
AMC34363.1
CP014222.1:1531485-1539221                            
Janthinobacterium sp. B9-8                            

  ?    ?  VasX_N VasX*   ?  Phage_GPD VgrG T6SS_Vgr DUF2345

AVT99502.1
CP025609.1:2696112-2703340                            
Xanthomonas oryzae pv. oryzae                         

  ?  VasX*   ?  DDE_Tnp_1 DUF772 HTH_38

CCP13192.1
CALN01001212.1:402-5013                               
Stenotrophomonas maltophilia SKK35                    

HDRnase PolyA_pol   ?  VasX* Phage_GPD SseB

ELX11456.1
AMWD01000001.1:46784-52985                            
Janthinobacterium sp. HH01                            

Na   ?  VasX_N STY-kinase VasX*   ?    ?  

ENX06032.1
KB850109.1:1655354-1660889                            
Acinetobacter courvalinii                             

  ?    ?  VasX*   ?    ?  

HAU5564077.1
DACXST010000004.1:247852-255580                       
Serratia fonticola                                    

  ?    ?  VasX_N Frankia-peptide VasX* DUF4123 Phage_GPD VgrG T6SS_Vgr DUF2345

HIY70594.1
DXCY01000098.1:1-8245                                 
Candidatus Luteimonas excrementigallinarum            

Phage_GPD VgrG T6SS_Vgr DUF2345 DUF4123 VasX_N VasX*   ?  PFK

MBN5027821.1
JAFIXF010000205.1:1-1492                              
Stenotrophomonas maltophilia                          

  ?    ?  VasX*

MBP8006246.1
JAGNCZ010000063.1:2756-7349                           
Acinetobacter sp.                                     

DUF4123   ?  VasX_N VasX* DUF6708   ?  

MCC8386459.1
JAGJJT010000232.1:1-2655                              
Photorhabdus laumondii                                

VasX*   ?    ?  

MCP3656294.1
JAAGZI010000132.1:189504-198351                       
Herbaspirillum sp.                                    

DUF6708   ?  VasX_N AAA_13 NNH1 VasX* DUF4123 Phage_GPD VgrG T6SS_Vgr DUF2345

MRS98092.1
WJYN01000001.1:1229498-1237276                        
Ralstonia pickettii                                   

  ?    ?  ?* DUF4123 Phage_GPD Phage_base_V T6SS_Vgr DUF2345

OLK88718.1
JXHE01000343.1:1-1736                                 
Xanthomonas oryzae pv. oryzae                         

VasX*

PKH24689.1
KZ478061.1:1827-9202                                  
Enterobacterales bacterium CwR94                      

DEAM-AAD-Dictyo   ?  VasX_N VasX* PAAR_motif Phage_GPD VgrG T6SS_Vgr DUF2345

PKO85163.1
PHCU01000255.1:1-2672                                 
Betaproteobacteria bacterium HGW-Betaproteobacteria-12

  ?    ?  VasX*

PTU65037.1
QARX01000001.1:1973103-1981855                        
Chromobacterium sp. Panama                            

Phage_GPD VgrG T6SS_Vgr DUF2345 DUF4123 VasX_N VasX*   ?    ?  

QBH01325.1
CP036255.1:4496067-4503878                            
Xanthomonas oryzae                                    

VasX* VasX_N VasX   ?    ?    ?  

QJQ02219.1
CP008956.1:4225669-4233032                            
Herbaspirillum rubrisubalbicans Os34                  

Phage_GPD VgrG T6SS_Vgr DUF2345 DUF4123 VasX* DUF4384   ?  

RIX83168.1
QXMN01000005.1:22802-25240                            
Acidovorax cavernicola                                

  ?  VasX*   ?    ?  Pentapeptide_4

SCU98365.1
FMSH01000498.1:7033-11811                             
Cupriavidus necator                                   

PAAR_motif DUF6708 VasX*   ?  DUF2188

SIO70373.1
FSRV01000002.1:2400994-2408480                        
Burkholderia sp. GAS332                               

PAAR_motif   ?  VasX_N VasX* DUF4123 Phage_GPD VgrG T6SS_Vgr DUF2345

TWI43379.1
VLKW01000012.1:29506-36454                            
Pseudoduganella flava                                 

Pyr_redox_2 Thioredoxin_3 1-cysPrx_C AhpC-TSA VasX_N VasX*   ?    ?  

WP_031985305.1
NZ_JEXC01000147.1:21-2622                             
Acinetobacter baumannii 4749                          

  ?  VasX   ?  

WP_031985305.1
NZ_JEXC01000231.1:1-1554                              
Acinetobacter baumannii 4749                          

  ?  VasX*   ?  

WP_108798870.1
NZ_ORZB01000346.1:1-3668                              
Xanthomonas fragariae                                 

  ?    ?  VasX*

WP_211140319.1
NZ_CP066284.1:1933786-1939729                         
Hafnia alvei                                          

  ?  PAAR_motif VasX_N VasX VasX*   ?  

WP_004828597.1
NZ_CBDBYR010000062.1:17941-25921                      
Acinetobacter bereziniae                              

Phage_GPD VgrG T6SS_Vgr DUF2345   ?  VasX_N VasX*   ?    ?  

WP_011507542.1
NC_007963.1:2516536-2520910                           
Chromohalobacter israelensis DSM 3043                 

VasX*   ?  GatB_Yqey GatB_N Sel1 Sel1 DUF6708

WP_014333761.1
NC_016818.1:595449-603901                             
Rahnella aquatilis CIP 78.65 = ATCC 33071             

  ?    ?  VasX_N VasX* DUF4123 Phage_GPD VgrG T6SS_Vgr DUF2345

WP_034377571.1
NZ_AMSA01000001.1:497298-501659                       
Herbaspirillum rubrisubalbicans Os45                  

Cupin_8   ?    ?  DUF4123 VasX_N VasX*

WP_024555388.1
NZ_AXSY01000029.1:89-4027                             
Franconibacter pulveris 601                           

VasX*   ?    ?    ?  

WP_146091757.1
NZ_PTOO01000015.1:128388-133083                       
Cronobacter sakazakii                                 

NmrA DUF4142 VasX* PBPII DotU

WP_038709458.1
NZ_JGVW01000047.1:47897-55754                         
Burkholderia sp. lig30                                

  ?    ?  VasX_N VasX* Phage_GPD VgrG T6SS_Vgr DUF2345 DUF4123

WP_139116085.1
NZ_CP043540.1:2391171-2399600                         
Xanthomonas translucens pv. undulosa                  

  ?    ?  VasX_N VasX* DUF4123 Phage_GPD VgrG T6SS_Vgr DUF2345

WP_252717169.1
NZ_BADI01000920.1:138-2835                            
Herbaspirillum sp. B65                                

  ?    ?  VasX*

WP_048888836.1
NZ_LFEJ01000029.1:1-3253                              
Franconibacter pulveris                               

VasX*   ?  PAAR_motif

WP_226377127.1
NZ_CP013417.1:2300544-2304735                         
Burkholderia savannae                                 

Transposase_mut   ?    ?    ?  VasX*

WP_065063399.1
NZ_LXGI01000101.1:5916-11017                          
Paraburkholderia tropica                              

  ?  VasX* DUF4123 PAAR_motif VasX_N

WP_141670336.1
NZ_LZHG01000030.1:3170-9460                           
Gilliamella sp. Choc4-2                               

TsiV   ?    ?    ?  VasX*

WP_067752277.1
NZ_LT907988.1:875196-883440                           
Orrella dioscoreae                                    

  ?  VasX_N VasX* DUF4123 Phage_GPD Phage_base_V T6SS_Vgr DUF2345 OMP-BB MTase

WP_069267623.1
NZ_MCNV01000021.1:5384-13414                          
Paraburkholderia nodosa                               

  ?    ?  VasX_N VasX* DUF4123 Phage_GPD VgrG T6SS_Vgr DUF2345

WP_143166159.1
NZ_BJXU01000022.1:6429-10648                          
Halomonas cupida                                      

Sel1 Sel1 DUF6404 FimA VasX* DUF6708

WP_076604515.1
NZ_FTMD01000030.1:320-5858                            
Aromatoleum tolulyticum                               

VasX*   ?    ?  PTSEIIA1 T6SS_Vgr DUF2345

WP_079223341.1
NZ_CP018756.1:3416555-3424681                         
Stenotrophomonas maltophilia                          

VasX_N VasX* Phage_GPD Phage_base_V T6SS_Vgr DUF2345   ?    ?    ?  

WP_114986530.1
NZ_UGTK01000001.1:1701436-1710347                     
Pragia fontium                                        

DUF4123 Phage_GPD VgrG T6SS_Vgr DUF2345 VasX_N VasX*   ?    ?  

WP_172378276.1
NZ_NAHU01000178.1:829-4769                            
Gilliamella apicola                                   

2TM-FP   ?  VasX*

WP_086181110.1
NZ_NEGH01000004.1:26107-34580                         
Acinetobacter sp. ANC 4558                            

Phage_GPD VgrG T6SS_Vgr DUF2345   ?  VasX_N VasX* Polysacc_synt OEP OEP

WP_131078605.1
NZ_CP036252.1:3715147-3725094                         
Xanthomonas oryzae                                    

Phage_GPD Phage_base_V T6SS_Vgr DUF2345 VasX VasX_N VasX*   ?    ?  

WP_244912131.1
NZ_NKFA01000023.1:139546-144667                       
Burkholderia aenigmatica                              

  ?    ?  PAAR_motif VasX* T6SS_TssF

WP_095747201.1
NZ_CP023284.1:6812897-6821696                         
Variovorax boronicumulans                             

VasX_N VasX* Phage_GPD Phage_base_V T6SS_Vgr DUF2345   ?  DUF4123 DUF6708

WP_095834004.1
NZ_CP014137.1:1540824-1549421                         
Brenneria goodwinii                                   

SBP_bac_5 VasX_N VasX*   ?    ?  Cellulase CBM_3

WP_258169205.1
NZ_PVFJ01000060.1:207636-212955                       
Burkholderia ambifaria                                

DUF4123   ?  VasX_N VasX*   ?  

WP_146744868.1
NZ_JUGD01000017.1:261752-265937                       
Herbaspirillum rubrisubalbicans                       

  ?  VasX* VasX_N DUF4123

WP_112895585.1
NZ_CAWNYH010000020.1:43906-46800                      
Photorhabdus bodei                                    

Gp49 HTH VasX*   ?  FeoC

WP_120509876.1
NZ_CBCSER010000013.1:24795-32210                      
Rahnella bruchi                                       

PAAR_motif VasX_N VasX* Phage_GPD VgrG T6SS_Vgr DUF2345 DUF4668   ?  

WP_121862569.1
NZ_ML058626.1:22839-26777                             
Burkholderia sp. Nafp2/4-1b                           

  ?    ?  VasX* VasX_N VasX   ?  

WP_124154043.1
NZ_RQIS01000039.1:120-1555                            
Paraburkholderia dinghuensis                          

VasX*   ?  PAAR_motif

WP_130934037.1
NZ_SITO01000039.1:126055-135975                       
Hafnia alvei                                          

  ?    ?  VasX*   ?  VasX_N VasX DUF4123 Phage_GPD VgrG T6SS_Vgr DUF2345

WP_130934039.1
NZ_SDAR01000017.1:60128-66476                         
Hafnia alvei                                          

VasX_N VasX* Phage_GPD VgrG T6SS_Vgr DUF2345 DUF4123

WP_132356297.1
NZ_CAWOJO010000078.1:4541-11116                       
Photorhabdus khanii subsp. guanajuatensis             

  ?    ?  VasX_N VasX* DUF4123 T6SS_Vgr DUF2345

WP_139970024.1
NZ_CP034395.1:806246-814419                           
Herbaspirillum seropedicae                            

Phage_GPD VgrG T6SS_Vgr DUF2345 DUF4123 VasX_N VasX*   ?    ?  

WP_175908709.1
NZ_CADFEF010000009.1:194897-203073                    
Burkholderia sp. BCC1640                              

  ?    ?  VasX_N VasX* Phage_GPD VgrG T6SS_Vgr DUF2345 DUF4123

WP_196014406.1
NZ_JADOZS010000016.1:90344-97873                      
Citrobacter farmeri                                   

PAAR_motif VasX_N VasX*   ?    ?  Phage_GPD VgrG T6SS_Vgr DUF2345

WP_227552240.1
NZ_JADAIM010000134.1:1-6625                           
Acinetobacter sp. Res13-Abat-PEC15-P5-02              

  ?  Phage_GPD VgrG T6SS_Vgr DUF2345 VasX_N VasX*   ?  

WP_198483689.1
NZ_CP065997.1:4827185-4834948                         
Achromobacter deleyi                                  

Phage_GPD Phage_base_V T6SS_Vgr DUF2345 DUF4123 VasX_N VasX*   ?    ?  

WP_199993934.1
NZ_JADVOI010000036.1:1-5982                           
Acinetobacter bereziniae                              

T6SS_Vgr DUF2345   ?  VasX_N VasX*   ?    ?  

WP_205981216.1
NZ_JAAGPR010000002.1:164901-167993                    
Paraburkholderia sp. Ac-20340                         

  ?  VasX* LrgA FringeGT LrgB

WP_230048384.1
NZ_CAKKMT010000001.1:162547-168999                    
Erwinia aphidicola                                    

VasX_N VasX   ?  VasX*   ?  DUF4123

WP_231806244.1
NZ_JAJOZS010000012.1:1-2222                           
Stenotrophomonas sp. MMGLT7                           

VasX* DUF6708 VasX

WP_234274745.1
NZ_JABFTT010000011.1:157547-164066                    
Billgrantia zhangzhouensis                            

GntR-HTH FCD Hexapep VasX_N MIC19_MIC25 VasX* DUF6708 DUF6708

WP_241822135.1
NZ_JABXGG010000011.1:25777-34305                      
Herbaspirillum sp. C7C8                               

Phage_GPD VgrG T6SS_Vgr DUF2345 DUF4123 VasX_N VasX*   ?    ?  

WP_258999197.1
NZ_JALIGB010000020.1:331782-340114                    
Scandinavium goeteborgense                            

Phage_GPD VgrG T6SS_Vgr DUF2345 DUF4123 VasX_N VasX*   ?    ?  


