAA_14 REAse-7* DUF6264

WP_143373859.1
NZ_VJVZ01000008.1:103397-113223                               
Flavobacterium zepuense                                       

ImmHEAT DUF6443 RHS Tox-REase-7* Por_Secre_tail Imm44 SPVB RHS

WP_144278082.1
NZ_CP041730.1:2223328-2228361                                 
Chitinimonas arctica                                          

DOC Tox-REase-7*   ?    ?  Imm-HEAT

WP_217472157.1
NZ_CADIJY010000004.1:605983-614579                            
Achromobacter aegrifaciens                                    

  ?    ?    ?  FilH Fil_haemagg_2 Fil_haemagg_2 REAse-4 DUF637 Tox-REase-7*

WP_168216908.1
NZ_CP041203.1:1651276-1655886                                 
Cellulomonas sp. Y8                                           

Imm-HEAT   ?  DUF4096 RHS REAse-7* Phage_integrase

WP_147914774.1
NZ_JBHUEJ010000035.1:28582-31925                              
Ottowia flava                                                 

FliO   ?  Tox-REase-7*   ?    ?  

WP_152143727.1
NZ_WEIC01000008.1:10614-16044                                 
Amylibacter sp. SFDW26                                        

RHS HNH   ?  RHS REAse-7*   ?  ABC_membrane ABC_tran

WP_152212664.1
NZ_WFLN01000006.1:157501-172917                               
Fluviispira multicolorata                                     

RCC1_2 RCC1_2 RCC1_2 RCC1_2 RCC1_2 RCC1_2 RCC1_2   ?  SPVB BetaPropeller RHS REAse-7*   ?    ?  

WP_152256368.1
NZ_WFLL01000009.1:130173-140268                               
Janthinobacterium sp. FT14W                                   

  ?  ImmHEAT N_BRCA1_IG SPVB BetaPropeller TcdB_toxin_midN RHS RHS Tox-REase-7*   ?    ?  

WP_153421059.1
NZ_WFLM01000004.1:482283-497496                               
Silvanigrella paludirubra                                     

  ?    ?  SPVB BetaPropeller RHS RHS REAse-7*   ?  RCC1 RCC1 RCC1_2 RCC1_2 RCC1_2 RCC1_2 RCC1_2 RCC1_2

WP_156104725.1
NZ_AVCI01000023.1:1-2073                                      
Arenimonas oryziterrae DSM 21050 = YC6267                     

  ?  RHS REAse-7*

WP_156300411.1
NZ_WOEI01000029.1:318-7488                                    
Streptobacillus canis                                         

Imm-HEAT TPS FilH Fil_haemagg_2 Tox-REase-7* Peptidase_S51 Acetylase

WP_157024919.1
NZ_WQLV01000032.1:1-10096                                     
Parasedimentitalea huanghaiensis                              

SPVB BetaPropeller RHS_repeat RHS RHS Tox-REase-7*   ?  Transglut_core2   ?  MshEN

WP_164008586.1
NZ_JAAIXZ010000001.1:1368878-1374304                          
Pyxidicoccus trucidator                                       

  ?  -* ACP_syn_III ACP_syn_III_C Arginase OmpA-beta-barrel

WP_166606250.1
NZ_JAAALN010000018.1:29999-32479                              
Kineococcus siccus                                            

Peptidase_M23 Imm-HEAT REAse-7*

WP_166946509.1
NZ_JAARLZ010000002.1:78974-88206                              
Luteibacter anthropi                                          

MTase RHS_repeat RHS_repeat RHS_repeat RHS RHS FN3 RHS REAse-7* ImmHEAT   ?  

WP_166946539.1
NZ_JAARLZ010000002.1:133419-143907                            
Luteibacter anthropi                                          

Carboxypeptidase STAT RHS_repeat Big_7 N_BRCA1_IG RHS Tox-REase-7* Imm-HEAT Subtilisin P_proprotein

WP_167291671.1
NZ_JAARML010000006.1:30885-42038                              
Paraflavitalea devenefica                                     

  ?  SPVB RHS DUF6443 RHS RHS RHS Tox-REase-7* Imm-HEAT   ?  

WP_168943184.1
NZ_WTVJ01000065.1:10543-13668                                 
Parazoarcus communis                                          

DUF637N DUF6177 SWIB Tox-REase-7* DUF637

WP_230412883.1
NZ_JABBFZ010000001.1:435768-447706                            
Paraburkholderia antibiotica                                  

  ?  BacA   ?  Tox-PL TPS FapA FilH TATR FilH DUF637 DUF6862 Tox-REase-7*

WP_173142299.1
NZ_CBCSGW010000045.1:1-10550                                  
Kibdelosporangium persicum                                    

  ?  RHS TIG TIG DUF6531 RHS RHS_repeat RHS_repeat RHS_repeat RHS RHS_repeat RHS REAse-7*   ?  Acyl-CoA_dh_1 Acyl-CoA_dh_M Acyl-CoA_dh_N

WP_176012673.1
NZ_CAHJXL010000001.1:1478590-1489935                          
Victivallis sp. Marseille-Q1083                               

  ?    ?  RHS RHS RHS RHS RHS Tox-REase-7*   ?  HMGL-like LeuA_dimer

WP_176171429.1
NZ_CP054925.1:2970999-2978478                                 
Amycolatopsis sp. Hca4                                        

  ?  Imm-HEAT ALF ALF ALF HINT REAse-7*   ?  Dioxygenase_C

WP_178995369.1
NZ_QJQZ01000047.1:16049-24373                                 
Paenarthrobacter nitroguajacolicus                            

BetaPropeller RicinB-lectin Trypsin   ?  ALF ALF ALF ALF ALF ALF REAse-7*   ?    ?  

WP_179241185.1
NZ_CP058595.1:1270608-1281196                                 
Costertonia aggregata                                         

DUF2116 Concanavalin-like Por_Secre_tail SPVB BetaPropeller RHS RHS REAse-7* Imm-HEAT   ?  

WP_180908243.1
NZ_CAIJDP010000060.1:219624-227384                            
Flavobacterium salmonis                                       

RHS ASH-Ig DUF6443 RHS RHS Tox-REase-7* ImmHEAT   ?  cHTH HTH_17 Ecl1

WP_182156762.1
NZ_JACEZU010000013.1:179779-192954                            
Rugamonas apoptosis                                           

rve_3 ImmHEAT ASH-Ig IG Big_7 SPVB FG-GAP_3 TcdB_toxin_midN RHS RHS REAse-7*   ?    ?  

WP_182732677.1
NZ_JACJDS010000079.1:257-1438                                 
Pseudoalteromonas sp. SR44-8                                  

Tox-REase-7*   ?  

WP_183326929.1
NZ_JACHXP010000018.1:25214-36420                              
Halomonas cerina                                              

Metallopeptidase PG_binding_1 OmpA Aspzincin_M35   ?  Metallopeptidase Poly_export Poly_export PT-TG*   ?  DUF6519 Beta_helix Beta_helix

WP_221285204.1
NZ_JACHFD010000017.1:78656-85408                              
Haloferula luteola                                            

  ?    ?  Radical_SAM DUF6375 LamininG Tox-REase-7*

WP_187794956.1
NZ_JACOQL010000007.1:54882-63161                              
Paracoccus amoyensis                                          

Phage_integrase DcrB PAAR_motif DUF6531 RHS RHS RHS RHS Tox-REase-7*   ?  Tox-AHH

WP_189077520.1
NZ_BMMX01000001.1:906673-921339                               
Mangrovihabitans endophyticus                                 

CitB-HTH Receiver Imm-HEAT ZU5 SPVB BetaPropeller TcdB_toxin_midN RHS RHS PT-HINT Tox-REase-7* TPR TPR AP-ATPase BTAD wHTH-4stranded PEP_mutase

WP_190239979.1
NZ_QFGA01000001.1:1994960-2010691                             
Pelotomaculum schinkii                                        

  ?  DUF6531 RHS_repeat RHS_repeat RHS RHS_repeat RHS RHS_repeat RHS RHS ParB REAse-7* SLH N-OB tRNA-synt_2 Big_5 Kre9_KNH

WP_223860573.1
NZ_JACXAA010000003.1:257474-266961                            
Spirosoma validum                                             

PG_binding_1 NLPC   ?  CIS_TMP Preader4 Metallopeptidase REAse-7*

WP_193346922.1
NZ_CBCSIP010000005.1:62993-68429                              
Corallococcus soli                                            

NUDIX His-Kinase HAMP Tox-REase-7*   ?  ChlI SMS-KaiC Rubredoxin_2

WP_207792989.1
NZ_JADIVZ010000004.1:357688-365034                            
Nocardioides acrostichi                                       

NACHT IstB_IS21   ?  REAse-7*

WP_199119244.1
NZ_JAELTN010000024.1:26356-36740                              
Pedobacter sp. ASV28                                          

SPVB RHS   ?  DUF6443 RHS RHS REAse-7*   ?  DUF416

WP_199489907.1
NZ_QLTJ01000045.1:1-1310                                      
Microvirgula sp. AG722                                        

DUF637 CdiA_helical REAse-7*

WP_199703398.1
NZ_JAEMNV010000002.1:763914-767394                            
Antrihabitans stalagmiti                                      

YbaB_DNA_bd Imm-HEAT Tox-REase-7*   ?  WXG

WP_201006750.1
NZ_BLVY01000020.1:105103-116106                               
Pseudomonas cichorii                                          

  ?  FilH FilH DUF637N DUF637 Tox-REase-7*   ?  

WP_203909570.1
NZ_BONY01000021.1:58136-70428                                 
Rhizocola hellebori                                           

  ?  DUF11 SPVB BetaPropeller RHS_repeat RHS RHS REAse-7*   ?    ?  

WP_204224865.1
NZ_CP069396.1:1362300-1368928                                 
Archangium violaceum                                          

Bmp Gln-synt_C Gln-synt_N PT-TG*   ?  EamA EamA

WP_207679228.1
NZ_CP061800.1:5998167-6017653                                 
Desulfonema magnum                                            

Transpeptidase Transgly UB2H Dockerin_1 FG-GAP_2 FG-GAP_2 FG-GAP_2 FG-GAP_2 FG-GAP_2 ZU5 SPVB BetaPropeller TcdB_toxin_midN RHS RHS_repeat RHS RHS REAse-7*   ?  PDDEXK_3 PDDEXK_3

WP_207858330.1
NZ_JAFREP010000007.1:1-3127                                   
Acanthopleuribacter pedis                                     

Tox-REase-7* ImmHEAT Thr_dehydrat_C Thr_dehydrat_C PALP

WP_207858845.1
NZ_JAFREP010000008.1:140034-151488                            
Acanthopleuribacter pedis                                     

Imm-HEAT Imm-HEAT RHS RHS Tox-REase-7* Peptidase_M48 HAMP

WP_208246603.1
NZ_JAGEPF010000021.1:216964-223110                            
Actinomadura violacea                                         

Imm-HEAT HINT REAse-7*   ?  Peptidase_M24 HTH_23

WP_209788728.1
NZ_JAFIBT010000001.1:5372842-5382034                          
Chryseobacterium sp. PvR013                                   

  ?    ?  DUF6443 RHS Tox-REase-7* SPVB RHS Por_Secre_tail

WP_210707295.1
NZ_CAJQES010000012.1:58971-73439                              
Maribacter dokdonensis                                        

OmpA-beta-barrel Imm-HEAT BACON FN3 Ig_7 Ig_7 Ig_7 Ig_7 RHS RHS REAse-7* SPVB Concanavalin-like   ?  

WP_211770932.1
NZ_CP073318.1:5472182-5482684                                 
Kutzneria sp. CA-103260                                       

BetaPropeller SPVB RHS RHS RHS_repeat RHS HINT Tox-REase-7* tRNA-synt_1b PP-binding Imm-HEAT

WP_216214392.1
NZ_CP076538.1:1035294-1044302                                 
Amycolatopsis aidingensis                                     

His_Phos_1 RnaseH Imm-HEAT ALF ALF ALF ALF ALF ALF ALF HINT Tox-REase-7*   ?  LGFP LGFP LGFP LGFP Trypsin

WP_216897718.1
NZ_JAGPOX010000073.1:458-3699                                 
Nocardia alni                                                 

DUF4232 Imm-HEAT WXG Tox-REase-7* WXG100 WXG

WP_234775667.1
NZ_JAGIXD010000045.1:1-7033                                   
Paraburkholderia tropica                                      

DDE_Tnp_IS66_C DDE_Tnp_IS66 zf-IS66 LZ_Tnp_IS66 rve HTH_21 HIN-HTH HTH_Tnp_1 Tox-REase-7*   ?    ?  

WP_219749094.1
NZ_JAHXZN010000004.1:210338-220006                            
Sphingomonas citri                                            

  ?  RHS RHS RHS RHS REAse-7* ImmHEAT RHS OmpA-beta-barrel Plug

WP_219881578.1
NZ_CP080378.1:5221952-5228300                                 
Massilia sp. PAMC28688                                        

NPP1   ?  PAAR_motif Tox-REase-7* AA_kinase ACT ACT_7 ATP_bind_3 TilS TilS_C

WP_223752820.1
NZ_JAIQDG010000001.1:710917-715040                            
Myxococcus sp. RHSTA-1-4                                      

STY-kinase VRRNUC*   ?    ?  GLTT

WP_223758005.1
NZ_JAIQDG010000025.1:34050-38686                              
Myxococcus sp. RHSTA-1-4                                      

AcetylCoA_hyd_C ISOCOT TPR VRRNUC* DUF2380 Gmx_para_CXXCG

WP_224246892.1
NZ_JAHXBG010000017.1:109408-116617                            
Hyalangium gracile                                            

NUDIX GST_C GST_N Tox-REase-7* NTD-ART-HD cNMPBD TrkAC TrkA_N

WP_224249242.1
NZ_JAHXBG010000033.1:50745-55273                              
Hyalangium gracile                                            

Rieske KshA_C   ?  TerB* Receiver His-Kinase

WP_224249751.1
NZ_JAHXBG010000039.1:63121-70346                              
Hyalangium gracile                                            

-*   ?    ?  CarboxypepD_reg CarboxypepD-reg-IG CarboxypepD-reg-IG FecR

WP_225281981.1
NZ_JAIWNA010000008.1:72630-75902                              
Nocardia rosealba                                             

WXG WXG100 REAse-7* ImmHEAT DUF3558

WP_225728349.1
NZ_JAIRBQ010000042.1:55701-59160                              
Nocardia sp. JCM 34519                                        

  ?  ImmHEAT Tox-REase-7*   ?  WXG

WP_231670643.1
NZ_JAGTPH010000006.1:24295-38647                              
Pseudomonas quasicaspiana                                     

POTRA_2 ShlB TPS FilH FilH FilH Fil_haemagg_2 Fil_haemagg_2 Fil_haemagg_2 HINT Tox-REase-7*   ?    ?  MA PAS


