EKE17901.1
AMFJ01003537.1:24-701
uncultured bacterium

GAK56460.1
DF820464.1:880115-885405
Candidatus Vecturithrix granuli

GMA21215.1
BSUJ01000001.1:3118845-3120952
Arsenicicoccus piscis

HBZ58627.1
DOUQO1000150.1:1-3205
Sutterella sp.

H1297972.1
DXAR01000065.1:33563-37357
Candidatus Janibacter merdipullorum

KAB7619377.1
SDQN02000284.1:14-2087
Verminephrobacter sp. Larva24

MBA2309081.1
JACDBJ010000239.1:2024-4765
Pseudonocardiales bacterium

MBA2390859.1
JACDAB010000265.1:1318-6732
Geodermatophilaceae bacterium

MBA2518292.1
JACCYKO10000049.1:146-4820
Chloroflexia bacterium

MBA3033690.1
VMSX01000021.1:157645-161303
Rhodocyclaceae bacterium

MBA3505866.1
JACCST010000272.1:990-4590
Betaproteobacteria bacterium

MBA3627188.1
JACDDQ0O10000136.1:1-2066
Chloroflexi bacterium

MBB6377660.1
JACHMT010000003.1:376908-386650
Pseudonocardia eucalypti

MBD0694571.1
MECK01000545.1:14083-18276
Streptomyces sp. CBMA123

MBH2775521.1
JADTPLO10000021.1:1-758
Serratia marcescens

MBI3327335.1
JACPXI010000407.1:5735-9084
Nitrospinota bacterium

MBI5109870.1
JACRIX010000091.1:6404-10120
Rhodocyclales bacterium

MBJ2405067.1
JAEKPG010000206.1:1-187

Salmonella enterica subsp. enterica serovar Rissen

MBJ2470749.1
JAEKPV010000233.1:1-528

Salmonella enterica subsp. enterica serovar Agona

MBK6743516.1
JADICP010000003.1:368059-371124
Hydrogenophilales bacterium

MBK7471779.1
JADIKG010000034.1:26337-32374
Betaproteobacteria bacterium

MBL8309930.1
JAEUPLO100000O8.1:129909-133097
Burkholderiales bacterium

MBL8446911.1
JAEUNX010000082.1:105675-110570
Zoogloeaceae bacterium

MBN3574304.1
JAFHLD010000013.1:639-3261
Vibrio neptunius

MB01419502.1
JAFLNGO10000765.1:1-2663
Streptomyces sp. FHO25

MBP9219113.1
JAGPBV010000088.1:2924-6910
Sterolibacterium sp.

MBS1163653.1
JAGSYY010000299.1:922-2508
Burkholderiaceae bacterium

MBUO770825.1
JAHIY(C010000028.1:28096-31838
Gammaproteobacteria bacterium

MCA2970042.1
JADCJILO10000164.1:1-4627
Acidobacteriaceae bacterium

MCB0130219.1
JAGRCL0O10000337.1:615-3698
Caldilineaceae bacterium

MCB1738754.1
JAGRHX010000006.1:160-1288
Gammaproteobacteria bacterium

MCB4209135.1
JACWAB010000011.1:350-3700
Arthrobacter sp. UMI

MCC6169897.1
JADLF0010000310.1:14684-18924
Caldilineaceae bacterium

MCC7221805.1
JADZBL010000450.1:3958-7212
Candidatus Contendobacter sp.

MCD6041279.1
JAINBIO10000096.1:5810-7194
Burkholderiales bacterium

MCE2698761.1
JAJTDNO10000100.1:34141-38834
Anabaena sp. 49633 E8

MCEZ2701937.1
JAJTDNO10000226.1:152-4845
Anabaena sp. 49633 E8

MCE3266989.1
JAJTCKO10000058.1:2480-5283
Solirubrobacterales bacterium

MC19888487.1
JAFFTFO010000004.1:217812-223767
Micrococcales bacterium 31B

MCK5876521.1
JAGLCNO10000107.1:528-4364
Candidatus Marithrix sp.

MCL8571976.1
JAMKNX010000057.1:1-1932
Proteus mirabilis

MCP4522861.1
JAAEPUO10000063.1:1-644
Candidatus Gracilibacteria bacterium

MS040501.1
SHVA01000002.1:99212-102114
Solirubrobacterales bacterium

NBR28796.1
RFZA01000512.1:1-1069
Betaproteobacteria bacterium

NDD30943.1
RGZZ01000510.1:45-3420
Proteobacteria bacterium

NUF78591.1
JAAEDT010000017.1:614-3723
Snodgrassella sp. ESLO323

NUR25071.1
JABFWY010000198.1:1-2682
Catenulispora sp.

NUTS53910.1
JABFVNO10001499.1:5373-6967
Saccharothrix sp.

P1T65360.1
MEIV01000006.1:86-1338
Snodgrassella alvi

PVEQ7443.1
ALKNG2000006.1:219025-223919
Limnohabitans sp. Rim28

PZR09089.1
QFQP01000022.1:21112-24461
Archangium gephyra

Pzv27247.1
QBMS01000016.1:23966-28114
Snowella sp.

QIK82177.1
CP049864.1:2141682-2146730
Lysobacter sp. HDWI1Q

QIP30095.1
CP050116.1:1003275-1007412
Deinococcus radiodurans

SMB91788.1
FWWU01000009.1:1209153-1213666
Deinococcus hopiensis KR-140

TAG05412.1
RDZQ01000002.1:128086-131009
Betaproteobacteria bacterium

TDUO02577.1
SOBNO1000001.1:1008792-1013217
Streptomyces sp. 846.5

TMF57568.1
VBEW01000172.1:1947-6916
Chloroflexi bacterium

TMH52845.1
VBCS01000146.1:1-2322
Betaproteobacteria bacterium

WP_007573399.1
NZ AGUDO1000108.1:6849-10400
Patulibacter medicamentivorans

WP_014698554.1
NZ BSWE01000012.1:11841-13800
Pectobacterium parmentieri

WP_079042729.1
NZ LIQP01000321.1:7-2346
Streptomyces albus

WP_029210178.1
NZ AUFGO1000002.1:87581-91540
Arsenicicoccus bolidensis DSM 15745

WP_019631625.1
NZ KB907212.1:50816-54496
Actinomadura atramentaria DSM 43919

WP_025360554.1
NZ BAAABQO10000038.1:277-3147
Kutzneria viridogrisea

WP_214559715.1
NZ CAJCFV010000072.1:7967-10828
Planktothrix agardhii

WP_051343443.1
NZ KE386839.1:116067-120383

Pseudonocardia spinosispora DSM 44797

WP_065913810.1
NZ CP016793.1:796298-798739
Lentzea guizhouensis

WP_237141307.1
NZ CP014989.1:1821126-1824712
Serinicoccus hydrothermalis

WP_086787009.1
NZ JAGI00010000001.1:6381888-6384872
Crossiella equi

WP_091520557.1
NZ LT629772.1:976286-979636
Microlunatus soli

WP_092530525.1
NZ FOWWO1000004.1:144161-146722
Amycolatopsis arida

WP_096304409.1
NZ LT907982.1:4214056-4217162
Jatrophihabitans sp. GAS493

WP_199239491.1
NZ NSKH01000023.1:832414-836686
Streptomyces sp. ICBB 8177

WP_127078731.1
NZ RSCLO1000001.1:705531-709175
Dulcicalothrix desertica PCC 7102

WP_202873022.1
NZ SJKD01000003.1:630739-633803
Kribbella capetownensis

WP_246012074.1
NZ SNZE01000012.1:47464-52686
Hydromonas duriensis

WP_147979170.1
NZ RDBION1000040.1:252167-256649
Streptomyces sp. ms191

WP_149389538.1
NZ_ SMRS01000001.1:130389-134226
Nitrincola tapanii

WP_242456232.1
NZ NPKRO1000008.1:99292-102161
Mycolicibacterium sp. P1-18

WP_149853750.1
NZ VUOBO1000065.1:97832-100911
Solihabitans fulvus

WP_171242534.1
NZ JABEPQ010000001.1:1190734-1195563
Knoellia koreensis

WP_238511123.1
NZ JAKOAS010000006.1:51983-57687
Cupriavidus gilardii

WP_182582221.1
NZ JABVCQ010000004.1:54504-60781
Thiospirillum jenense

WP_184836035.1
NZ JACHMNO10000002.1:1804864-1808627
Allocatelliglobosispora scoriae

WP_188394285.1
NZ BMCGO1000001.1:191948-196619
Oxalicibacterium flavum

WP_189344778.1
NZ BMYT01000001.1:1026049-1031150
Undibacterium macrobrachii

WP_197010095.1
NZ BAABES010000006.1:286483-290418
Actinomadura viridis

WP_212786464.1
NZ AP019536.1:585754-589451
Ferrigenium kumadai

WP_218614998.1
NZ JADQDD010000399.1:1422-4432
Pseudonocardia sp. KRD291

WP_221592329.1
NZ JATHBB010000385.1:1-557
Deinococcus sp. RIT780

WP_239050505.1
NZ CP092190.1:787520-792643
Deinococcus sp. KNUC1210

WP_253880056.1
NZ JAMZEA010000008.1:328797-332067
Actinomadura rupiterrae

WP_254233155.1
NZ JANAV0010000001.1:404184-407162
Allokutzneria sp. A3M-2-11 16

WP_255922239.1
NZ JANFNG010000020.1:62803-66611
Streptomyces humicola
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